NPENCKYPAHT HA MEAULIMHCKUE YCNYTU
AkTyanbHo Ha 31.08.2023
Bantota: Pybnu

KnuHuka
FopoxoBas | Kunrucenn
Koag M3 . ”
Ha/NIMYHDIN | HANNYHDIIA
O6LWeKNUHNYECKMe MaHUNYAALUN
A02.07.004 00-001-0  |AHTponomeTpus (oLeHka dusndeckoro passutus/mamepeHne NMT) 130
A11.01.002 00-003-0 lMoakoxxHoe BBeAeHME NekapCTBEHHbIX NpenapaTos 260 130
A11.01.003 00-004-0 BHyTpukoXxXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaToB 240 130
A11.02.002 00-005-0 BHyTpumMbILLIEYHOE BBEAEHUE NEKapCTBEHHbIX NpenapaToB 350 170
A11.12.003 00-010-0 BHyTpuBEeHHOE BBeAEeHWe NnekapCTBEHHbIX NpenapaToB 580 200
HenpepbiBHOE BHYTPUBEHHOE BBEAEHWE NeKapCTBEHHbIX NpenapaTos (A0
A11.12.003.001 |00-011-0 OAHOro 4aca) 1160 500
A11.12.009 00-022-0 B3sTtune kpoBu 13 nepnceprnyeckon BeHbl 300 200
YpaneHue knewa ¢ 06paboTkon paHbl MegULMHCKOW cecTpon (YaaneHue
A16.01.001 00-045-0 NMOBEPXHOCTHO PaCrnonOXeHHOro MHOPOAHOro Tena) 580
A11.08.010.001 |00-046-0 lMony4yeHne mMa3KkoB CO CNN3NCTON 060NOYKM HOCOTNOTKM 300 240
A11.08.010.002 |00-047-0 MMony4eHne mMa3KkoB CO CNN3NCTON 06OMNOYKN POTOrMNOTKM 300 240
A11.13.001 00-048-0  |B3aTve kanunnspHOM KpoBu 240 200
A11.19.011.001 |00-049-0 B3saTtune cockoba ¢ nepuaHanebHon obnactu 300 200
Mony4eHne mMa3KkoB CO CNM3NCTOM 0BOMOYKM HOCOTMOTKN U POTOrMOTKM Ha
A11.08.010 00-050-0 BbigBneHve SARS-CoV-2 metogom lNLP (COVID-19) 470
AKyLLIEpPCTBO U TMHEKO0TUA
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.001.001 01-001-0 IMpuem (oCcMOTp, KOHCYNbTaLUA) Bpava-akyllepa-ruHekonora nepBuYHbIn 2350 990
Mpuem (ocMoTp, KOHCYMNbTaLMA) BeayLlero Bpava-akyLuepa-ruHekonora
B01.001.001 01-001-1 NepBUYHbIN 2910
B01.001.002 01-002-0 Mpuem (ocMOTp, KOHCYMNbTaLMA) Bpada-akyllepa-ruHekonora noBTOPHbIN 1830 880
Mpuem (ocMoTp, KOHCYMNbTaLMA) BeayLlero Bpava-akyLuepa-ruHekonora
B01.001.002 01-002-1 NOBTOPHbIV 2370
Mprem (ocMOTp, KOHCYNbTaLUs) Bpaya-akyLlepa-ruHekonora 6epemMeHHom
B01.001.004 01-003-0  [nepBWYHbIN 4440 1180
Mprem (ocMOTp, KOHCYNbTaLUs) Bpaya-akyLlepa-ruHekonora 6epemMeHHom
B01.001.005 01-004-0 NOBTOPHbIN 3030
B04.001.003 01-008-0 LLkona gna 6epemeHHbIX (32 OAHO 3aHATHE) 1680
MpodunakTuyeckmin npnuem (OCMOTpP, KOHCYNbTaums) Bpada-akyLlepa-
B04.001.002 01-011-0 rmHekorora 950
Mpuem (KoHCynbTauus) Bpaya-akyLuepa-ruHekonora noBTOPHbIN (C
B01.001.002 70-001-0 NpUMEHeHNeM TenemMegnUMHCKNX TEXHONOMMN) 1390
OUATHOCTUKA
A03.20.001 01-019-0 Konbnockonus (paclimpeHHas uudpoBas BUOEOKONbNOCKONMUS) 2670
Konenotect (OnpeneneHve KOHUEHTPALIMU BOOOPOAHbIX MOHOB (pH)
A09.20.011 01-098-0 |oTgensiemoro cnuaucTon 060noYku Brnaranviia) 510
AmHuoTecT (MccnegoBaHne aMHUOTUYECKOM XUOKOCTU HA TOPMOHBI, UX
npeawecTBEHHNKN 1 MeTabonuTel NnaueHTbl u doeTonnaleHTapHoro
A09.30.005 01-140-0  |komnnekca) 1280
Okcnpecc-TecT ANs AMarHOCTUKM NpexaeBpeMeHHbIx poaos (MccnegosaHue
aMHUOTMYECKOW XXNUOKOCTU Ha FOPMOHbI, UX NPEALLECTBEHHUKA U METabonNuThbI
A09.30.005 01-141-0 nnavueHTbl 1 eTonnaLeHTapHOro KOMeKkca) 3250
BBeneHue akyLuepcKkoro pasrpyxatolero nogaepXkmearoLlero Konbua
A23.30.008 01-143-0 |(neccapwus) 1500
MAHUNYNAUUU
A03.20.001 01-014-0 Konbnockonust 1240
A02.20.003 01-017-1 VMccnepgoBaHme Kpuctannnsaumm Cnmsm LEeYHOro kaHana 480 220
A11.20.002 01-021-0 [Mony4eHne LepBUKanbLHOro Maska 240 150
A11.20.005 01-024-0 MonyyeHwne BnaranuLHOro maska 240 150
MukpocnpuHueBaHune (uppuraums) Bnaranuwia (6es ctommocTu
A11.20.012 01-029-0 Me[MKaMEHTOB) 770 400
A11.20.013 01-030-0  |TamnoHupoBaHue nevyebHoe Bnaranuiia (6e3 CTOMMOCTU MeANKaMEHTOB) 960 320
A11.20.024 01-037-0 BBegeHve nekapCcTBeHHbIX NpenapaToB NHTPaBarnHanbHo 380 230
A14.20.001 01-038-0 CnpuvHueBaHve Bnaranuwa 920 640
A16.20.059 01-040-0 YpaneHne nHOpogHOro Tena 13 Bnaranvua 1150 790
A11.20.024 01-049-0 ObpaboTka Wwenkn maTkun (6e3 CToumMocTu npenapara) 700
A16.20.008 01-062-0 PasgeneHve BHYTPMMATOYHbIX CpaLleHun 7940
A16.20.101 01-063-0 McceyeHne KUCTbI XKeHCKMX NOMNOBbLIX OPraHoB 5710




ABopT € ncnonb3oBaHMeM MMMNOPTHOro npenapaTta (MckyccTBeHHOE
A16.20.037 01-112-0 npepbiBaHne 6epemMeHHOCTH) 15250 7570
ABOpT C NCMnonb3oBaHNeEM OTEYECTBEHHOIO npenapara (VickyccTBeHHoe
A16.20.037 01-113-0 npepbiBaHne 6epemMeHHOCTH) 13980 6770
A11.28.006.001 |01-183-0 Mony4yeHne cockoba 13 ypeTpbl 530 150
MAHUNYNALUUN. OBLLEXUPYPTMYECKUE
A11.20.004 01-023-0 BnaranuiHasa 6uoncus (KOHXOTOM) 2290 580
A11.20.011 01-028-0 Broncus weriku MaTkn (KOHXOTOM) 2670 700
A11.20.014 01-031-0 BBegeHve BHyTpMMaTOYHOM cnvpanu 3440 1560
A11.20.015 01-032-0 YpaaneHvne BHyTpMMaTOYHOW cnvpanm 1920 790
A11.20.015 01-033-0  |YpaneHue BHyTpuMaToyHOW cnupanu (cuctema MupeHa) 3690 2740
'McTepocanbnuHrorpadus (BHyTpMaTovyHoe BBeAeHe KOHTpacTa) 6e3
A06.20.001 01-037-6 CTOMMOCTM KOHTPACTHOrO BeLecTBa 7600
A11.20.025 01-037-3 KiopeTax LiepBukanbHoro kaHana ([MonyyeHve cockoba C LWenkn MaTku) 3820
BBeneHve/nseneyeHve BnaranuiHoro NoaaepXvnBaroLLero KonbLua
A14.20.002 01-039-0 [(neccapus) 1150 790
A16.20.055 01-042-0 HanoxeHue WBOB Ha LUerKy MaTKu 1220 900
A16.20.090 01-043-0 CHATME LIBOB C LUENKM MaTKU 1220 900
A16.20.005.001 |01-046-0 |PaclumpeHue Liee4Horo kaHana (3a ogHo 6yXMpoBaHue) 1400 950
A11.20.003 01-047-1 Broncus TkaHen matku (Mannens-6uoncus sHoomeTpus) 4070 3520
ABnsuus npy HOBOOBPaA30BAHMSX XXEHCKUX MOMOBbLIX OPraHoOB (XMMUYECKast
A22.20.006 01-054-0 Koarynsumsa eAMHNYHbIX KoHaunom, ConkoBaruH) 1920 1760
ABnsuus npy HoBOOBPaA30BAHMSX XXEHCKUX MOMOBbLIX OPraHoOB (XMMUYECKast
A22.20.006 01-055-0 KoarynsiLms MHOXeCTBEHHbIX kKoHaunom, ConkoBaruH) 4190 3950
A11.20.014 01-056-0 BeepneHve BHyTprMaToyHow cnupanu (cuctema MupeHa) 5090 4840
BBepneHve/ynaneHme NCKyCCTBEHHbIX UMMITAHTATOB B MArkMe TkaHu (6e3
A11.01.012 01-058-0 CTOMMOCTU CUCTEMbI MIMNNaHoH) 5090
WNcceveHre HOBOOOpa3oBaHWs MATKUX TKaHel (Mommna >KeHCKMX MorioBbIX
A16.30.032 01-071-0  |opraHoB) 15890 7940
A11.20.006 01-092-0 MoctaHoBka WORD-kaTeTepa (buoncus otBepctvs 6apTonnHOBON Xenesbl) 15380
A11.20.006 01-093-0 Ypanenne WORD-kateTepa (broncusa otBepctma 6apTonMHOBOR Xernesbl) 3190
PagvoBonHoBas Tepanus LWERKn MaTKky (OnamMeTp SKTOMUK LLEVKU MaTKu 4O
A16.20.036.003 |01-105-0 1,5 cm) 5730
PagvoBonHoBas Tepanus LWERKN MaTkv (OnamMeTp 3KTOMUU LLEKN MaTKN
A16.20.036.003 [01-106-0 |6ornee 1,5 cm) 8270
A16.20.036.003 |01-107-0 PagrnoBonHoBoe yaaneHue KOHAMIMOM (40 5 koHaAUNoM) 4460
A16.20.036.003 |01-108-0 |PagmoBonHoBoe yaaneHune koHaunom (6onee 5 koHanNOM) 8770
OKCUM3NOHHasA Broncust (IKCUM3us) LWEnKn MmaTtkm annapatom CypruTpoH (B T.
A11.20.011.002 [01-111-0  |4. KOHM3aALUS) 10170
A11.20.004 01-153-0 BnaranuiHas 6uoncus 4070
A11.20.006 01-154-0 BckpbiTne abecuecca 6apTonMHOBOM Xeneabl 4070
A11.20.037 01-155-0 Broncus BynbBbl pagnoBonHoBas (annapat CyprutpoH) 4070
A11.20.011.002 |01-159-0 OnekTpokoarynaums (quameTp 3KTONuM LWenkn matkn o 1,5 cm) 2420
A11.20.011.002 |01-160-0 |3nekTpokoarynauusi (AuameTp SKTONuu Lieikn maTtku bonee 1,5 cm) 3030
A11.20.015 01-174-0  |YpaneHue BHYTPMMATOYHOW cnvpanu (OCrOXHEHHOE) 5980
A16.20.036.001 |01-175-0 OneKkTpoanaTepMOKOHN3aLMS LLIEKN MaTKK 15250 4830
A11.20.011.001 |01-176-0 MHuusmoHHas 6ruoncust lwenku maTkn annapatom CyprutpoH 4460
OdomcHasa ructepockonus (amBynaTopHbIN 3HAOCKONMUYECKUA OCMOTP
A03.20.003 01-198-0  |monocTu maTkm) 15000
A03.20.003.002 |01-199-0 |KoHTpacTHas ynbTpasBykoBasi ructepocansnudrockonus (Y3INCC, 9xo-I'CC) 12900
Annepronorus
NPUEMbI, OCMOTPbI, KOHCYNIbTALUU
B01.002.001 02-001-0 IMpuem (oCMOTp, KOHCYMNbTaLMSA) Bpaya-annepronora-MmMmmMyHornora nepBmYHbIN 2150
B01.002.002 02-002-0 IMpuem (oCMOTp, KOHCYMNbTaLMSA) Bpava-annepronora-uMmmMmyHonora noBTOPHbIi 1700
MpodpmnakTuyecknii npuem (OCMOTP, KOHCYNbTaLMs) Bpada-anneprorora-
B01.002.001 02-007-0 nMMyHorora 950
Mpuem (KoHCynbTauusi) Bpaya-annepronora-mMMmyHornora noBTOPHbIN (C
B01.002.002 70-002-0 NPUMEHEHNEM TENeMeaNLIMHCKUX TEXHOIOMMN) 1390
FacTposHTeponorusa
NPUEMbI, OCMOTPbI, KOHCYNIbTALUU
B01.004.001 03-001-0 Mpuem (oCMOTp, KOHCYNbTaLMSA) Bpa4ya-racTpO3HTEPOora NepBuYHbIv 2040 990
Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpava-racTpo3HTEPOrora nepBuYHbIi CO
B01.004.001 03-001-2 ckugkon 20% B TedyeHne 7 gHel nocne ynbTpa3ByKoOBOro UCCNefoBaHUs 1630
Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpavya-racTpo3HTEeponora nepBuYHbIi (13
B01.004.001 03-001-8 |CaHkT-lNeTepbypra) 1380




B01.004.002 03-002-0 IMpuem (oCcMOTp, KOHCYNbTaLMA) Bpada-racTpo3HTEponora NOBTOPHbIN 1700 880
Mprem (ocMOTP, KOHCYNbTaLUSA) Bpaya-racTpo3HTEpOIora NOBTOPHbLINA (13
B01.004.002 03-002-8 CankT-lNeTepbypra) 1380
MpodunakTmuyeckmin npuem (0OCMOTp, KOHCYNbTaums) Bpaya-
B04.004.002 03-008-0 racTpoaHTeposiora 950 880
Mprem (KoHCynbTauusa) Bpaya-racTpo3HTEPOsIora NOBTOPHbIN (C
B01.004.002 70-003-0 NpYMEHEHMEM TeNnemMenLMHCKMX TEXHONOMNIA) 1390
Kapauonorusa
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.015.001 05-001-0 lMpuem (ocMOTp, KOHCYNbTaLMA) Bpava-kapAaMonora nepBuYHbIN 2040 990
Mprem (ocMOTp, KOHCYNbTaLus) Bpaya-kapamnonora nepsuyHbii (M3 CaHKT-
B01.015.001 05-001-8 MeTtepbypra) 1380
B01.015.002 05-002-0 IMpuem (ocMOTp, KOHCYNbTaLUA) Bpava-kapAmonora noBTOPHbIN 1700 880
Mpuem (KoHCynbTauus) Bpaya-kapAmonora noBTOPHbLIN C MPUMEHEHMEM
B01.015.002 70-004-0 TenemMeanuUnHCKMX TEXHONOMNN 1390
B04.015.003 05-008-0  |ducnaHcepHbI Npyvem (0OCMOTP, KOHCYNbTaUMs) Bpada-kapanornora 1040
Mprem (ocMOTp, KOHCYNbTaLUA) Bpaya-kapauonora noBTopHbIA (M3 CaHkT-
B01.015.002 05-011-0 MeTepbypra) 1380
Kononpokronorusa
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.018.001 06-001-0 [Mpuem (ocMOTp, KOHCYMNbTaLMA) Bpa4ya-KkononpokTonora nepBuYHbIv 2150
B01.018.002 06-002-0 Mpuem (ocMOTp, KOHCYNbTaLMA) Bpa4a-KononpoKTonora NnOBTOPHbIN 1700
B04.018.002 06-008-0 MpocpmnakTuyeckmin npmem (0OCMOTP, KOHCYNbTaLMsA) Bpada-KononpokTonora 950
Mpuem (KoHCynbTauus) Bpaya-kononpoKTonora NOBTOPHLIV C MPUMEHEHNEM
B01.018.002 70-005-0 TenemMeanUMHCKNX TEXHONOMNN 1390
OUATHOCTUKA
A03.19.001 06-012-0  |AHockonus 1040
MAHUNYNAUUU. BBEOEHUE NMPENAPATOB
MapapekTanbHas 6nokaga (MoakoxxHoe BBeaeHNE NeKapCTBEHHbIX
A11.01.002 06-015-0 npenapaToB) 3440
HeBponorus
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.023.001 07-001-0 [Mpuem (ocMOTp, KOHCYNbTaLUA) Bpavya-HeBpPoOora NepBuYHbIN 2040 990
B01.023.002 07-002-0 [Mpuem (ocMOTp, KOHCYNbTaLUA) Bpavya-HeBpOora NoBTOPHbLIN 1700 880
B04.023.002 07-008-0 lMpocpmnakTuyecknit npuem (0OCMOTP, KOHCYNbTaLWs) Bpaya-HeBpornora 950
Mprem (ocMOTp, KOHCYNbTauus) Bpadva-HeBporora nepBuyHbIn (M3 CaHkT-
B01.023.001 07-001-8 MeTtepbypra) 1380
Mprem (ocMOTp, KOHCYNbTaLUsA) Bpaya-HeBpPOsiora NOBTOPHbIN (M3 CaHKT-
B01.023.002 07-041-0 MeTtepbypra) 1380
Mpuem (KoHCcynbTauusi) Bpaya-HeBporora NOBTOPHbIN C NPUMEHEHUEM
B01.023.002 70-006-0 TenemMmeanuUnHCKMX TEXHONOMNN 1390
MAHUNYNAUUU
KuHesnoTennupoBaHve (HanoxeHue noBssky npy 3abonesaHun MbillL, ogHa
A15.02.001 07-025-0  |30Ha CO CTOMMOCThIO Tenna) 930
A14.05.001 31-010-0 lMocTaHoBKa NMABOK (3a OOHY MpoLleaypy) 1510
MAHUNYNAUUU. BBEOEHUE NMPENAPATOB
BBegeHve nekapcTBeHHbIX NpenapaToB B 0b6nactb nepndeprnyeckoro Hepea
ONS NevYeHnst TOHHeNbHbIX CUHAPOMOB, HerponaTui, aHTesnonaTun (6es
A11.24.001 07-010-0 y4yeTa CTOMMOCTV NpenapaToB) 1520
BBegeHve nekapcTBeHHbIX NpenapaToB B 06nactb nepndeprnyeckoro Hepea
A11.24.001 07-011-0 (6e3 yyeTa CTOMMOCTM NpenapaToB) 2080 1520
BBegeHve nekapcTBeHHbIX NpenapaToB B 06nactb nepndeprnyeckoro Hepea
A11.24.001 07-043-0  |oTAenbHOW MbILWLbI (AHECTETMKW/TNIOKOKOPTUKOCTEpPOUIbI) 1620
BBegeHve nekapcTBeHHbIX NpenapaToB B 06nactb nepndeprnyeckoro Hepea
A11.24.001 07-044-0  |oTaenbHOW MblLLbI (TIIFOKOKOPTUKOCTEPOUAbI) 1930
OxkonocycTtaBHOe BBeAEeHNe nekapCTBEHHbIX NpenapaTos C
A11.04.006 07-045-0  |dapmoakynyHKTYpOW No TpUrrepHbIM TOYKaM C rIKOKOPTUKOCTEpongamu 2460
MapaBepTebpanbHasn 6nokaga (BeeaeHne nekapCcTBeHHbIX NpenapaTtos B
obnacTb nepudepunyeckoro Hepsa, oanH cermeHT, 6e3 yyeta CTOMMOCTH
A11.24.001 07-012-0 npenapaToB) 2080 1520
MepupagukynapHas 6nokaga no 3KCTPEHHbIM NokasaHusM (BeeaeHue
nekapCcTBEHHbIX NpenapaToB B 06nacTb nepudepmyeckoro Hepea, OAuH
A11.24.001 07-013-0 KOPELLUOK, C y4ETOM CTOMMOCTU NpenapaTos) 2200
Brnokaga B TOYKY MO3BOHOYHOM apTEPUN NO IKCTPEHHBLIM NOKa3aHUAM
(BBegeHune nekapCTBeHHbIX NpenapaToB B 06nacTb nepudepnyeckoro Hepsa,
A11.24.001 07-015-0 C Y4eTOM CTOMMOCTM npenapaTos) 2710




A11.24.001

07-031-0

Briokaza KpblnoHeBHOro y3na no aKCTpeHHbIM nokasaHusm (BeeaeHne
NeKkapcTBEHHbIX MpenapaTtoB B 06nacTb Nnepudepuyeckoro Hepea, ¢ y4eTom
CTOVMOCTY NpenapaTos)

1780

A11.24.001

07-042-0

MepupaaukynspHas 6nokana (BeegeHve nekapcTBEHHbIX NpenapaTos B
obnactb Nnepndepuyeckoro Hepea, OAUH KOpeLlok, 6e3 y4eTa CTOMMOCTM
npenapaToB)

1520

O6wan BpauebHanA npaKTUKa

MPUEMbI, OCMOTPbI, KOHCY/IbTALlUU

B01.026.001

08-001-0

Mprem (ocMOTp, KOHCYNbTaLus) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
NepBUYHbIN

2290

B01.026.001

08-001-1

Mprem (ocMOTp, KOHCYNbTauus) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
nepBUYHLIN (Ha oMy B paboymne vackl kKnnHukn B npegenax KAL)

3700

1330

B01.026.001

08-001-3

Mprem (ocMOTp, KOHCYNbTauus) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
NepBUYHBIV (Ha AOMY B BbIXOAHbIE W NPa3dHUYHbIE HW, @ Takke BO
BHEypo4Hoe Bpems B npegenax KAL)

6360

B01.026.002

08-002-0

Mprem (ocMOTp, KOHCYNbTaLusA) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
NOBTOPHbIN

1940

B01.026.002

08-002-1

Mprem (ocMOTp, KOHCYNbTaLusA) Bpaya obLuer NpakTukm (CeMerHoro Bpada)
NOBTOPHbIN (Ha 4OMY B paboymne Yachl kKnuHukn B npegenax KA )

3470

B01.026.002

08-002-3

Mprem (ocMOTp, KOHCYNbTaLusA) Bpaya obLuer NpakTukm (CeMerHoro Bpada)
MOBTOPHBIN (Ha 4OMY B BbIXOAHbIE MU Npa3gHUYHbIE OHW,A TaK Xe BO
BHeEypo4Hoe Bpems B npegenax KAL)

5320

B04.026.001

08-003-0

KOHch'IbTaLI,MFI Bpa4a-cneunanncrta otaeneHna CeMenHon MeanuUuHbI
nepBnyHasa

2180

B04.026.002

08-003-1

KOHch'IbTaLI,MFI Bpa4a-cneunanncrta otaeneHna CeMenHon MeanuUuHbI
NOBTOpPHasA

1940

B04.026.002

08-004-0

MpodunakrTmuyeckmin npuem (0OCMOTpP, KOHCYNbTaums) Bpada obLLEen NPaKTUKn
(cemenHoro Bpava)

950

B01.026.001

08-004-2

Mpuem (BKNOYaAET OCMOTP M KOHCYNbTALMIO) TepanesTa Ha AOMY B npedenax
r. KuHrucenna B paGoume Yacbl KIMHUKN

3190

B01.026.001

08-004-3

Mpuem (BKNOYaAET OCMOTP M KOHCYNbTALMIO) TepanesTa Ha AOMY B Npedenax
r. KuHrucenna B BbIXxoAHble M NpasgHUYHbIE OHW, @ Takke BO BHEYPOUHOE
Bpems

3910

B01.026.001

08-004-4

Mpuem (BkMoYaeT OCMOTP M KOHCYSbTaLMI0) TepaneBTa Ha JoMy B
onwkanwmx npuropogax r. Kunrucenna B paboyne yacbl KnnHUKN

3910

B01.026.001

08-004-5

Mpuem (BKNOYAET OCMOTP M KOHCYNbTaLMIO) TepanesTa Ha AOMY B
Gnwkanwmx npuropodax r. Kudrucenna B BbIXOAHbIE M Npa3aHUYHbIE AHK, A
TakXe BO BHEYPOYHOE BpemMsi

4620

08-005-0

MegawuumHckoe conpoBoOXaeHWE B xoae 06crneoBaHuUsi U NeveHns ¢
ncnonb3oBaHMeM TenedoHHON (MOBUNBHON) CBA3M (LleHa yKkasaHa 3a OgHy
KOHCYNbTauuio)

300

B04.026.002

08-008-0

MpodunakTuyeckmin npuem Bpada obLLen NpakTukn (CEMENHOro Bpadya),
KOMMMEKCHbIN C 0hopMIIEHMEM MEANLIMHCKOM JOKYMEHTauum

3120

B01.026.001

08-009-0

Mprem (ocMOTp, KOHCYNbTauus) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
nepBUYHLIN (Ha oMy B paboymne Yackl KnnHKKn B npegenax 25 km ot KAL)

5320

B01.026.001

08-010-0

Mprem (ocMOTp, KOHCYNbTaLus) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
nepBUYHLIN (Ha gomMy B paboymne vackl KNnHKKK B npegenax ot 26 km go 100
km ot KAL)

7400

B01.026.001

08-011-0

Mprem (ocMOTp, KOHCYNbTauus) Bpaya obLuer NpakTukm (CeMerHoro Bpada)
NepBUYHBIV (Ha AOMY B BbIXOAHbIE W NPa3AHUYHbIE JHW, @ Takke BO
BHEYpo4HOEe Bpems B npegenax 25 km ot KAL)

7400

B01.026.001

08-012-0

Mprem (ocMOTp, KOHCYNbTaLusA) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
NepBUYHBIV (Ha AOMY B BbIXOAHbIE W NPa3AHUYHbIE JHW, @ Takke BO
BHEypo4Hoe Bpems B npegenax ot 26 km go 100 kv ot KAL)

10630

B01.026.002

08-013-0

Mprem (ocMOTp, KOHCYNbTaLusA) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
NOBTOPHbIN (Ha AOMY B paboyune Yachl KnuHukK B npegenax 25 km ot KAL)

5090

B01.026.002

08-014-0

Mprem (ocMOTp, KOHCYNbTaLus) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
NOBTOPHbIN(Ha AOMY B paboyne Yachkl KINMHUKK B Npegenax ot 26 km go 100
km ot KAL)

7170

B01.026.002

08-015-0

Mprem (ocMOTp, KOHCYNbTaLus) Bpaya obLuer NpakTuky (CeMerHoro Bpada)
MOBTOPHBIN (Ha 4OMY B BbIXOAHbIE M Npa3gHUYHbIE OHW, @ Takke BO
BHEYpo4HOEe Bpems B npegenax 25 km ot KAL)

7170

B01.026.002

08-016-0

Mprem (ocMOTp, KOHCYNbTauus) Bpaya obLuer NpakTukn (CeMerHoro Bpada)
MOBTOPHBIN (Ha 4OMY B BbIXOOHbIE U Npa3gHUYHbIE OHW, @ TakkKe BO
BHEypo4Hoe Bpems B npegenax ot 26 km go 100 kv ot KAL)

10400

B04.026.002

70-007-0

Mpuem (koHcynbTauusa) Bpaya obLyer NpakTukM (CeMenHoro Bpava)
NOBTOPHbIN (C NPUMEHEHMEM TENEMEONLMHCKNX TEXHONOMNIA)

1390




MAHUNYNAUUNU, NPOLLEEAYPbI
CyTO4HOE MOHMTOPUPOBAHWE apTepManbHOro AaBneHns (MoCTaHOBKa
A02.12.002.001 |08-007-0 MOHWTOpAa Ha AoMY) 1650
Mpoueaypbl CECTPUHCKOrO yxoaa 3a (PUKCUPOBaHHbBIM NaLMeHTOM (Ha oMY B
B02.003.003 08-007-1 pabouve Jackl knuHukK B npegenax KAL) 2310 720
Mpoueaypbl CECTPUHCKOrO yxoaa 3a (PUKCUPOBaHHbBIM NaLMeHTOM (Ha oMY B
BbIXOHbIE 1 NPa3gHUYHbIE OHW, @ TaKKe BO BHEYPOYHOE BPEMS B Npeaenax
B02.003.003 08-007-3 KAL) 3700
Mpoueaypbl CECTPUHCKOrO yxoaa 3a (PUKCUPOBaHHbBIM NaLMeHToOM (Ha oMY B
B02.003.003 08-007-4 pabouve Jachkl knNuHVKK B npegenax 25 km ot KA) 3700
Mpoueaypbl CECTPUHCKOrO yxoaa 3a (PUKCUPOBaHHbBIM NaLMeHToOM (Ha oMY B
BbIXOHbIE 1 NPA3gHUYHbIE OHW, @ TaKKe BO BHEYPOUHOE BPEMS B Npeaenax
B02.003.003 08-007-5 |25 km o1 KA) 5090
Mpoueaypbl CECTPUHCKOro yxoaa 3a (PUKCUPOBaHHbBIM NaLMeHTOM (Ha oMY B
B02.003.003 08-007-6 pabouve Yachl kKnNuHWKK B npegenax ot 26 o 100 km ot KAL) 5550 2130
Mpoueaypbl CECTPUHCKOro yxoaa 3a (PUKCUPOBaHHbBIM NaLMeHTOM (Ha oMY B
BbIXOHbIE 1 NPA3gHUYHbIE OHW, @ TaKKe BO BHEYPOYHOE BPEMS B Npeaenax
B02.003.003 08-007-7 |oT 26 go 100 km ot KALl) 6590 2930
Bbl30B MeagMUUHCKOM CecTpbl Ha AOM B GnvKamwimMx npuropoaax r.
B02.003.003 08-007-8 KuHrncenna B paboumne vachbl KNMHUKN 2930
Bbl30B MeagMUUHCKOM CecTpbl Ha AOM B GnvKamwimMx npuropoaax r.
B02.003.003 08-007-9 KuHrncenna B BbIXOAHbIE U Npa3gHWYHbIE AHW, 8 TaKKe BO BHEYPOYHOE BpeEMS 3730
OHKonorua
NPUEMbI, OCMOTPbI, KOHCY/NIbTALUUU
B01.027.001 09-001-0 Mpuem (oCMOTp, KOHCYMNbTaLMSA) Bpada-oHKonora (Mammorora) nepBuUYHbIv 2040
Mpuem (ocMOTp, KOHCYNbTaLMS) Bpava-OHKONora-MamMmmMoriora nepBuYHbIN (13
B01.027.001 09-001-8 |CaHkT-lNeTepbypra) 1380
B01.027.002 09-002-0 Mpuem (oCMOTp, KOHCYMbTaLMS) Bpada-oHKonora (MaMmmMoriora) NnoBTOPHbIiA 1700
B01.027.001 09-003-0 Mpuem (0CMOTp, KOHCYMNbTaLMSA) Bpada-OHKONora nepBUYHbIv 2040
B01.027.002 09-004-0 Mpuem (oCMOTp, KOHCYNbTaLMA) Bpavya-OHKOIora NoBTOPHbIV 1700
OncnaHcepHbIi npueM (OCMOTP, KOHCYNbTauus) Bpava-oHKomnora
B04.027.001 09-008-0 |(mammonora) 1040
B04.027.001 09-009-0 OncnaHcepHbIi npreM (OCMOTP, KOHCYNbTaLUusi) Bpaya-oOHKomora 1040
Mpuem (KoHCcynbTauusi) Bpaya-oHkonora (Mammoriora) NoBTOPHbIN (C
B01.027.002 70-008-0 NPUMEHEHNEM TENeMeaNLMHCKUX TEXHOIOMMN) 1390
Mpuem (KoHCynbTauusi) Bpaya-OHKOIIora NoBTOPHbIN (C MPUMEHEHNEM
B01.027.002 70-009-0 |TenemMeauLMHCKMX TEXHOMOIUIA) 1390
MAHUNYNAUUU
A11.20.010 09-010-0 IMyHKUMOHHaA TOHKOUronbHasa GUONCUsi MOMOYHOW XXenesbl 1920
A11.20.023 09-013-0 lMonyyeHne oTAENSEMOro U3 cocka MOJSTIOYHON XKenesbl 330
MyHKUMOHHas Buoncusa onyxonu (KOxu, NOOKOXKHOW KNneTyaTku, MArKnx
A11.01.001 09-014-0  |TKaHewn) 1920
A11.01.001 09-015-0 OTKpbITaa 6uoncuns onyxonu (KoXu, NOAKOXHON KNeTyaTkn, MArkux TkaHen) 2520
OKcuM3nMoHHas Groncmsa NaTonorM4eckoro Numdoysna, NOBEPXHOCTHO
A11.06.002 09-016-0 pacnono)XeHHOM oNyxonun s MMCTONOrMYeckoro NccrnefoBaHms 3510
OTOpUHONApUHroNorna
NPUEMbI, OCMOTPbI, KOHCY/IbTALUUU
Mprem (oCcMOTp, KOHCYNbTaUUSA) Bpavya-OTOPUHOMNAPMHIONOora NeEPBUYHBIN,
B01.028.001 10-001-0 |nop 2150 990
Mprem (oCcMOTp, KOHCYNbTaUUSA) Bpavya-OTOPUHOMNAPMHIONOora NeEPBUYHBIN,
B01.028.001 10-001-8  [nop (13 CankT-lNeTepbypra) 1380
Mprem (0CcMOTP, KOHCYNbTaUuUsA) Bpava-oTOPUHOMNAPUHIONOora NePBUYHbIN, C
B01.028.001 10-005-0 BuaeoaHgockonuen JIOP-opraHos 2760
B01.028.002 10-002-0 [Mpuem (ocMOTp, KOHCYMNbTaLUA) Bpavya-0TOPUHONAPUHIONora NoBTOPHbLIW, 1TOp 1700 880
Mprem (ocMOTp, KOHCYNbTaLUs) Bpaya-OTOPUHOMAPMHIosnora NOBTOPHLIN, C
B01.028.002 10-006-0 BuaeoaHgockonuen JIOP-opraHos 2540
MpodunakTmuyeckmin npuem (0OCMOTp, KOHCYNbTaums) Bpaya-
B04.028.002 10-008-0 OTOpPUHOMNAapUHrosnora, yiop 950
Mprem (ocMOTp, KOHCYNbTaLUS) Bpaya-OTOPUHOMNAPMHIoora NOBTOPHLIN, JIOp
B01.028.001 10-206-0 (n3 CaHkr-lNeTepbypra) 1380
Mprem (KoHCynbTauusa) Bpava-OTOPUHOMAPMHIONora NOBTOPHbIN (C
B01.028.002 70-010-0 NpYMEHEHMEM TeNnemMeanLMHCKUX TEXHONOMNIA) 1390
OWATHOCTUKA
A02.25.001 10-011-0 OTtockonusi (BHe aMmBynaTopHOro npvema) 510 290
A03.08.001 10-014-0  |JlapuHrockonus (BHe ambynaTopHOro npuema) 510 360




A03.08.002 10-016-0 dapuHrockonus (BHe ambynaTopHoOro npvema) 510 320

A03.08.004 10-018-0 PuHockonua (BHe ambynaTopHOro npnema) 510 290

A03.08.004 10-019-0 PuHockonus (3agHasi, BHe ambynaTopHOro npnema)) 650 310

A03.25.001 10-028-0 Bectubynometpus (kanopudeckme npoobil) 400

A12.25.001 10-042-0 ToHanbHasa ayanomeTpusa (MoporoBas ¢ pacLumpoBKON) 1650
ToHanbHas aygmomeTpusi (Moporoeasi B pacLUMpeHHOM AMano30He YacToT C

A12.25.001 10-044-0 pacumncgpoBKom) 1650

A03.25.001 10-052-0 Bectubynometpus (uccnegoBaHne CTaTMKo-rNOKOMOTOPHOM OYHKLIMM) 1020
MAHUNYNAUUU

A14.25.001 10-022-0  |TyaneT nocneonepauvOHHON NOMOCTU yxa 1530

A16.08.007 10-023-0 YaaneHne MHOpPO4HOro Tena rMoTKU N ropTaHn 1400

A11.08.021.001 |10-025-0 Acnvpauusa no 3oHaepmaHy 900 480

A17.30.021 10-027-0 Onatepmokoarynaums cnusmcton BAOI 2920

A03.25.003 10-029-0 ViccnegoBaHume crnyxa ¢ NOMOLLbI0 KaMepToHa 1160 370

A12.25.006 10-030-0 VccnepoBaHve OyHKUMI CITyXOBOW TPyObI 1020 520
MHcTunnaumsa nekapcTBeHHbIX NMpenapaToB Npy 3aboneBaHMsAX BEPXHNUX

A11.08.023 10-032-0 OblXaTenbHbIX NyTen 440

A16.08.016 10-035-0 lMpombiBaHWE NakyH MUHAANWH (C ABYX CTOPOH) 1280 430
OcTaHoBKa HOCOBOrO KPOBOTEYEHUSI MYTEM MEOUKAMEHTO3HOIO NPUKUraHUst

A24.08.003 10-036-0 |cocyna 1020

A21.25.002 10-037-0 |lMHeBMomaccax 6apabaHHbIX MEPENnoOHOK (3a OMH CeaHc) 310
CwmasbiBaHue CriM3ncTomn poTornoTku (6e3 CToMMOoCTM NeKapCTBEHHbIX

A11.07.022 10-038-0 npenapaToB) 510 240
CwmasbiBaHue ropTaHornoTku/roptaHm (6e3 CTOMMOCTU NeKapCTBEHHbIX

A11.08.019 10-039-0 npenapaToB) 900
TyaneT Hapy>HOro CryxoBOro npoxoAa ¢ OAHOW CTOPOHbI (KOMMMEKC

A14.25.001 10-041-0 CaHUPYILLNX MEPOMNPUATMI) NPY BOCMANUTENbHbLIX 3ab0neBaHNsX 900 730
BBeneHve nekapCcTBEHHbIX CPEACTB HAa Ma3eBon (reneBow) OCHOBE B MOMOCTb

A14.08.006 10-049-0 Hoca (6e3 CTOMMOCTM NEKApCTBEHHbIX NpenapaToB) 810 360

A16.25.036 10-050-0 KareTtepusaumsa cnyxoBon TpyObl 1160 690

A16.25.016 10-051-0 MapaueHTes (bapabaHHOW NEPENOHKN C OLHOW CTOPOHbI) 2890 2540

A12.25.002 10-053-0 PeueBas ayanometpus 330

A16.08.006 10-054-0 MexaHuyeckas 0OCTaHOBKa KpOBOTEYeHUs (MepeaHasa TamnoHaaa) 1280 520

A16.25.020 10-055-0 LyHTnpoBaHue n gpeHvpoBaHve 6apabaHHOM NONnocTu 790

A16.08.011 10-056-0 YgaaneHue MHOpPO4HOro Tena Hoca 1050 580

A16.08.014 10-057-0 Penosunuunsa kocten Hoca 8090

A16.25.007 10-061-0 |YganeHue ywHow cepbl (NPOCTOE C OHOW CTOPOHbI) 1160 440

A16.25.007 10-062-0 |YpganeHue ylwHow cepbl (MHCTPYMEHTarnbHOE C OAHOW CTOPOHbI) 1280 690
YpaneHve MHOPOZHOro Tena U3 HapYyXXHOro CMyXOBOro NPOX0Aa; BTOPUYHOE

A16.25.008.001 |10-063-0 onepaTtuMBHOE fieyeHne 1280 580

A16.25.010 10-064-0 PeBu3nga TumnaHonnactTmku 980

A16.25.036.001 |10-065-0 KateTtepusaums cnyxoBon TpyObl C BBEAEHMEM NEKAPCTBEHHbIX NPEnapaToB 1160 250

A14.08.002 10-066-0 Mocobue npu TpaxeocTtome 580
BBeneHve nekapCTBEHHbIX CPEACTB B BEPXHEYENOCTHYIO nasyxy (6e3

A16.08.023 10-067-0 CTOMMOCTM NpenapaToB) 170

A16.08.023 10-068-0 lMpombiBaHVE BEPXHEYEMOCTHOWM Na3yxmn Hoca (Yepes kaTeTtep) 1040 500

A11.08.021.001 |10-070-0 IMpoMbiBaHWE OKOMOHOCOBLIX Na3yx 1 Hoca no NpoeTuy 1000 580
Komnnekc caHvpyoLLmMx MEpONpUsTUiA Npy BocnanuTernbHbiX 3aboneBaHusix

A16.08.016 10-071-0  |MmHOanuH (3a OOUH ceaHc) 320

A16.25.012 10-072-0 MpoayBaHune cnyxoBow TpyObl 810 400

10-073-0 [MpoMbiBaHWE aTTuKa NeKapCTBEHHbIMY BelllecTBaMu 1160 580

A11.08.005 10-081-0 BHyTpuHOCoOBbIE Gnokaabl 980
MexaHuuyeckas 0CTaHOBKa KpOBOTEYEHUsI (MepeaHsas 1 3aaHAs TamnoHaaa

A16.08.006 10-083-0 Hoca) 5780

A11.25.005 10-090-0 lMonyyeHne oTAENSeMOoro U3 Hapy>XXHoOro CryxoBoro npoxoaa 330 200

A16.08.011 10-102-0  |YpaneHve TaMnoOHOB U3 NOMOCTU HOCA 510 580

A14.25.001 10-106-0 CaHaums Hapy>KHOro CryxoBOro Npoxofa nocne aHaayparnbHbIX onepaumn 1280

A11.08.010.001 |10-207-0 Mony4yeHne mMa3KkoB CO CNM3UCTOM 06OMOYKM HOCOTNOTKU 240

A11.08.010.002 |10-208-0 Mony4yeHne Ma3KkoB CO CNN3UCTOM 0B6OMOYKN POTOMMOTKY 240
BBeneHve nekapCTBEHHbIX CPEACTB B HAPYXKHbIV CMYyXOBOW NPOXOA (C OO4HON

A11.25.002 10-219-0  |CTOpPOHHI) 470 310
MAHUNYNAUUU. BBEOEHUE NMPENAPATOB

A14.08.006 10-012-0 BBegeHve nekapCcTBeHHbIX NpenapaToB MHTPaHasanbHO 510 520
BnueaHue B ropTaHb flekapcTBEeHHbIX cpeacTB (6e3 yueTa CTOMMOCTH

A11.08.019 10-015-0 npenapaToB) 1020 550

A11.08.007 10-079-0 3ayLHble briokagpbl € NekapCcTBEHHbIMU NpenapaTamm 1280

MAHUNYNAUUN. OBLLLEEXUPYPTUYECKUE




A11.08.004 10-031-0 IMyHKUMA OKONOHOCOBBIX NAa3yX C aHEMU3aLMEN N aHECTE3NEN 2080 980
A16.30.076 10-069-0 BckpbITve remaTombl, aTepOMBbI, KUCTbl HOCA, YLLIHOW pakoBUHbI 1650 1080
A11.07.017 10-078-0 BckpbiTe HarHOMBLUENCA KUCTbl MUHAAMWHbI 1530 1760
A16.25.001 10-086-0 |OdpeHupoBaHue dypyHKyna HapyxHoro yxa (unm Hoca) 2280 2400
A16.25.015 10-087-0 MepBryHasa xupypruyeckas obpaboTka paHbl yxa (Mnun Hoca) 2280 2400
A14.08.004.001 |10-103-0 MHcTpymeHTanbHas caHaums nonocTu Hoca B nocrieonepaLmoHHOM nepuoge 1220 530
MHCTpyMeHTanbHas caHaumsa nofiocT! Hoca Nocne 3H40CKOMMUYECKMX
A03.08.004.002 |10-104-0 |onepauun 730
CaHaumsa nocneonepaumoHHO NONoCTU Npu 0BLWENosIoCTHOM onepaumm Ha
A14.25.001 10-105-0 |yxe 1780 1080
A11.08.022 10-225-0 KaTteTepusaums npugaToyHbIX nasyx Hoca (C O4HON CTOPOHbI) 810
AHECTE3UU
B01.003.004.004 |10-210-0 AnnnukaumoHHasa aHecTesus 480
Od¢Tanbmonorusa
NPUEMbI, OCMOTPbI, KOHCY/ZIbTALUUU
B01.029.001 11-001-0 Mpuem (oCcMOTp, KOHCYNbTaLMs) Bpada-odTanbMorora nepBUYHbIN 2150 990
B01.029.002 11-002-0 Mpuem (oCcMOTp, KOHCYNbTaLMsA) Bpadya-odTanbMonora noBTOPHbINA 1700 880
B04.029.002 11-008-0 MpocpmnakTuyecknii npuem (OCMOTP, KOHCYNbTaLMs) Bpada-odTansmornora 950
Mpuem (ocMOTp, KOHCYMNbTaLMs) Bpava-odTanbMonora NnoBTOPHBIN (C
B01.029.002 70-011-0 NPUMEHEHNEM TENeMeaNLMHCKNX TEXHOIOMMN) 1390
ONEPATUBHOE BMELLATE/IbCTBO
A11.26.005 11-060-0 30HAMpoOBaHME CNe3HO-HOCOBOroO KaHana 1040 400
A16.26.013 11-070-0 YpaneHue xanasnoHa 4390
A16.26.034 11-073-0 YpaneHne MHOPOLHOro Tena KOHbIOHKTUBbI 810 480
YpaneHne KOHTarmo3Horo MOSIHOCKA, BCKPbITUE ManblX PETEHLUMOHHBIX KUCT
A16.26.014 11-074-0 BEK WU KOHBIOHKTUBLI, AYMEHs1, abcLiecca Beka 1510
A16.26.051 11-075-0 YpaneHne MHOPOLHOro Tena porosuubl 1160 730
OWATHOCTUKA
A12.26.016 11-084-0 ABTOpeppakToMeTpuUs C Y3KUM 3payvKoM 420
A03.26.009 11-085-0 OdranbmomeTpus (kepatomeTpust) 420
A02.26.018 11-086-0 Mpoba HopHa (PnroopecLenHoBas MHCTUINISLMOHHAA npoba, ABa rnasa) 420
A02.26.015 11-087-0 |OcbraneMoToHOMETpUA No MaknakoBy (04uH rnas) 420
A02.26.015 11-088-0 |OcbranbMoTOHOMETPUS BECKOHTaKTHas (OBa rnasa) 420
A02.26.019 11-089-0 KananbLeBas npoba (HocoBasi npoba, crne3Ho-HocoBas npoba, oauH rnas) 370
A02.26.016 11-090-0 KepaTtoacTteanomeTtpus 210
A03.26.018 11-091-0 BromMukpockonus rmasHoro gHa (O4uH rnas) 580
A03.26.020 11-092-0 KomnbtoTepHas nepumeTpus (0avH rnas) 790
A02.26.001 11-010-0 VMccnepgoBaHme nepegHero cermeHTa rrnasa Metogom 60KOBOro OCBELLEHNs! 240
A02.26.002 11-011-0 MccnepoBaHue cpef rnasa B NPOXOAsiLLEM CBETE 310
A02.26.003 11-012-0 Odranbmockonus 510 420
A02.26.004 11-013-0 BusomeTpus 770
A02.26.005 11-014-0 MepumeTpus ctatnyeckas 650 200
A02.26.009 11-018-0 ViccnegoBaHve LBeTOOLWYLLEHNS 420 200
A02.26.010 11-019-0 ViamepeHue yrna kocornasus 280
A02.26.011 11-020-0 WccnepgoBaHue gunnionum 420 330
A02.26.013 11-022-0 OnpepgeneHne pedpakumm ¢ NOMOLLbI Habopa NPOBHbLIX NINH3 380 240
A02.26.014 11-023-0 Ckuackonusi 900 630
A02.26.015 11-024-0 OdTanbMoTOHOMETPUS 700 330
A02.26.017 11-026-0 OnpepneneHne aedekToB NOBEPXHOCTM POroBuLbl 380 200
A02.26.018 11-027-0 driroopecLenHoBas UHCTUNINAUMOHHasA npoba (Tect 3angens) 370 240
A02.26.019 11-028-0 KananbLeBas npoba (HocoBasi npoba, crne3Ho-HocoBas npoba) 380 200
A02.26.020 11-029-0 Tect Wnpmepa 740
A02.26.021 11-030-0 HOwadaHockonus 470
A02.26.023 11-032-0 MccnegoBaHue akkomogawumm 510 400
A02.26.024 11-033-0 OnpepgeneHne xapaktepa 3peHus, retepocdopun 380 200
A02.26.026 11-034-0 MccnepgoBaHue KOHBEpreHumm 340 200
A03.26.001 11-035-0 Buomukpockonus rnasa 710 670
A03.26.002 11-036-0 "oHmockonus 840 470
OcmoTp nepudchepunm rnasHoro AHa ¢ UCrofb3oBaHMEM Tpex3epKarbHOM
A03.26.003 11-037-0 NyH3bI [onbamaHa 1220 880
A03.26.004 11-038-0 OdTanbMoOXpPOMOCKONUS 830
A03.26.018 11-044-0 Buomukpockonus rnasHoro gHa 900 470
A03.26.020 11-047-0 KomnbloTepHas nepumeTpust 650 530
A02.26.019 11-051-0 KananbLeBas npoba (HocoBasi npoba, crne3Ho-HocoBas npoba, akTMBHas) 200
A12.26.006 11-056-0 |ToHOMeTpuyeckas npoba Xenmca 510
A12.26.009 11-058-0 lMpoBegeHne roHMOCKONMYECKOM KOMNPECCUOHHOM Npobbl Popbca 770

MAHUNYNALUUU




A23.26.001 11-093-0 Mon6op 04KOBOWM KOPPEKLUMU 3peHns (MporpeccuBHbIE CTEKNA) 900
A11.26.004 11-094-0 [MpombiBaHWe cnesHbIX nyTen (oguH rnas) 420
MonyyeHne Maska COOEPXKUMOrO KOHBIOHKTUBANbLHOW NOMOCTU U
A11.26.009 11-052-0 CNe300TBOAALMX NyTEN 300 120
A11.26.015 11-054-0  |CoCkOB KOHBIOHKTMBbI 330 170
A16.26.018 11-061-0 dnNmMnauma pecHuy, 370 200
A23.26.001 11-062-0 |Moabop 04KOBOW KOPPEKLMK 3pEHUS 630 400
A23.26.001 11-064-0 Mon6op 04KOBOWM KOPPEKUMU 3peHns (Mpu acTurmaTusme) 790 580
A14.26.002 11-066-0 MHCTMNNAUMA NeKapCTBEHHbIX BELLECTB B KOHHOHKTMBHYIO MOMOCTb 260 200
A11.26.004 11-067-0 [MpombiBaHWE CnesHbIX nyTewn 900 520
A21.26.001 11-068-0 |Maccax Bek MeaULMHCKUN 480 200
YnpaxHeHusi 4N BOCCTAHOBMEHWS U YKpenneHust GUHOKYNSPHOro 3peHust
A19.26.001 11-069-0 (ueHa ykasaHa 3a ogunH ceaHc nevyebHON rMMHaCTUKK) 460 200
MAHUNYNAUUN. BBEOEHUE NPEMNAPATOB
A11.26.016 11-095-0 |CyGKOHBIOHKTUBANbHAsA MHBbEKUNSA (OOWH rna3, 6e3 cTouMmocTy npenapaTta) 370
Kypc Tpodhmnueckon Tepanum (5 CyOKOHBIOHKTUBANbHBIX MHBEKLUWUA, OOUH IMa3,
A11.26.016 11-096-0 6e3 cToumocTu npenapara) 1580
Kypc Tpodhmnyeckon Tepanum (5 NOOKOXHbIX BBEAEHUI NTEKapCTBEHHbIX
A11.01.002 11-098-0 npenapaToB B 06nacTb BMCKa, C OHOW CTOPOHLI, 6e3 CTOMMOCTM nNpenapaTa) 1370
BBeneHve nekapcTBeHHOro npenapara B xanasuoH ([loakoxHoe BBeaeHue
A11.01.002 11-099-0 nekapCTBEHHbIX MpenapaTos, 6€3 CTOMMOCTU nNpenapara) 1260
MepnumkameHTO3Hast 06paboTka KOHBIOHKTVBbI ([TpOMbIBAHME KOHBHOHKTUBHOM
A21.26.019 11-101-0 MOnoCTU OfHOTO rnasa) 420
A11.26.011 11-053-0 Mapa- n peTpobynbbapHble NHBbEKLNN 400
A11.26.016 11-055-0 CyBOKOHBIOHKTMBarNbHAs UHBLEKLUS 650 240
A14.26.002 11-059-0 BBegeHve nekapCTBeHHbIX CPEACTB B KOHbIOHKTMBANbLHYKO NONOCTb 170
A16.26.056 11-072-0 BBegeHve Bo3ayxa unm nekapcTBeHHbIX NpenapaToB B KaMephbl rnasa 830
Neaunatpua
MAHUNYNALUN
O6Lwwunit Maccax 1 rMMHacTVKa y AeTen paHHero Bo3pacTta Ha fomy B paboune
A21.30.002 12-012-1 yachl KMVHUKKM (32 OJMH CeaHc) 2200
O6wuin Maccax u rMMHacTUKa y AeTen paHHero Bo3pacTa Ha AoMy B
BbIXOHbIE 1 NPa3gHUYHbIE OHW, @ TaKke BO BHEYPOYHOE BpeMms (3a oauH
A21.30.002 12-012-3  |ceaHc) 4400
O6Lwuin Maccax U rMMHaCTUKa y AeTel paHHero Bo3pacTa B KIMHUKE (3a oavH
A21.30.002 12-016-1 ceaHc) 1320
CKopasa megULMHCKasa NOMOLLb
NPUEMbI, OCMOTPbI, KOHCYNIbTALUU
Mpuem (ocMOTp, KOHCYNbTaLMs) Bpada obLLen npakTuku (CEMeNHOro Bpaya,
TepaneBTa, cneuuanucTa) npyu okasaHum MeguLMHCKOM NOMOLLM Ha JOMY
B01.026.001 13-001-2 (3oHa "LLlaroBon goctynHocTtn") 2630
Mpuem (ocMOTp, KOHCYNbTaLMs) Bpada obLLen npakTuku (CEMeNHOro Bpaya,
TepaneBTa, cneuuanucTa) npyu okasaHum MeguLMHCKOM NOMOLLM Ha JOMY
B01.026.001 13-001-3 (BbI130BbI, nocTynuBLlumve fo 17-00 B npegenax KAL) 3150
Mpuem (ocMOTp, KOHCYNbTaLMs) Bpada obLuen npakTuku (CEMenHOro Bpaya,
TepaneBTa, CneuuanqcTa) Npyu okasaHum MeamUMHCKOW NMOMOLLM Ha JOMY
B01.026.001 13-001-4 (BbI30BbI, nocTynuBLumve fo 17-00 B npegenax 25 km ot KALl) 4730
Mpuem (ocMOTp, KOHCYNbTaLMs) Bpada obLuen npakTuku (CEMenHOro Bpaya,
TepaneBTa, CneuuanqcTa) Npyu okasaHum MeamUMHCKOW NMOMOLLM Ha JOMY
B01.026.001 13-001-5 (BbI30BbI, nocTynueLumve fo 17-00 B npegenax 26-100 km ot KAL) 6300
Mpuem (ocMOTp, KOHCYNbTaLMs) Bpada obLuen npakTuku (CEMenHOro Bpaya,
TepaneBTa, cneuuanucTa) npyu okasaHum MeguLMHCKOM NOMOLLM Ha JOMY
B01.026.001 13-002-1 (BbI30BbI, nocTynueLume nocrne 17-00 B npegenax KAL) 4830
Mpuem (ocMOTp, KOHCYNbTaLMs) Bpada obLLen npakTuku (CEMeNHOro Bpaya,
TepaneBTa, cneuuanucTa) npyu okasaHum MeguLMHCKOM NOMOLLM Ha JOMY
B01.026.001 13-002-2 (BbI30BbI, nocTynuBLuve nocne 17-00 B npegenax 25 kv ot KAL) 7140
MEAVULIMHCKOE CONPOBOXAEHMUE U OBAKYALUA
B03.044.001 13-003-0 MegnupmHckasn aBakyaLmsa B CONPOBOXAEHMM Bpaya (3a O4MH Yac 3BaKyauum) 4200
CaHunTapHas 3Bakyauus Ha3eMHbIM TPaHCMNOPTOM B CONPOBOXAEHNUM
B03.044.002 13-004-0 cpegHero meanepcoHana (3a oauH Yac aBakyauun) 2630
Tepanua
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.047.001 14-001-0 IMpuem (ocMOTp, KOHCYNbTaLMA) Bpava-TepanesTa NepBUYHbIN 2040 990
B01.047.001 14-001-1 IMpuem (ocMOTp, KOHCYNbTaLMA) BeAyLLero Bpava-repanesTa NepBUYHbIN 2580




Mprem (ocMOTp, KOHCYNbTaLUs) Bpaya-TepanesTa NepBUYHbIN (M3 CaHKT-

B01.047.001 14-001-8 MeTtepbypra) 1380
B01.047.002 14-002-0 [Mpuem (ocMOTp, KOHCYNbTaLMA) Bpada-TepanesTa NOBTOPHbIN 1700 880
B01.047.002 14-002-1 IMpuem (ocMOTp, KOHCYNbTaLMA) BEAyLLEro Bpada-repanesTa NOBTOPHbIN 2260
B04.047.002 14-008-0 MpocpmnakTuyeckmin npmem (0OCMOTP, KOHCYNbTaUMs) Bpada-TepanesTa 950
Mprem (ocMOTp, KOHCYNbTauus) Bpaya-TepanesTa NOBTOPHbLIN (M3 CaHKT-
B01.047.002 14-009-0 MeTtepbypra) 1380
B01.013.001 14-010-0 lMpuem (ocMOTp, KOHCYNbTaLMA) Bpava-agMeTonora nepBuYHbIv 3180
B01.013.002 14-011-0 [Mpuem (ocMOTp, KOHCYNbTaLMA) Bpada-gueTonora noBTOPHbIN 2430
Mprem (ocMOTp, KOHCYNbTaLKUSA) Bpaya-aneTornora NnepBUYHbIN (BBOAHbLIN, A0
B01.013.001 14-015-0 |30 MUHYT) 1900
Mprem (ocMOTP, KOHCYNbTaLUs) Bpaya-aAneToriora NOBTOPHbIN (KOppeKuus
B01.013.002 14-016-0  |neyeHus, oo 30 MUHYT) 1590
B01.040.001 14-017-0 lMpuem (ocMOTp, KOHCYNbTaLUsA) Bpavya-peBMaTornora nepBruYHbIN 2040
B01.040.002 14-018-0 [Mpuem (ocMOTp, KOHCYMNbTaLUA) Bpavya-peBmaTosnora noBTOPHbLIN 1700
Mprem (koHCynbTauusa) Bpadya-TepaneBTa NOBTOPHbLIN (C MPUMEHEHNEM
B01.047.002 70-012-0 TEeNeMeanLUMHCKUX TEXHOITOTNI) 1390
Bbinvcka peuenTa, NpoLeaypHOro NMcta Ha OCHOBaHWM NpPeaoCTaBEHHbIX
00-019-0  |pokymeHTOB (6€3 0CcMmOTpa) 200
Yponorua
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.053.001 15-001-0 [Mpuem (oCcMOTp, KOHCYNbTaLuUsA) Bpada-yponora nepeuYHbIn 2040 990
Mpuem (ocMoOTp, KOHCYNbTaLMA) Bpava-yponora nepBuyHbIn co ckmakon 20%
B01.053.001 15-001-2 B TeYEHWe 7 AHeNn nocne ynbTpasByKOBOro nccrnefoBaHns 1630
B01.053.001 15-001-1 [Mpuem (ocMOTp, KOHCYNbTaLMSA) BEAYLLEro Bpada-yporora nepBnYHbIN 2580
Mprem (ocMOTp, KOHCYNbTaLMsA) Bpaya-yponora nepeuyHbIn (M3 CaHkT-
B01.053.001 15-001-8 MeTepbypra) 1380
B01.053.002 15-002-0 [Mpuem (oCcMOTp, KOHCYMNbTaLMA) Bpava-yponora noBTOPHbIN 1700 880
B01.053.002 15-002-1 [Mpuem (ocMOTp, KOHCYNbTaLMA) BeayLlero Bpava-yponora noBTOPHbIN 2260
B04.053.002 15-008-0 lMpocpmnakTuyecknit npuem (0OCMOTP, KOHCYNbTaLWs) Bpaya-ypornora 950
Mprem (ocMOTP, KOHCYNbTaLUs) Bpaya-ypornora noBTopHbIn (M3 CaHKT-
B01.053.002 15-117-0 MeTepbypra) 1380
Mprem (koHCcynbTauusa) Bpaya-yporiora NoBTOPHbIN (C NPUMEHEHMEM
B01.053.002 70-013-0 TEeNeMeanLUMHCKUX TEXHOITOMNI) 1390
OUTHOCTUKA
B01.053.002 15-010-0  |Uwucrockonus 3150 1520
A03.28.002 15-040-0 |YpeTpockonusi 1180
MAHUNYNALUN
A11.28.006 15-011-0 [Mony4eHne ypeTpanbHOro otaensiemoro 530 310
A11.28.007 15-012-0 KateTepunsaumsa MoyeBoro nysbips 1050
A11.21.004 15-017-0 C6op cekpeTa npocTtaThl 1260 690
C6op Mo4u ans nabopaTopHOro UccrnefoBaHns (NonyvYeHne CTePUbHOro
A11.28.014 15-019-0 npenapara mMo4n) 1050 500
A11.28.008 15-022-0 MHCTMNNaUMa MOYEBOro Ny3bips 1000 980
A11.28.009 15-023-0 MHCcTMnnaums ypeTpsl 1000 790
A14.28.003 15-027-0 YXxoA 3a LMCTOCTOMOM U YPOCTOMOM 320
A21.21.001 15-028-0 Maccax npoctaTbl (3a 04VH ceaHc) 1050
A11.28.007 15-033-0 KateTepunsauma moyeBoro nysbips (C BBeAEHWEM KOHTPacTHOro BelwecTsa) 1050 690
A11.28.006.001 |15-118-0 MonyyeHne cockoba 13 ypeTpbl 620 150
A06.28.011 15-122-0 |YpeTtporpadus Bocxogsiias (BBeAeHWe KoHTpacTa) 2890
KomnnekcHoe TpaHcpekTanbHoe umanoTepaneBTUYeckoe BO3AENCTBME C
nomouybto annapata CMAPT-TMPOCT npu 3ab6oneBaHuaxX My>XCKUX NMOMOBbIX
A17.21.003 15-123-0  |opraHoB (OAMH ceaHc) 810
KomnnekcHoe TpaHcpekTanbHoe um3noTepaneBTUYecKoe BO3AENCTBME C
nomouybto annapata CMAPT-TMPOCT npu 3ab6oneBaHuaxX My>XCKUX NMOMOBbIX
A17.21.003 15-124-0  |opraHoB (Kypc - 5 ceaHCOB) 3820
KomnnekcHoe TpaHcpekTanbHoe umanoTepaneBTUYeckoe BO3AENCTBME C
nomouybto annapata CMAPT-TMPOCT npu 3a6oneBaHuaxX My>XCKUX NMOMOBbIX
A17.21.003 15-125-0  |opraHoB (KypcC - 7 ceaHCOB) 5200
KomnnekcHoe TpaHcpekTanbHoe uranoTepaneBTUYecKoe BO3AENCTBME C
nomouybto annapata CMAPT-TMPOCT npu 3a6oneBaHuaxX My>XCKUX NMOMOBbIX
A17.21.003 15-126-0  |opraHoB (kypc - 10 ceaHcoB) 7280
MAHUNYNALUN OBLLEXUPYPTMYECKUE
A11.21.012 15-034-0 Broncus aunyka (oTKpbITas) 2930
A16.28.072.001 |15-037-0 3ameHa UMCTOCTOMMNYECKOrO ApeHaxa 2630 1560
A16.28.058 15-066-0 BnpasneHve napadumosa 3150
A11.01.010 15-067-0 bnokaga cemMeHHOro kaHaTuka 2920
A16.28.040 15-076-0 ByxxupoBaHue ypeTpsbl 1890




ONEPATUBHOE BMELLUATE/IbCTBO

A11.01.010 15-038-0 Bnokaga no JlopnH-OniuTteriHy 880
Maccax
A21.01.001 17-001-0 O6wmn maccax meguunHckmn (3 eanHULbI) 2660
A21.01.001 17-001-1 O6wmnn maccax MeguUnHCKMIA (3a OOMH CeaHe Ha AOMY 3 eAMHULbI) 4050
A21.01.002 17-002-0 Maccax nuua meguumHckui (1 eguHmua) 650
A21.30.001 17-004-0 Maccax nepeaHei OprOLLIHON CTEHKN MeanumHckmn (1 eamHmua) 650
A21.01.005 17-005-0 Maccax BONnocucTon 4actu ronosbl MeauMUMHCKUA (1 eguHmnLa) 650
A21.01.004 17-006-0 Maccax BepxHel KOHEYHOCTU MeguUUHCKMA (1,5 eanHuLbl) 960
A21.01.003 17-007-0 Maccax weun megnumHckmn (1 eamHmua) 650
A21.01.009 17-008-0 Maccax HUWKHEN KOHEYHOCTU MeaMUUHCKMIA (1,5 eanHuLbl) 960
A21.01.004.002 |17-009-0 Maccax nneyesoro cyctasa (1 eaMHuua) 650
A21.03.002.004 |17-010-0 Maccax nosCHUYHO-KPECTLOBOro oTAena no3BoHoYHMKa (1 eguHuua) 650
A21.01.003.001 |17-011-0 Maccax BopoTHuKkoBow obnactu (1,5 eanHuubl) 960
A21.01.004.003 |17-012-0 Maccax nokresoro cyctasa (1 eguHuua ) 650
A21.01.004.004 |17-013-0 Maccax nyyesanscTtHoro cyctasa (1 eguHuua) 650
A21.01.004.001 |17-014-0 Maccax BepxHen KOHEYHOCTW, HaanneYbst 1 obnactu nonatku (2 eguHULBI) 1280
A21.03.007 17-015-0 Maccax cnuHbl meguumHckin (1,5 eguHuubl) 960
A21.01.009.001 |17-016-0 Maccax HUWKHEN KOHEYHOCTU U NOSICHULbI (2 eguHULbBI) 1280
A21.01.004.005 |17-017-0 Maccax knctn n npegnneyba (1 eguHuua) 650
A21.03.002.005 |17-018-0 Maccax WwenHo-rpyaHoro otaena no3BoHOYHWUKA (2 eAnHULbI) 1280
A21.30.005 17-019-0 Maccax rpygHon KneTkn MmeguumHckin (2,5 eguHunupbl) 1590
A21.03.002.002 |17-020-0 CermeHTapHbIN Maccax NOACHNYHO-KpecTuoBon obnactu (1,5 eanHuupl) 960
A21.03.002.003 |17-021-0 CermeHTapHbIN Maccax LWenHO-rpygHoro otTaena no3BoHOYHMKA (3 eanHuULbl) 1920
A21.03.002 17-028-0 Maccax npu 3abonesaHusX NO3BOHOYHMKA (2,5 egnHULbI) 1590
A21.01.009.002 |17-029-0 Maccax TazobeapeHHoOro cycrtasa u srogudHon obnactu (1 eguHuua) 650
A21.01.009.003 |17-030-0 Maccax koneHHoro cyctasa (1 eguHuua) 650
A21.01.009.004 |17-031-0 Maccax roneHocTtonHoro cycrasa (1 eguHuua) 650
A21.01.009.005 |17-032-0 Maccax cTonbl 1 roneHun (ogHa cTopoHa, 1 eanHmua) 650
A21.01.001 17-034-0 |JlumdoapeHaxHbIn Maccax (4 eguHNLbI) 3550
A21.01.001 17-035-0 AHTULENNIONUTHBIN Maccax (4 eanHuLbl) 3650
MaHyanbHasa Tepanusa
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.022.001 18-001-0 IMpuem (ocMOTp, KOHCYNbTaLMA) Bpadya MaHyanbHON Tepanmn NepBUYHbIV 1500
MAHUNYNAUUU
A21.03.004 18-005-0 MaHyanbHasi Tepanus npv 3aboneBaHUsix KOCTHON CUCTEMBI 3240
MaHyanbHasi Tepanus npu 3aboneBaHUsiX KOCTHOM CUCTEMBI (MSITKME TEXHUKM
A21.03.004 18-007-0 Ha ocHoge MNP) 2080
MaHyanbHasi Tepanus npuv 3aboneBaHusix nepudepruyeckort HepBHOM
A21.24.001 18-008-0 CUCTEMBI (MArK1e TEXHWNKN Ha ocHoBe M®P) 2080
A21.03.006 18-010-0 MaHyanbHasi Tepanus npv 3aboneBaHUsix NO3BOHOYHMKA 3240
A21.04.001 18-011-0 MaHyanbHasi Tepanus npv 3aboneBaHUsix CyCTaBoB 3240
A21.23.003 18-012-0 MaHyanbHasi Tepanus npv 3aboneBaHuUsix LIeHTpanbHON HEPBHOW CUCTEMbI 3240
MaHyanbHasi Tepanus npuv 3aboneBaHusix nepudepruyeckort HepBHOM
A21.24.001 18-013-0 |cuctemsl 3240
A23.30.017 18-014-0 MocTypanbHas koppekuus 2080
Pednekcorepanua
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.041.001 19-001-0 Mpuém (oCcMOTp, KOHCYNbTaLMS) Bpada-pedrnekcoTepanesTa NnepBUYHbIN 1160
MAHUNYNAUUU
A21.24.002 19-026-0 |PednekcoTtepanus (0OOUH ceaHc) 1390
A21.24.002 19-028-0 Pednekcotepanus (0avH ceaHc) ¢ BBeAEHMEM NEKapCTBEHHbIX NpenapaTos 1510
Xupyprusa
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.057.001 20-001-0 [Mpuem (oCcMOTp, KOHCYNbTaLUA) Bpava-xvpypra nepBUYHbIN 2040 990
Mpuem (ocMOTp, KOHCYMNbTaLMUA) Bpava-xmpypra nepBuyHbin co ckuakon 20%
B01.057.001 20-001-2 B TeYEHWe 7 AHeN nocrne ynbTpasByKOBOro nccrneoBaHns 1630
B01.057.001 20-001-1 [Mpuem (ocMOTp, KOHCYNbTaLMA) BeAyLlero Bpada-xvpypra nepBuYHbIN 2580
B01.057.002 20-002-0 [Mpuem (oCcMOTp, KOHCYMNbTaLMsA) Bpada-xmpypra noBTOPHbIV 1700 880
B01.057.002 20-002-1 Mpuem (ocMOTp, KOHCYNbTaLMA) BeAyLLero Bpada-xmpypra noBTOpHbIV 2260
B04.057.002 20-006-0 MpocpmnakTuyecknit npuem (0OCMOTP, KOHCYNbTaLMs) Bpaya-xupypra 950
Mpuem (KoHcynbTauusa) Bpadva-xmpypra NoBTOPHbIN (C NPUMEHEHNEM
B01.057.002 70-014-0 TEeNeMeanLUMHCKUX TEXHOITOTNI) 1390
MAHUNYNAUUU
A11.04.003 20-026-0 |OwarHoctuyeckas NyHKUMS cycTaBa 1400




A15.02.001 20-070-0 HanoxeHune noBasku npy 3abonesBaHnax MbillL, 310
HanoxeHne nmmobumnmsaunoHHON NOBA3KM NP NeperioMax KocTen
A15.03.002 20-072-0 (LWnHMpoBaHwme) 1530
A15.04.001 20-074-0 HanoxeHune noBs3kn nNpu BbiBMxax (MoABbIBMXaXx) CyCTaBoB 1530 900
HanoxeHune NoBaA3kM Npu rHOMHbIX 3a60eBaHNAX KOXM U NOOKOXHON
A15.01.002 20-078-0 KreT4yaTku 1050 400
HanoxeHune NoBs3KM Npu HapyLUEHUN LIeNIOCTHOCTU KOXHbIX NOKPOBOB 6e3
A15.01.001 20-080-0 CTOMMOCTU NeKapCTBEHHbIX NpenapaToB 930 880
A15.01.001 20-081-0 HanoxeHune noBs3KM Npu HapyLLEHUW LIeNOCTHOCTU KOXHBIX NOKPOBOB 240
MAHUNYNAUUU. BBEOEHUE MPENAPATOB
BHyTpucyctaBHoe BBeeHME NnekapCTBEHHbIX cpeacTB (6e3 CcToMMOoCTu
A11.04.004 20-028-0 npenapara) 1780 830
A11.04.004 20-030-0 BHyTpucyctaBHoe BBeeHME NekapCcTBeHHbIX NpenapaTtos (dunpocnaH 1 mr.) 2420 1560
OxonocycTtaBHOEe BBEEHUE NEKAapCTBEHHbIX NpenapaTtoB (6e3 cTonmocTu
A11.04.006 20-063-0 npenapara) 2170
A11.04.006 20-189-0 OxonocycTtaBHOe BBEEHUE NEKAapCTBEHHbIX Npenapartos (OunpocnaH 1 mn.) 3190
BHyTpucycTaBHOe BBeAeHUe 3aMeHuTenen (NpoTe30B) CUHOBUATbHOW
A11.04.004 20-190-0  |xmpgkocTtu (6e3 cToMMoCTu npenapara) 3190
MAHUNYNALUUU. OBLLLEEXUPYPTUHECKUE
A11.01.005 20-020-0 [MyHKUMA NHUNBLTPATOB, TKAHEN, Y3MNoB, TOyCOB 900
A11.04.005 20-024-0 IMyHKUMSA OKONOCYCTaBHON CUHOBNANbHON CYMKM 1650 880
Broncus WnToBMAHON UK NapaLmMToBUAHON xenesbl (MyHKUMOHHAas, 3a OauH
A11.22.002 20-029-0 |ysen) 1280
A16.01.027.001 |20-032-0 MyHKuMA, TpenaHaums, KNMMHOBUAHASA pe3eKkumsa NogHOrTeBOV reMaToMbl 2420 2660
A16.01.004 20-059-0 MepBuryHasa xupyprunyeckas obpabotka (MXO) v WoB paHbl 3680 980
BTopuyHas xunpyprudeckas obpaboTtka paHbl (BKNOYas ncceyeHne
A16.01.004 20-061-0 NHULMPOBAHHBIX TKAHEW, LLIOB paHbl W/unu ApeHnpoBaHne) 5250 400
A16.30.069 20-062-0 CHATMe nocneonepaunoHHbIX WBOB (nuraTtyp) 1160 500
A16.01.008.001 |20-094-0 HanoxeHne BTOPUYHbIX, OTCPOYEHHbIX LLIBOB 1530
A16.01.009 20-192-0  |YwmBaHWe OTKPLITON paHbl 1260
A15.01.001 20-193-0 HanoxeHne noBs3ku Npu oxorax 930
AHECTE3MA
B01.003.004.001[20-010-0  |AnnnukauyuoHHasi (M BHYTPUKOXHAS MHBEKLUMOHHHAS) aHeCTe3nst 650 790
B01.003.004.004 |20-011-0 MecTHas aHecTe3usi (MHUNbTPaLNOHHAs) 1850 870
B01.003.004.002|20-012-0 lMpoBoaHMKOBas aHeCTe3usl B XxoA4e aMmOynaTopHOW MaHUNynsiLum 2100 980
ONEPATUBHOE BMELLATE/IbCTBO
YpaneHue nobpokavyecTBeHHbIX HOBOOGpa3oBaHMi NOSKOXKHO-KNPOBOW
A16.01.018 20-046-0 KneTyaTKu (aTepoMmbl, MMNOMBI - pasmepamu o 3 cM B AnameTpe) 7140
BckpbITne KOXHO-NOAKOXHOro abcuecca (bypyHkyna, kapbyHkyna, rHOMHOro
A16.01.011 20-047-0 rmgpageHnTa) 4200 3550
BckpbiTe n gpeHnpoBaHme grierMoHbl (abcuecca) ¢ BoBNeYeHnem rnybokmx
A16.01.012 20-048-0 MSATKUX TKaHEN 5780 1560
A16.30.066 20-050-0 YpaneHne MHOPOAHbIX TeN C pacCeYeHNEM MSATKUX TKaHEN 3470 1560
A16.30.066 20-051-0 YpaneHne MHOPOAHbIX TeN MATKMX TKaHen 6e3 pacceyeHnss MSArknux TKaHen 2310 790
A16.01.028 20-052-0 |YpaneHue mosonu 1530
A16.01.027 20-055-0 |YpaneHue HorTeBow nnacTuHkM (6e3 NnacTukM HOrTeBOro Banuka) 3470 1530
YpaneHue HOrTeBow NacTUHKN C KNMHOBUOHOW pe3ekumen maTpukca (c
A16.01.027 20-056-0 NNacTUKON Banuka) 8400
BckpbITve naHapuums (onepaums no NoBoAY NapOHUXUS, NOAKOXHOMO
A16.01.002 20-058-0 naHapuuuns) 4200
BckpbITve naHapuuus (onepaums no NoBoAYy NaHapuums CyCcTaBHOrO,
A16.01.002 20-068-0 KOCTHOrO) 5250
A16.01.002 20-069-0 BckpbiTve naHapuuus (onepaumsa no NoBoAy NaHAaKTMNuTa) 6300
A16.04.038 20-093-0 Onepauus npu rHoriHom Bypcute (BypcakTomus) 7350
lMnactuka paHbl MECTHBIMY TKaHAMW NepeMeLLieHNEM KOXHO-MOAKOXHOrO,
A16.01.010.002 |20-133-0 KOXXHO-hacumanbHOro nockyta 6360
MynbmoHonOrmA
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.037.001 21-001-0 [Mpuem (oCMOTp, KOHCYNbTaLMA) Bpava-nynbMOHOOra NepBUYHbIN 2040 990
B01.037.002 21-002-0 lMpuem (ocMOTp, KOHCYNbTaLMA) Bpava-nyrbMOHOOra NoBTOPHbLIN 1700 880
B04.037.002 21-003-0 MpodpmnakTudeckuit (0CMOTP, KOHCYNbTaLWS) Bpaya-nynbMoHomnora 950
Mprem (KoHCynbTauusa) Bpaya-nyrnbMOHOIOra NOBTOPHbLIN (C NPUMEHEHNEM
B01.037.002 70-015-0 TEeNeMeanLUMHCKUX TEXHOITOMNI) 1390
SHAOKPUHONOIUA
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.058.001 22-001-0 [Mpuem (oCcMOTp, KOHCYNbTaLMA) Bpava-aHAOKPMHONOra NeperuYHbIN 2040 990




B01.058.001 22-001-1 [Mpuem (oCcMOTp, KOHCYNbTaLMA) BEAyLLEro Bpava-aHA0KpMHONora nepeBuYHbIn 2580
Mprem (ocMOTp, KOHCYNbTaLUs) Bpava-3aHOAOKPUHONOra nepBuYHbIn (M3 CaHKT-
B01.058.001 22-001-8 MeTtepbypra) 1380
B01.058.002 22-002-0 [Mpuem (ocMOTp, KOHCYMNbTaLuUA) Bpavya-aHAOKPMHONOra NoOBTOPHbIN 1700 880
B01.058.002 22-002-1 IMpuem (ocMoOTp, KOHCYNbTaLUA) BeayLlero Bpavya-aHaoKpMHoONora noBTOPHbIN 2260
Mpuem (BknOYaeT OCMOTP M KOHCYMbTaLMI0) Bpada-aHAoKpUHonora
B01.058.001 22-008-0 NepBUYHBIN (NPY NpoBEeAeHNM NPOMUNAKTUYECKUX OCMOTPOB) 950
Mprem (oCcMOTp, KOHCYNbTauus) Bpava-aHOAOKPUHONOra NoBTOPHbIN (M3 CaHKT-
B01.058.002 22-009-0 MeTtepbypra) 1380
Mpuem (ocMOTp, KOHCYMNbTaLUA) Bpavya-aHAOKPMHONOra NnepBuYHbLIA No
B01.058.001 22-010-0 Koppekumm Beca (go 1 yaca) 3180
Mpuem (ocMOTp, KOHCYMNbTaLMA) Bpava-aHAOKPUHONOra NOBTOPHLIN MO
B01.058.002 22-011-0 Koppekumm Beca (go 1 yaca) 2630
Mpuem (KoHcynbTauusa) Bpayva-aHOOKPUHOOra NOBTOPHbLIV (C NPUMEHEHNEM
B01.058.002 70-016-0 TEeNeMeanLUMHCKUX TEXHOITOTNI) 1390
dHpocKonua
OUATHOCTUKA
A03.16.001 23-010-0 O30daroracTpoayogeHocKkonus 3470
A03.16.001 23-032-0 O3odaroractpogyogeHockonus (¢ onpegeneHnem HP akcnpecc-metogom) 4050
A03.18.001.001 |23-012-0 BupgeokonoHockonus 5200
A03.19.002 23-031-0 PekTopomaHockonus 1850
23-048-0 3anuncb 9HAOCKOMNYECKOrO MCCIef0BaHMA Ha 3NTEKTPOHHbIA HOCUTESb 580
MAHUNYNALUUNU. OBLLLEEXUPYPTUYECKUE
A16.16.048 23-030-0 OHpocKonuyeckoe yaaneHme MHOPOAHbIX TeN U3 Xenyaka 580
OcTaHoBKa KpOBOTEYEHMS N3 NepUdepUIEecKoro cocyaa sHA0CKoNMYeckas ¢
MCMOMb30BaHUEM 3MNEKTPOKOArynsLMmM NpU XenyaouHO-KULLEYHbIX
A16.12.020.001 |23-033-0 KpOBOTEYEHMSX, | KaTeropmsi COXHOCTU (MOHOTEpanus) 13860
OcTaHoBKa KpOBOTEYEHMS N3 Nepudepudeckoro cocyaa (KOMOMHUPOBAHHLIN
9HAOCKOMNYECKNIA remMoCTa3 Npu Xernygo4YHO-KULLIEYHbIX KpOBOTEYEHUSX), I
A16.12.020.001 |23-034-0 KaTeropusi CIIOXKHOCTH 23100
A11.16.001 23-050-0 Broncus nuwesoga ¢ nomoubto aHgockonum (1 - 4 dbuonTara) 1280
A11.16.001 23-051-0 Broncus nuuesoga ¢ nomoubto aHgockonum (5 - 8 buonTtaTos) 1850
A11.16.002 23-052-0 Broncus xenyaka ¢ nomowsio aHgockonum (1 - 4 buonTtaTta) 1280
A11.16.002 23-053-0 Broncus xenyaka ¢ nomoubio aHgockonum (5 - 8 buontaTos) 1850
A11.16.002 23-054-0  |buoncus xenyaka ¢ NOMOLLbI0 3HZockonuu (9 GuontatoB 1 Gonee) 2310
Broncus gBeHaguaTMNEpPCTHOW KNLLKK C NoMoLlbto sHaockonum (1 - 4
A11.16.003 23-055-0 |buonTara) 1280
Broncus gBeHaguaTMNepPCTHOW KNLLKK C noMoLlbto sHgockonum (5 - 8
A11.16.003 23-056-0 |buonTaTtoB) 1850
A11.18.001 23-057-0 Broncus 06og04HONM KMLwkK 3HZockonuyeckast (1 - 4 buonTara) 1280
A11.18.001 23-058-0 Broncus 06o0804HONM KMLwkM 3HZockonm4yeckast (5 - 8 buonTtaTos) 1850
A11.18.001 23-059-0 |buoncusa obogoYHOM KMLLIKM aHAocKonnyeckas (9 buontatoB u 6onee) 2310
Buoncns cnrmoBuMaHOM 1 NPSMON KULLKW C MOMOLLbI0 BUAEOIHAOCKONNYECKNX
A11.19.001 23-060-0 |texHonorum (1 - 4 GuonTtara) 1280
Buoncns cnrmoBuaHOM 1 NPSMON KULLKW C MOMOLLbIO BUAEO3HAOCKONNYECKNX
A11.19.001 23-061-0 |texHonorunm (5 - 8 GuontaToB) 1850
Tpasmartonorus
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.050.001 24-001-0 Mpuem (oCcMOTp, KOHCYMNbTaLMSA) Bpaya-TpaBMaTornora-oproneaa nepBUYHbIN 2040
B01.050.002 24-002-0 IMpuem (oCcMOTp, KOHCYMNbTaLMA) Bpaya-TpaBMaTonora-optoneaa noBTOPHbIN 1700
MpodpmnakTuyecknii npuem (OCMOTP, KOHCYNbTaLKMs) Bpaya-TpaBMmarornora-
B04.050.002 24-003-0 oprornega 950
Mpuem (KoHCynbTauusi) Bpaya-TpaBmMaTonora-optoneaa noBTOPHbIN (C
B01.050.002 70-017-0 NPUMEHEHNEM TENeMeaNLMHCKNX TEXHOIOMMN) 1390
MAHUNYNAUUU
A16.04.018 24-022-0 BnpaBneHue BbiBMXa cycTaBa 2100
A16.03.034 24-023-0 Penosnumsa oTnomMKoB KOCTeN nNpy nepernomax 4460
A15.03.010.001 |24-027-0 CHATME rmncoBomn NOBA3KN (NOHreThbl), B T.4.MONMMEPHON 1680
KuHesnoTennuposaHue (HanoxeHue noBsasku npy 3abonesaHun Mbillul, ogHa
A15.02.001 24-107-1 30Ha CO CTOMMOCTbIO Tenna) 930
KuHesnotennuposaHue (HanoxeHvne noBasku npu 3abonesaHmun mbilll, ABe
A15.02.001 24-107-2 30Hbl CO CTOMMOCThLIO Tewna) 1470




HanoxeHne nMMobunusaLmMoHHOW NOBA3KM NpK nepenomax kocten |
A15.03.002 24-109-1 KaTeropuy CroXxXHocCTu, NONMMepHon 4730
HanoxeHne nmmobumnmsaunoHHON NOBA3KM Npu nepenomax kocten
A15.03.002 24-109-2 KaTeropuy CroXxXHocCTu, NONMMepHon 6300
HanoxeHne nmmobunmaaumoHHON NoBA3KM Npu nepenomax kocrten lli
A15.03.002 24-109-3 KaTeropuy CroXxXHoCTW, NONMMepHOn 7880
HanoxeHne nMmMobunnusaLmMoHHON NOBA3KM NpKU BbiBMXaXx (MOABbIBMXaX)
A15.04.001 24-111-0 cycTaBoB (ne4yebHas ummobunmsaums) 2630
A15.03.003 24-114-0 HanoxeHune runcoBon NOBA3KM NpU nepenomax KocTemn 1790
A15.03.003.002 |24-115-0 HanoxeHune LUMpKynsapHON rmncoBOn NOBA3KM 2100
A11.04.005 24-124-0 IMyHKUMSA CMHOBMAanNbLHOM CyMKU CycTaBa 1650
OunarHocTnyeckasn acnupaums (MyHKLUs1) OQHOMO KONMEHHOro cycTasa nog
A11.04.005.001 |24-165-1 KOHTponem Y3 1580
OunarHocTnyeckasn acnupaumst (MyHKUUs) ABYX KOMEHHbIX CYCTaBOB MNop,
A11.04.005.001 |24-165-2 KOHTponem Y3 2630
A11.30.021 24-151-0 MonyyeHne oTAENSEeMOro U3 paHbl 4518 UCCNeaoBaHNS 380
MAHUNYNAUUN. BBEOEHUE NPEMNAPATOB
A11.04.004 24-028-0 PRP-tepanusa menknx cyctaBos ([na3amogmMHamMmmnyeckoe BO3aenNcTBre) 3150
A11.04.004 24-166-0 PRP-Tepanus kpynHbix cyctaBoB ([nasmogmMHamMmnyeckoe BO3OenNcTBre) 5250
ONEPALIMU. TPABMATOJ10TUA
A16.04.039 24-150-0 BckpbiTve 1 gpeHnpoBaHne CMHOBMANbHOW CYMKM (Npy rHOMHOM Bypcute) 14700
A16.04.039 24-170-0 BckpbITve 1 gpeHnpoBaHne CMHOBMANbHOW CYMKU (Npy HEFHOMHOM BypcuTe) 10500
®dnebonorus
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
B01.057.001 25-021-0 IMpuem (ocMoTp, KOHCYNbTaLuUA) Bpada-xupypra (pnebonora) nepBuYHbIN 2040
Mpuem (koHcynbTauusa) Bpada-xupypra (pnebonora) NOBTOPHLIN (C
B01.057.002 70-018-0 NpYMEHEHMEM TeNnemMenLMHCKUX TEXHONOMNIA) 1390
B01.057.002 25-022-0 IMpuem (ocMoTp, KOHCYNbTaLMA) Bpada-xupypra (pnebonora) noBTOPHbIV 1700
MuKpoOCKNepo3MpoBaHNe TeNeaHrnakTasui N peTUKYNsSpHbIX BEH B Npeaenax
A11.12.003.002 |25-042-0 ronexHun nnu 6egpa 22500
MuKpoOCKNepo3MpoBaHNe TeNeaHrnakTasui n peTUKYNspHbIX BEH B Npeaenax
A11.12.003.002 |25-043-0 BCEN KOHEYHOCTU 29300
MeHHOEe cKknepo3npoBaHMe BapMKO3HO-PACLUMPEHHBIX BEH OQHOKPATHbIN
A11.12.003.002 |25-044-0 ceaHc (ogHa 30Ha) 9600
MeHHOEe cKknepo3npoBaHe BapMKO3HO-pacLUMPEHHbIX BEH B Npeaenax roneHu
A11.12.003.002 |25-045-0 |wunu 6egpa 15900
MeHHOEe cKknepo3npoBaHVe BapMKO3HO-PaCLUMPEHHbIX BEH B Npeaenax Bcewn
A11.12.003.002 |25-046-0 KOHEYHOCTU 26700
A11.12.003.002 |25-007-0 Cknepo3snpoBaHne BapuKo3HbIX BEH (OAMH CeaHc) 7350
OX0-KOHTPONUpPyEMOE CKIepo3npoBaHMe CTBOSA MarucTpanbHOM NOAKOXHOM
A11.12.003.002 |25-008-0 BEHbI (NepBas npoueaypa) 10500
OX0-KOHTPONUpPyEMOE CKIepo3npoBaHMe CTBOSA MarucTpanbHOM NOAKOXHOM
A11.12.003.002 |25-009-0 BeHbl (BTOpas v nocneayowue npowuenypsbl) 7350
YNbTpa3sByKOBaA AUarHOCTUKA
A04.01.001 26-001-0  |YnbTpa3BykoBOE UCCrieoBaHWe MArKUX TKaHel (0fHa aHaTOMMUYeckas 30Ha) 1320 500
A04.28.001 26-002-0 |YnbTpasByKkoBOe UccrnegoBaHne NoYek U HaanoYe4yHUKoB 1680 580
A04.04.001 26-006-0 |YnbTpasBykoBOe UccrnegoBaHne cyctaBa 1470 580
A04.06.001 26-007-0 |YnbTpasBykoBOe UCCrnegoBaHNe ceneseHku 580 440
YnbTpa3ByKkoBOEe uUccrnenoBaHne numdatuiecknx y3nos (ogHa
A04.06.002 26-008-0 |aHaToMu4eckasi 30Ha) 840 450
A04.30.001 26-010-0 YnbTpa3BykOBOE 1UccrnegoBaHue nnoga. Bropon/TpeTtnii TpumecTtp 4510
A04.07.002 26-011-0  |YnbTpasByKkoBOe UcCCrneaoBaHWe CNIOHHbIX Xenes 1390 450
A04.20.003 26-013-0 |YnbTpassykoBoe uccrnegoBaHne onnumkynoreHesa 1160
A04.30.001 26-015-0 YnbTpa3BykoBoe uccrniegoBanue nnoga. Mepebin Tpumectp (11 - 14 Hepenb) 4050
A04.09.001 26-016-0 YnbTpa3BykoBoe UccrnegoBaHne nrnespanbHON NonocTu 840 450
A04.14.001 26-019-0 |YnbTpasByKkoBOe UccrnegoBaHWe neyeHu 840 450
A04.14.002 26-020-0 YnbTpa3BykoBOe UCCNeAoBaHNe Xen4yHoro ny3sbips U NPOTOKOB 810 570
YnbTpa3ByKOBOE UCCMEN0BAHNE XENMYHOrO Ny3bipsi U MPOTOKOB C
A04.14.002.001 |26-021-0 onpegeneHnemM ero COKpaTMmocTm 3150 570
A04.15.001 26-022-0 |YnbTpassykoBoe UccrnegoBaHne NomKenyaoyHOM Xenesbl 1160 450
A04.20.001 26-023-0 YnbTpa3ByKOBOE UCCNefoBaHNE MaTKu U NpuaaTkoB TpaHcabaoMyHansHoe 1740
A04.20.001.001 |26-024-0 YnbTpa3ByKoBOe UCCneaoBaHNe MaTku U NpUAaTKOB TpaHCBarmHanbHoe 2050
A04.20.002 26-025-1 YnbTpa3BykoBOe UCCNeAoBaHNe MOMOYHbIX Xenes 1890 690
A04.21.001 26-026-0 YnbTpa3ByKoBOe UccneaoBaHne npeacraTenbHON Xenesbl 1470 580




A04.21.001.001 |26-027-0 |YnbTpasBykoBOe UccrnefoBaHWe npefctaTenbHON xenesbl TpaHCpeKkTanbHoe 1680

A04.28.003 26-028-0 YnbTpasBykoBOE 1ccrnefoBaHe OpraHoB MOLLOHKU 1470 580
YnbTpasBykoBOe MccrnefoBaHne LWMTOBUOHOM Xenesbl U NapalmMToBMaHbIX

A04.22.001 26-030-0 [xenes 1680 580
YnbTpasBykoBOe UccrefoBaHe OpraHoB MOLLOHKU C OOMNNEPOBCKUM

A04.28.003 26-046-0 nccrnefoBaHMeM COCYy0B CEMEHHbIX KAHATUKOB 1790

A04.28.002.001 |26-034-0 |YnbTpasBykoBOe uccregoBaHue noyek 1680 580

A04.28.002.003 |26-035-0 |YnbTpasBykoBOe UccrnefoBaHNE MOYEBOro Ny3bips 1160 580

A04.30.003 26-038-0 |YnbTpasBykoBoe nccnegoBaHue 3abploLIMHHOIO NPOCTPaHCTBa 1510 580

A04.30.004 26-039-0 |YnbTpasBykoBOe onpeeneHne XXnakoctu B GproLLIHON NONOCTU 950 400

A04.16.001 26-042-0  |YnbTpasBykoBOe MccnegoBaHe opraHoB 6PHOLLHON NONOCTH (KOMMNNEKCHOE) 2420 1500

A04.30.010 26-043-0  |YnbTpasBykoBOe MccnefoBaHMe opraHoB Masnoro Tasa (KOMMneKkcHoe) 2310 980
YnbTpasBykoBas HaBurauus Ans nposefeHus ManovHBasnBHON

A04.30.009 26-044-0 MaHUNyNAUMKU (NYHKUUM OPraHoB 1 NOnocTewn) 1160
YnbTpasBykoBOE MccrefoBaHe MOYeBOro My3bips ¢ onpeaeneHnem

A04.28.002.005 |26-097-0 |ocTaTo4HON MOYU 1370

A04.01.001 26-098-0 |YnbTpasBykoBOe MccrnegoBaHve NpsiMon KULLKWM TpaHCpeKTanbHoe 1510
MCCNEQOBAHUA COCYA0B

A04.12.006.002 |26-068-0 [ynnekcHoe ckaHMpoBaHWe BEH HWXHUX KOHEYHOCTEN 2200

A04.12.005.004 [26-068-1 [ynnekcHoe ckaHMpoBaHWe BEH BEPXHUX KOHEYHOCTEN 2200

A04.12.006.001 |26-069-0 [ynnekcHoe ckaHMpoBaHWEe apTepuin HUKHUX KOHEYHOCTEN 2200

A04.12.005.002 |26-070-0 [ynnekcHoe ckaHMpoBaHWe apTepuii BEPXHUX KOHEYHOCTEN 2200
[ynnekcHoe ckaHMpoBaHWeE 3KCTpaKpaHuarnbHbIX OTAeNoB 6paxuoLedanbHbIX

A04.12.005.005 |26-071-0 |apTepun 2200

A04.12.003.001 |26-072-0 [ynnekcHoe ckaHupoBaHWe GPIOLLIHON aopThl 1 ee BUCLIepanbHbIX BETBEN 2200
[ynnekcHoe ckaHMpOBaHWE MHTPakpaHuanbeHbiX 0TAENoB BpaxmouedanbHbixX

A04.12.005.006 |26-077-0 |apTepun 2200
[lynnekcHoe ckaHMpoBaHWE 3KCTpaKpaHUarbHbIX U MHTpaKpaHUarnbHbIX

A04.12.005.005 |26-096-0 oTaenos 6paxunouedanbHbiX apTepuit 3010
NUCCNEAOBAHMA CEPOLA

A04.10.002 26-050-0 Oxokapaunorpadcums (OxoKI) 2660

A04.10.002.004 |27-027-0 Oxokapanorpadus ¢ pusmdeckon Harpyskom (cTpecc-OxoKI) 5200

®DYHKUMOHaNbHAA ANArHOCTUKA

®YHKUMOHA/NbHbIE UCCNEAOBAHUA

A05.10.006 27-001-0 Pervctpaums anektpokapavorpaMmbl (6e3 pacumgpoBkm) 530 400
PacwudpoBka, onncaHme n nHTepnpeTaums aneKkTpokapamorpanyeckmx

A05.10.004 27-002-0  [AaHHbIX 630 400
Pervctpaums anektpokapavorpaMMbl (C pacLuMdpOBKON, OnucaHuem u

A05.10.006 27-003-0 NHTepnpeTauunen anekTpokapgunorpapunyecknx aHHbIX) 1160 690

A12.10.001 27-004-0 OnekTpokapauorpadus ¢ pmanyeckon Harpyskom 1280 980

A12.10.005 27-005-0 Benoaprometpus (BOM) 2550
MukdnoymeTtpusa (MccnepoBaHme HECMPOBOLMPOBaHHbLIX AbIXaTerbHbIX

A12.09.001.001 |27-010-0 |06bLEMOB 1 NOTOKOB C UCMNOfb30BaHWEM NuKpnoymeTpa) 700
CnupowmeTtpus (MccnegoBaHne HeCNpPOBOLMPOBAHHbLIX AblXaTernbHbIX

A12.09.001 27-011-0 |o6bEeMOB 1 NOTOKOB) 2080
Mpoba ¢ 6poHxonuTukom (MiccnepoBaHune abixaternbHbiXx 06 bEMOB C

A12.09.002.001 |27-013-0 NPMMEHEeHNEeM NeKkapCTBEHHbIX NpenapaToB AONOMHUTENbHO K CMMPOMETPUN) 1040
XOnTepoBCKOE MOHUTOPUPOBAHNE CEpAEYHOro putMa (12 oTBeAEeHUI NoC

A05.10.008 27-015-0 [Af) 3930 2420

A02.12.002.001 |27-020-0 CyTO4HOE MOHUTOPUPOBAHME apTepuanbHOro AaBneHns 3240

A05.10.008 27-021-0 | XonTepoBCKOE MOHUTOpUPOBaHWE cepaeyHoro putma (3 otBegeHuns) 3470 1960
XonTepoBckoe MOHMTOPUPOBaHWE CEPAEYHOro puTma (3 oTBeAeHUs Nnoc

A05.10.008 27-022-0 [Af) 3590

A05.10.008 27-023-0 | XonTepoBCKOE MOHMTOpPUPOBaHWE cepaeyHoro putma (12 oTBefeHui) 3820
XonTepoBcKOe MOHUTOPUPOBaHWE CEpAEYHOro puTma (3 oTBeAeHus, B

A05.10.008 27-028-0 |TeyeHue 72 4yacos) 5200
BroumnenaHcomeTpusa (OnpeaeneHve NPpoLEHTHOr0 COOTHOLLEHNS BOAbI,

A12.25.005 27-029-0 MbILLIEYHOW U XMPOBOWN TKaHW C NOMOLLbI0 BuoMMneagaHcMmeTpa) 1160

A05.23.001 27-030-0 OnektpoaHuedanorpagpusa (33N 2890 700

PeHTreHonorusa

PeHTreHorpadus ctonbl ¢ hyHKUMOHANBHOW Harpy3Kkon (4Be CTonbl, NpsiMas

A06.03.053.001 [28-002-0 |nmpoekuust) 1510

A06.03.050 28-003-0 PeHTreHorpadusa nATO4HOM KOCTH 1160

A06.03.050 28-004-0 PeHTreHorpadusi nATo4HOM KOCTY (OBE NPOEKLN) 1620

A06.09.007.002 |28-005-0 PeHTreHorpadus nerkmx 1680

A06.09.007.002 |28-006-0 PeHTreHorpadusi nerkmx (4Be npoekLumn) 2520




A06.03.005 28-007-0 PeHTreHorpadusi Bcero Yyepena B 0fHOW 1 6onee npoekumsax 2310
A06.03.001.001 |28-008-0 PeHTreHorpadus TypeLKoro cegna B ABYX NPOIKLMAX 1510
PeHTreHorpadums couneHeHust 3aTblNTOYHON KOCTM U NEPBOTO LLIENHOTO
A06.03.008 28-012-0 NMO3BOHKa 1740
PeHTreHorpacma no3BoHOYHUKA C pyHKUMOHaNbHbIMKM Npobamu (oBe
A06.03.019 28-015-0 NpoeKLun) 2430
A06.03.013 28-017-0 PeHTtreHorpadus rpygHoro otaena no3BOHOYHMKA (ABEe NPOeKumK) 2310
A06.03.015 28-019-0 PeHTreHorpadusi NosSiCHMYHOro oTAena No3BOHOYHMKa 2550
PeHTreHorpadums NOsSICHUYHOIO U KPECTLOBOrO OTAENa NO3BOHOYHMKA (OBE
A06.03.016 28-020-0 NpoeKLun) 2550
A06.03.017 28-021-0 PeHTreHorpadgus kpecTua 1 konymka 2550
A06.03.022 28-024-0 PeHTreHorpacusa knoumupl 1740
A06.03.023 28-025-0 PeHTtreHorpadusa pebpa(ep) 1740
A06.03.024 28-026-0 PeHTreHorpadusa rpyauHbl 1740
A06.03.041 28-031-0 PeHTtreHorpadcus Tasa 2430
A06.03.028 28-035-0 PeHTreHorpacua nnevyesom koctu 1510
A06.03.029 28-036-0 PeHTreHorpadusi NOKTeBOW KOCTU 1 NMy4eBOW KOCTU (ABE NPOEKLN) 2080
A06.03.032 28-038-0 PeHTreHorpadusi KucTu (aBe npoekumm) 1850
A06.03.043 28-041-0 PeHTtreHorpadus 6egpeHHon KocTu 1620
A06.03.045 28-042-0 PeHTreHorpadus HagkoneHHuka 1280
A06.03.046 28-043-0 PeHTtreHorpadgus 6onblion 6epLoBon n manon 6epLoBon KocTewn 2200
A06.03.055 28-045-0 PeHTreHorpadusi nepeoro nanbLa cTonbl B OAHOW NPOeKLUmm 1110
A06.03.053 28-047-0 PeHTreHorpadus ctonbl B ABYX NPOEKUMAX 1740
A06.04.001 28-051-0 PeHTreHorpadusi BUCOYHO-HWKHEYENOCTHOTO CycTaBa 1620
A06.04.003 28-054-0 PeHTreHorpadus nokTeBoro cycrasa (4Be npoekumm) 2080
A06.04.004 28-055-0 PeHTreHorpadgus ny4esansicTHOro cycrasa (aBe npoekuunm) 2080
A06.04.005 28-056-0 PeHTreHorpadus KoneHHoro cyctasa (ABe npoekuun) 2080
A06.04.010 28-057-0 PeHTreHorpadusi nneyeBoro cycrasa (4Be NpoeKLmn) 2080
A06.04.011 28-058-0 PeHTtreHorpadus TazobegpeHHoro cyctasa (ABe npoekuum) 2080
A06.04.012 28-059-0 PeHTreHorpadusi roneHOCTONHOro cycTtasa (4Be NpoeKumm) 2080
A06.09.007.002 |28-063-0 PeHTreHorpadumsa nerkmx (Tpu npoexuunm) 2660
A06.03.032 28-070-0 PeHTtreHorpadus knctu (obenx pyk B 0OAHOW NPOeKLmm) 1850
A06.08.003 28-071-0 PeHTreHorpadus npyaaToyHblX Nasyx Hoca 2100
PeHTreHorpadms no3BoOHOYHMKA, crieumanbHble UCCreoBaHust U NPOeKLun
A06.03.018 28-072-0 (nneocakpanbHble COMNEeHEeHNs, OfHa NPoeKUns) 1970
A06.03.056 28-073-0 PeHTreHorpadgus Kocten nuueBoro ckeneta (KOCTU Hoca) 1510
A06.28.013 28-120-0 O63opHasg yporpadus (peHTreHorpacusa MmoyeBbigenmMTeNbHON CUCTEMBI) 1620
A06.30.004 28-121-0 OB30pHbI CHUMOK BPIOLLIHOM NOMOCTU W OpraHoOB Manoro Tasa 1620
A06.28.002 28-124-0 BHyTpuBeHHas yporpacdus 5200
A06.20.001 28-126-0 M'mctepocanbnuHrorpadus 3470
A06.08.003 28-144-0 PeHTreHorpadusi npyaaToyHbIX Nasyx Hoca (4Be Npoekuum) 2760
PeHTreHorpacuma no3BoHOYHUKA C PyHKUMOHANbHbIMK Npobamm (YeTbipe
A06.03.019 28-153-0 NpoeKLun) 3470
A06.03.010 28-154-0 PeHTreHorpadwus wenHoro otaena no3BOHOYHUKA 1850
PeHTreHorpacdusa ctonbl ¢ pyHKUMOHANbHOM Harpy3skow (ase cTonbl, bokoBas
A06.03.053.001 |28-159-0 NpoeKLust) 2310
28-166-0 [ononHMUTenNbHLIN CHUMOK K Nl0BoMY nccnefoBaHuio (ogHa npoekums) 930
A06.03.023 28-167-0 PeHtreHorpadus pebpa(ep) (BONONHUTENBHBI CHUMOK) 700
PeHTtreHorpacdusa nerkmx (4ONONHUTENBHbBIA CHAMOK K OCHOBHOMY
A06.09.007.002 |28-168-0 nccneaoBaHuio) 880
PeHTreHorpadums rpyaHoro otaena no3BOHOYHMKA (4OMOMHUTENBHBIA CHUMOK
A06.03.013 28-169-0 K OCHOBHOMY MCCrnefoBaHu1Io) 880
PeHTreHorpadms nepeoro nanbLa cTonbl B 04HON NpoeKuum
A06.03.055 28-170-0 (BononHWUTENbHBIN CHUMOK K OCHOBHOMY MCCNEAOBaHMUI0) 880
O630pHas yporpadusi (4ONONHUTENBHBLIN CHUMOK K OCHOBHOMY
A06.28.013 28-171-0 nccneaoBaHuio) 880
OG30pHbI CHUMOK BPIOLLIHON NOMOCTUN N OPraHOB Maroro Tasa
A06.30.004 28-172-0 (BononHUTENbHBIN CHUMOK K OCHOBHOMY MCCNEAOBaHMUI0) 880
A06.03.052 28-173-0 PeHTreHorpadusi ctonbl B 0gHOM npoekumun (obenx cton) 1850
A06.28.011 28-174-0 |YpeTporpadusa Bocxoaduias 1160
A06.20.004 28-175-0 Mammorpadus 2520
AONONHUTENDBHBIE YCNYTU
A06.30.002 28-001-0 OnucaHue n nHTepnpeTaums peHTreHorpadu4eckmx n3obpaxeHuin 1110
BHyTpuBEeHHOE BBEAEHUE NEKAPCTBEHHbBIX NPEnapaTos.
A11.12.003 28-147-0 PeHTreHokoHTpacTHbIN npenapat, 30 mn 1740
BHyTpuBEeHHOE BBEAEHUE NEKAPCTBEHHbBIX NPENnapaTos.
A11.12.003 28-148-0 PeHTreHokoHTpacTHbIN npenapart, 50 mn 2310




OnucaHue n nHTEpNpeTauna AaHHbIX peHTreHorpacbmquKmx nccneaoBaHun ¢
npnmeHeHnem TenemMeanumnHCKnX TEXHOMOIMIN C 3anNnCbio AaHHbIX Ha USB-

A06.30.002 28-183-0 dnel-HakonmTenb 630
NabopaTtopHaa AnMarHoCcTUKa
MaTonoro-aHaToMU4YecKkue uccnegoBaHua 6uoncuitHoro matepuana
MaTonoro-aHaTomMu4eckoe uccrnegoBaHne GMONCMMHONO (oNepaLmMoHHOro)
32-001-0 MaTepmana (9HLOCKONMYECKOro, OaHa fokannsaums) 2200 2200
MaTonoro-aHaTomMu4yeckoe uccrnegoBaHne GMONCMMHONO (oNepaLmMoHHOro)
32-027-0 maTepuwana npegcraTenbHou xenesbl (12 - 16 30H) 5060 5060
MaTonoro-aHaTomMu4yeckoe uccrnegoBaHne GMONCUMHONO (oNepaLmMoHHOro)
matepuana ¢ npuMeHeHneM MMMYHOTMCTOXMMUYECKNX MeTOO0B C
32-028-0 ncnonb3oBaHneM 3 aHTuTen 5500 5500
MaTonoro-aHaTomMu4yeckoe nccrnegoBaHne GMONCUMHONO (oNepaLmMoHHOro)
32-029-0 mMaTepuana npv BocnanuTenbHbIX 3a60neBaHNsX KNWeYHKa 2420 2420
MaTonoro-aHaTomMu4yeckoe nccrnegoBaHne GMONCMMHONO (oNepaLmMoHHOro)
mMaTepuana nepBomn KaTeropum CrnoXXHOCTN (Manoro onepaumoHHOro - ogHa
32-1327-0 |nokanu3auus, Ao 4 dpparmeHToB, MeHee 5 Kyb.cm) 2200
MaTonoro-aHaTomMu4yeckoe nccrnegoBaHne GMONCMMHONO (oNepaLmMoHHOro)
mMaTepuana BTOPOW KaTeropmm CrnoXxHocTu (6onbLIoro onepaLmoHHoro - ot 5
32-1328-0 |ky6.cm) 4000
MaTonoro-aHaTomMu4yeckoe uccrnegoBaHne GMONCMMHONO (onepaLmMoHHOro)
32-1354-0 |matepuana xenyaka c oueHkon no OLGA n OLGIM (go Tpex nokanusauuii) 2530
UccnepoBaHUA cBepTbIBAIOLWEN CUCTEMDI
Onpepenenuve MNMTU ¢ cpacyeTom MexayHapogHOro HOpManmM3oBaHHOrO
A12.30.014 32-200-0 |oTtHOWeHUs (MHO) 300
A12.05.039 32-201-0  |AxkTMBMpOBaHHOE YacTuyHoe TpombonnacTuHoBoe Bpems (AYTB) 250
A09.05.050 32-202-0 WccnepoBaHue ypoBHS hmbpuHoreHa B KpOBU 300
WccnepoBaHme BpemMeHM CBEPThIBAHMS HECTAbUNM3NPOBaHHOM KPOBY MO
A12.05.052 32-204-0 CyxapeBy (TONbKO N0 9KCTPEHHbBIM NMOKa3aHUsIM) 170
A09.05.051.001 |32-205-0 Onpepenexve koHueHTpauuu O-[lumepa B KpoBU 600
"emocTasnorpamma ¢ onpegeneHvem MTU (c pacuetom MHO), AYTB 1
B03.005.006 32-207-0 |pubpuHoreHa 800
FemaTtonorMyeckue uccneaoBaHus
A12.05.123 32-020-0 VMccnepoBaHme ypoBHS PETUKYNOLMTOB B KPOBM 300
A12.05.120 32-025-0 MccnepoBaHve ypoBHS TpPOMBOLMTOB B KPOBM 500
OBLWwmMn (KNMMHUYECKNN) aHanNn3 KPoBM (Ha aHanM3aTope € onpeaerneHnem
B03.016.002 32-033-0 |CO9J) 600
B03.016.003 32-034-0 O6Lwwnn (KNMHMYECKUn) aHanu3 KpoBK pa3BepHyThiv (c onpegeneHunem COJ) 700
OBwmn (kNMMHUYECKnin) aHanus KpoBu (Ha aHanusaTope 6e3 onpeaeneHus
B03.016.002 32-150-0 |CO9J) 400
A12.05.005 32-705-0 OnpepgeneHne oCHOBHbIX rpynn no cucteme ABO 660
A12.05.006 32-706-0 Pesyc-daktop (OnpepeneHve aHtureHa D cuctemsl Pesyc) 500
Ob6uweknMHuYeckre n bMoxmmmnueckme uccneaoBaHUA MOUM
TpexcTtakaHHas npoba (O6wui (KNMHUYECKUIA) aHanm3 MoYm C TpeMs
B03.016.006 32-002-0 [npobamwn) 1210
B03.016.014 32-003-0 Mpoba HeunnopeHko 390
B03.016.006 32-024-0 O6LWni (KMUHMYECKUIA) aHan13 Moyn 450
B03.016.006 32-151-0  |O6wwmin (KMMHNYECKUIN) aHanM3 MOYUM Ha aHanu3aTope 350
A26.28.001 32-038-0 |AHann3s moum (MokpoThl) Ha MunkobakTepun TyGepkynesa 610
A09.28.010 32-051-0 ViccnegoBaHve ypoBHS MOYEBOM KUCIOTbI B CYTOYHOM MOYe 440
A09.28.027 32-054-0 |Owactasa mouu (OnpepeneHve akTMBHOCTM anbda-amunasbl B MoYe) 280
Mpoba Cynkosuya (MccrnegoBaHne ypoBHS KanbLms B MOYe
A09.28.012 32-057-0 NONyKoNnM4YeCTBEHHOE) 440
A09.28.003.002 |32-058-0 |CytouHas akckpeums (OnpegeneHune 6enka B Moye) 330
A09.28.012 32-059-0 Kanbuwnii B CyTOMHON MOYe 280
A09.28.026 32-061-0 doccop B CyTOHHON MOYe 220
A09.28.003.001 |32-062-0 OnpepenexHve MukpoansbymmHa B Moye 610
Mpoba Pebepra (MccnegoBaHne dyHKUMM HEPPOHOB MO KNUPEHCY
A12.28.002 32-069-0 KpeaTuHMHA) 440
UccnepoBaHua cnepmbl
B03.053.002 32-014-0 Cnepmorpamma (Mukpockonuyeckoe nccnegoBaHve asKkynsaTa) 1820
32-031-0 OnpepeneHve KpoBuW B Npenapare cnepMmbl 390
A09.20.012 32-730-0 |AHTUcnepmanbHble aHTUuTena 1100

UccneposaHua Kana




MuKpockonuyeckoe uccrnefoBaHNe OTNeyYaTKoB C MOBEPXHOCTU KOXM
nepuaHanbHbIX CKNagok Ha siiua octpuy (Enterobius vermicularis) - cockob

A11.19.011.001 |32-017-0 Ha 3HTepobno3 400
A26.01.017 32-021-0 Mukpockonuyeckoe nccnegoBaHue Kana Ha anua v NMYUHKU reNIbMUHTOB 400
A09.19.001 32-022-0 VMccnepoBaHme kana Ha CKpbITYHO KpOBb 440
B03.016.010 32-023-0 Konponoruyeckoe nccnegosaHue (konporpammva) 550
A26.19.037 32-026-0 Mukpockonuyeckoe nccnefoBaHue Kkana Ha npocTeniume (LUMCTbl namonuin) 330
A09.19.012 32-036-0 |Yrnesogbl B kane (TECT Ha NaKTasHyl HeJOCTaTOYHOCTb) 940
A09.19.010 32-072-0 Konponoruyeckas anactasa B kane 3140
A09.19.013 32-610-0 VMccnepoBaHme ypoBHS KanbnpoTEeKTUHA B Kane 1710
A09.19.014 32-611-0  |TumorMarker2 nupysaTtkvnHasa B kane 2530
O6LeKknMHUYeCcKue uccnepoBaHus
A12.07.007 32-005-0 Mwukpockonusi maska 13 3eBa 720
32-007-0 Mwukpockonust maska n3 Hoca 720
Mas3ok Ha dnopy (Mukpockonmyeckoe uccnefoBaHue OTAENSIEMOTrO XEHCKMX
(MYXCKMX) MONOBbLIX OPraHoB Ha a3pobHbIe 1 haKynbTaTUBHO-aHa3PObHbIe
A26.20.006 32-009-0 MUWKPOOPraHn3mbl) 650
Cok npocTtatbl (Mykpockonuyeckoe UccrnegoBaHue ocajka cekpeTa
A12.21.005 32-010-0 [npocTaThl) 720
Mukpockonuyeckoe nccnegoBaHue Ha rpubbl (OpOXCoKeBbIE, NNECHEBbIE,
A26.01.015 32-011-0 |npepmartomuueTbl) cockoba C KOXM/HOTTEBbIX MNAaCTUHOK 500
O6wwit aHanm3 MokpoTbl (MyKpockonmyeckoe uccrnegoBaHue HaTUBHOTO U
A08.09.011 32-012-0 OKpalLEeHHOro npenapara MOKpOThI) 440
A26.01.018 32-018-0 Mukpockonuyeckoe nccnegoBaHme pecHuu/cockoba KoXmn Ha Knewen 390
A12.28.015 32-1351-0 |Mwukpockonuyeckoe nccnegoBaHne OTAENSeMoro u3 ypetpsbl 720
Liutonoruueckune uccnegosanma/ULX
Onkouutonorus (Lutonornyeckoe uccrniegosaHne MukponpenapaTta 13 LWenkn
A08.20.017 32-004-0 MaTKu1 W LiepBUKanbHOro kaHana) 750
A08.20.004 32-006-0 LinTonornyeckoe nccnegoeaHne acnupara n3 nonocty MaTtku 1500
32-013-0 LinTonornyeckunii Ma3ok Ha ropmMoHarnbHbIV OH 1500
Pap-tect (LluTonornyeckoe nccnegoBaHne mMaskoB (COCKOGOB) C MOBEPXHOCTU
LUEeNKN MaTKN (HapY>KHOro MaTOYHOro 3eBa) 1 LiepBMKanbHOro kaHana
A08.20.017 32-037-0 METOA0M >XMOKOCTHOW LIMTONOrn - okpalmsaHue no NanaHvkonay) 2400
TpaguumoHHbIn Masok (MMMyHOLMTOXMMNYECKOe NccneaoBaHmne
BGuonoruyeckoro matepuana (LMTonorMyeckoe nccrnegoBaHne Maskos 13
LepBMKanbHOro KaHana, Wenkn maTku, Bnaranuwa, synbsbl ¢ ILX oueHkomn
akcnpeccun Ki67, p16 n HPV - anarHoctuka ancnnasmm u paka LLUM),
A08.30.004 32-039-0 Bethesda system) 4700
Buoxumuueckue nccnesoBaHnA KPoOBU.
A12.06.060 32-040-0 OnpepeneHve ypoBHsi BUTamuHa B12 (unaHokobanamuH) B KpoBU 610
A12.05.011 32-041-0 ViccnepoBaHue xene3ocBsA3biBaloLen CnocoOOHOCTU CbIBOPOTKM 330
A09.05.083 32-042-0 VMccnepoBaHme ypoBHS IMMKMPOBAHHOIO reMornobuHa B KpoBU 550
A09.05.045 32-043-0 OnpepgeneHne akTMBHOCTM aMuIasbl B KPOBU 240
A09.05.021 32-045-0 WccnepoBaHuve ypoBHS obuiero bunupyburHa B KpoBU 220
WccnepoBaHme ypoBHS CBOOOOHOIO U CBA3AHHOMO OMnupyoburHa B KpoBM
A09.05.022 32-046-0 |(koHBIOrMPOBAHHOIO) 170
A09.05.193.001 |32-047-0 Qkcnpecc-uccnefoBaHne ypoBHS TPOMOHUHA B KPOBU 830
A12.22.005 32-048-0 [MpoBeaeHme rnKO30TONEPaAHTHOIO TecTa 1100
A09.05.180 32-049-0 OnpepgeneHne akTMBHOCTM NaHKpeaTU4eckon aMmmnnasbl B KPOBU 280
A09.05.080 32-050-0 donnesast KMCNOTa B CbIBOPOTKE KPOBU 610
A09.05.173 32-053-0 OnpepgeneHne akTMBHOCTM NMNasbl B CbIBOPOTKE KPOBU 330
A09.05.014 32-060-0 Benkosble dopakumm 610
A09.05.102 32-063-0 ®pykTOo3aMuH 610
32-064-0 JlaktatgerngporeHasa 280
A09.05.076 32-065-0 ViccrnepgoBaHve ypoBHS cheppuUTMHA B KPOBU 600
A09.05.008 32-066-0 ViccnegoBaHve ypoBHS TpaHCepprHa CbIBOPOTKU KPOBU 390
A09.05.214 32-067-0 ViccnegoBaHve ypoBHS rOMOLIMCTEMHA B KPOBU 1050
32-071-0 lMencuHoreH 1320
32-073-0 ["acTponaHenb 3520
A09.05.042 32-074-0 AJIT (OnpepeneHve akTMBHOCTW anaHMHamMmHOTpaHcdepasbl B KPOBU) 205
A09.05.041 32-075-0 |ACT (OnpegeneHue akTMBHOCTU acrnaptaTammHoTpaHcdepasbl B KPOBU) 205
32-076-0 OnpepgeneHve akTUBHOCTU KpeaTUHKNHA3bl B KPOBU 220
A09.05.044 32-077-0 TN (OnpegeneHne akTUBHOCTU raMMa-rnoTaMmnTpaHcepasbl B KPOBM) 170
A09.05.046 32-078-0 Onpepgenenns akTMBHOCTU LLieNoYHoM docdaTasbl B KPOBU 205
A09.05.010 32-079-0 VccnepoBaHue ypoBHS obuiero 6enka B KpoBu 170
32-080-0 WccnepoBaHve ypoBHS anbbymMuHa B KPOBU 170
A09.05.026 32-081-0 ViccnegoBaHme ypoBHS XonecTepyHa B KpoBur 205




JIBHI (UccnepoBaHue ypoBHA xonecTtepuHa nMnonpoTeMHOB BbICOKOM

A09.05.004 32-082-0 NAOTHOCTU B KPOBW) 255
JINHMM (UccnepoBaHme ypoBHS XOnecTepmHa NiMNonpoTENHOB HU3KON
A09.05.028 32-083-0 NAOTHOCTK) 255
A09.05.023 32-084-0 MccnepoBaHve ypOBHS MIOKO3bl B KPOBM 205
A09.05.025 32-085-0 VMccnepoBaHve ypoBHSA TpUrnuLepuaos B KPOBK 170
A09.05.020 32-086-0 VMccnepoBaHve ypoBHS KpeaTUHUHA B KPOBM 205
A09.05.017 32-087-0 VMccnepoBaHme ypoBHS MOYEBUHbBI B KPOBU 180
32-088-0 VMccnepoBaHve ypoBHS MOYEBOWN KUCMOTbI B KPOBU 170
A09.05.007 32-095-0 VMccnepoBaHme ypoBHS xenesa CbiIBOPOTKN KPOBU 220
WccnepoBaHme ypoBHS MNOKO3bl B KPOBK C MOMOLLLLIO FrtOKOMeTpa (aKkcnpecc-
32-099-0 |tecT) 220
UccneposaHusa yposHA N-TepMuHanbHOro dparmMeHTa HaTpunypeTu4eckoro
32-102-0 nponentnaa mosroeoro (NT-proBNP) B kposu 2590
HeopraHuueckue BelecTBa/3NneKTPoOANTbI KPOBU
32-044-0 ViccnegoBaHme ypoBHS XNOPUAOB B KPOBU 500
32-091-0 OO Kanbuuin B KPOBK 200
32-092-0 ViccnegoBaHve ypoBHS HeopraHudeckoro goocdopa B KPOBU 170
32-093-0 VMccnepoBaHve ypoBHS 06LLEro MarHnsi B CbiIBOPOTKE KPOBM 170
32-106-0 ViccnegoBaHve ypoBHS Kanus, Kanbuns, HaTpyusi B KPOBU 600
MapKépbl meTaboan3ma KOCTHOM TKaHU U OCTeonopo3a
A09.05.221 32-900-0 Butamun O3 (Mccnegosanue yposHsa 25-OH ButamunHa [ B kKpoBw) 1650
32-901-0 MupunuHk-0 (Mapkep pesopbummn KOCTeW) pasoBas NOPLUS MOYU 1300
32-902-0 MccnepoBaHme ypoBHSA OCTeoKanbLMHa B KPOBU 990
32-903-0 VMccnepoBaHme ypoBHS KanbLMTOHMHA B KPOBM 990
32-904-0 Mapkep pesopbumun kocTHOM TkaHu (B cross laps) 830
FopmoHanbHble uccnenoBaHuUA.
32-070-0 ViccnegoBaHve ypoBHS racTpuHa CbIBOPOTKM KPOBU 1320
A09.05.056 32-300-0 ViccnegoBaHve ypoBHS MHCYNMHA Nia3mbl KPOBU 750
32-302-0 17-KC (KomnnekcHoe onpepeneHvne conepxaHusi 17-keTocteponoB B MOYe) 1100
32-303-0 WHcynmHononobHbi dhakTop pocta 1 (UM®P 1, comaTtomeanH) 1160
OnpepneneHve cogepXaHusi aHTUTEN K peLienTopy TMPEOTPONHOro ropMoHa
A12.06.046 32-304-0 [(TTI) B kpoBM 1870
A09.05.065 32-305-0 WccneposaHve ypoBHs TupeoTponHoro ropmoHa (TTIM) B KpoBm 500
O6wwin T4 (MccnegoBaHue ypoBHS 06LLero TupokcuHa (T4) CbIBOPOTKM
32-306-0 [kpoBwu) 500
32-307-0 |O6bwwuin T3 (MccnepoBaHue ypoBHS obuiero TpuioaTnpoHnHa (T3) B KpoBu) 500
®CI (MccnegoBaHWe YpoBHSA PONNNKYNOCTUMYMNMPYIOLLLENO FOPMOHA B
A09.05.132 32-308-0 CbIBOPOTKE KPOBW) 550
A09.05.154 32-309-0 VMccnepoBaHuve ypoBHs obLyero actpaguona B KpoBU 550
32-310-0 ViccnegoBaHve ypoBHS napaTupeongHoro ropMoHa B KpoBum 880
A09.05.078.001 |32-311-0 VMccnepoBaHve ypoBHS CBODOOHOrO TECTOCTEPOHA B KPOBU 850
A09.05.063 32-312-0 WccneposaHue ypoBHS cBoboaHoro TnpokcrHa (CT4) cbiBOPOTKM KPOBM 500
A09.05.153 32-313-0 ViccnegoBaHve ypoBHS NporectepoHa B KPOBU 550
AT TT (OnpegeneHne cogepxaHusi aHTUTEN K TUPOrNoOynyHy B CbIBOPOTKE
A12.06.017 32-314-0  |kpoBwn) 440
JII (MccnepoBaHme ypoOBHSA MIOTENHU3NPYHOLLIETO FOPMOHA B CbIBOPOTKE
A09.05.131 32-315-0  |kpoBwn) 550
A09.05.135 32-317-0 VMccnepoBaHume ypoBHS obLLero Koptusorna B KpoBu 600
A09.05.067 32-318-0 WccnepgoBaHue agpeHOKOPTUKOTPONMHOIO ropMoHa B KPOBU 1050
A12.06.045 32-319-0 |AT TIO (OnpegeneHue cogepxaHus aHTUTEN K TUPEONepoKCaa3e B KPOBM) 600
A09.05.087 32-320-0 ViccnegoBaHve ypoBHS NponakTuHa B KPOBU 550
A09.05.078 32-321-0 VccnepoBaHme ypoBHS 0bLLEro TeCToCTepoHa B KPOBU 550
A09.05.090 32-324-0 XI'Y (MccnegoBaHWe YpoOBHSA XOPUOHUYECKOrO rOHaZ0TPONMHA B KPOBW) 500
32-325-0 ViccnegoBaHve ypoBHS KaTexonamuHoOB B MOYe 2420
MeTabonuTbl KaTeEXONAMMHOB (BaHUNWUIMUHAANBbHAs!, TOMOBAHWUIMMHOBaS, 5-
32-326-0 rMAPOKCUMHOONYKCYCHAs KUCIOThl) B MOYe 1760
32-327-0 OpUTPONOITUH 1100
32-328-0 ViccnegoBaHve ypoBHS METUIMPOBAHHbLIX KATEXONaMUHOB B KPOBU 2200
32-329-0 ViccnepgoBaHve ypoBHS anbAocTepoHa B KpOBU 660
32-330-0 |A4 (UccnepoBaHMe ypOBHSA aHOPOCTEHANOHA B KPOBW) 720
32-331-0 WccneposaHuve ypoBHsa C-nentvaa B KpOBU 770
32-332-0 |CTI (MccnepoBaHne ypoBHSA COMaTOTPOMHOIO rOPMOHAa B KPOBU) 1050
32-333-0 MakponponaktuH 770
32-336-0  |Tupeorno®ynuH 500
A09.05.121 32-337-0 ViccnegoBaHme ypoBHS peHUHa B KPOBU 1100




PacuyeT pucka gna 6epemeHHbix Bo Il TpumecTtpe (15 - 17 Hepenb) -

32-338-0 onpegenexne 6eta-cyobeanHmubl XI'Y obwero n A®rI 1320
A09.05.139 32-343-0 VMccneposaHuve ypoBHS 17-rmapoKkcnnporectepoHa B KpoBu 610
A09.05.149 32-349-0 |ArA (WccnepoBaHve ypoBHS AernapoannaHapocTepoHa cynbaTa B KpoBu) 500
A09.05.150 32-350-0 VMccnepoBaHne ypoBHS OUMMAPOTECTOCTEPOHA B KPOBM 1050
32-354-0 VMccnepoBaHme ypoBHS cBOBOOHOro aCTprona B KpOBM 660
32-356-0 "MoBynuH, cBA3bIBaIOLLMIA NOMNOBbLIE FOPMOHbI 610
32-358-0 WccneposaHune yposHs 17-rnapokcnkoptukoctepoungos (17-OKC) B moye 880
32-359-0 MccneposaHve ypoBHS meTaHepuHoB/HOpMeTaHe(puHOB B KpOBU 2420
32-360-0 VMccnepoBaHve ypoBHS MeTaHedpuHOB/HOpMeTaHe(pUHOB B MOYe 1760
A09.05.225 32-376-0 VMccnepoBaHve ypoBHS aHTUMIONNEPOBa rOPMOHA B KPOBU 1320
A09.05.061 32-377-0 WccneposaHme ypoBHsa cBobogHoro TpumnoatmupoHmHa (CT3) B kpoBum 550
PacueT pucka gna 6epemerHbix B | TpumecTpe (8 - 13 Hepenb) -
32-378-0 onpegeneHne 6eta-cyobeamHmubl XI'Y csobogHoro n PAPP-A 1430
32-379-0 MccneposaHne ypoBHS cBOBOAHOrO KOpTU3ona B Move 830
32-380-0 MccneposaHve ypoBHS cBOBOAHOrO KOPTU30na B CKOHE 610
OHKOMapKepbl
32-334-0 HE4 (mapkep paka simyHuKa) 990
MCA obwwin (MiccnegoBaHne ypoBHSi NpocTaTcneundmnyeckoro aHTureHa
A09.05.130 32-600-0 |obuiero B kpoBwW) 600
A09.05.089 32-602-0 ViccrnegoBaHve ypoBHS anbga-geTonpoTerHa B CLIBOPOTKE KPOBU 550
WccnepoBaHume ypoBHS onyxorneaccounvpoBaHHoro mapkepa CA 15-3 B
A09.05.231 32-603-0  [kpoBu 950
A09.05.202 32-604-0 VccnepoBaHve ypoBHS aHTUreHa afeHoreHHbIx pakos CA 125 800
A09.05.195 32-605-0 VMccnepoBaHve ypoBHS pakoBOro aMbprMoHanbHOro aHtureHa B kposu (POA) 800
32-606-0 |NSE (HelipoHcneunduyeckas eHanasa) 1210
32-607-0 [CA 242 940
32-608-0 WccnepoBaHue ypoBHS aHTUreHa ageHoreHHbix pakos CA 19-9 B kpoBu 800
32-609-0 MccnepoBaHme ypoBHS aHTUreHa ageHoreHHbix pakoB CA 72-4 B KpoBU 990
32-612-0 PacueT pucka paka siyHuka 1-2 ctagum - ROMA, CA 125 + HE4 1820
MHdeKumoHHble 3a6oneBaHusn
32-402-0  |AT k Ty6epkynesy 830
32-406-0 IgG Kk xnamugunsam 610
WccnepoBaHue ypoBHs aHTuten knaccos M, G (IgM, 1gG) k Bupycy
nmmyHogedpuumuta Yyenoseka BUY-1/2 n anturena p24 (Human
A26.06.049.001 |32-407-0 immunodeficiency virus HIV 1/2 + Agp24) B kpoBu 550
Onpepenenne cymmapHbix aHTuten knaccos M n G (anti-HCV 1gG u anti-HCV
A26.06.041.002 |32-408-0 IgM) k Bupycy renatuta C (Hepatitis C virus) B kpoBu 610
Onpepenenne aHtureHa (HBsAg) Bupyca renatuta B (Hepatitis B virus) B
A26.06.036 32-409-0  |KpoBM 440
32-410-0 PIIrA Ha cudmnuc 440
32-412-0  |AT k moHOHykneosy (AT k Bupycy AnwrenHa-bapp), IgM n IgG 610
32-413-0 IgM k HSV (Bupyc repneca) 500
32-414-0 IgG k HSV (Bupyc repneca) 500
32-415-0 IgG CMV (umMtomeranoBumpyc) 500
Onpepenenne aHtureHa (HbeAg) Bupyca renatuta B (Hepatitis B virus) B
32-416-0 KpoBM 720
Onpepenenne aHtuten knacca M (anti-HAV IgM) k Bupycy renatuta A
32-417-0 (Hepatitis A virus) B kpoBu 730
OnpepeneHne aHTUTEN KNaccoB kK agepHomy aHTureHy (HBcAg) Bupyca
32-418-0 renatuta B (Hepatitis B virus) B kpoBu 610
OnpepenexHne aHTUTEN K NOBEPXHOCTHOMY aHTureHy (HBsAg) Bupyca
32-419-0 renatuta B (Hepatitis B virus) B kpoBu 660
32-420-0 IgM CMV (uutomeranosumpyc) 500
32-422-0 IgA K xnammngnsm 720
32-423-0 IgM K BUpyCY KpacHyxu 830
32-424-0 IgG K BMpPYCY KpacHyxwu 830
32-425-0 IgG k 6opennunosy 720
32-426-0 IgM k 6opennuosy 720
32-428-0 IgM Kk Tokconnasme 770
32-429-0 IgG Kk ToKconnasme 720
Onpepenenne aHTuTen K e-aHtureny (anti-HBe) Bupyca renatuta B (Hepatitis
32-430-0 B virus) B kpoBu 940
32-431-0 PHI'A Ha nepcrHnos un ncesgoTtybepkynes 610
RW, mukpopeakums (OnpeaenexHve aHTuten Kk 6negHon TpenoHeme
(Treponema pallidum) B HeTpenoHeMHbIX TecTax (RPR, PMI1) (kayectBeHHOE)
A26.06.082 32-433-0 B CbIBOPOTKE KPOBMU 500




32-434-0 CTpenT-TecT CTPENTOKOKK rpynnbl A 720
32-436-0 PHI'A Ha guseHTepuio 500
32-438-0 PHI'A Ha canbmoHennes 500
32-440-0 IG Kk kneLleBomy sHUedanuTy 660
32-442-0 IgG K kopu 830
32-443-0 IgM k napoTuty 830
32-444-0 PHI"A Ha KoKntoL 1 napakoKmioLL 550
32-446-0 JKcnpecc-TecT Ha BUpYC rpunna 850
32-447-0 IgM K kKancmgHOMy aHTWUreHy Bupyca JnwTernHa-bapp 330
32-448-0 IgG k kKancugHoOMy aHTUreHy Bupyca dnwrtenHa-bapp 330
32-449-0 IgG k paHHeMy aHTuUreHy Bupyca JnwTenHa-bapp 330
32-450-0 IgG k aaepHOMyY aHTUreHy Bupyca dnwtenHa-bapp 330
OKcnpecc-TeCT Ka4eCTBEHHbIN MMMYHOXpoMaTorparyecknii Ha Hanmume
32-1357-0 |lgG/IgM k SARS-CoV-2 2090
32-451-0 IgG Bupyca OnuwrenHa-bapp, ABUWOHOCTb aHTuTen 550
32-452-0 Ig G k untomeranosupycy, ABUOHOCTb aHTuTEN 550
HenTtpanusytowme aHTutena k kopoHasmpycy SARS-CoV-2, 1gG
(OnpepeneHne cogepxaHna MemopaHHbIX UMMYHOTNOBYNNHOB),
A12.06.002 32-1359-0 |KOoNUYeCTBEHHO 1150
Mpoto3oiiHble U Napa3uTapHblie 3a6oneBaHusn
32-400-0 Onpepgenenne B kane AlC nambnuii 770
32-401-0 Onpepenenve B kane Al poTta- u afeHOBUPYCOB 660
32-403-0 |Al k H.pylori B kane 940
32-404-0 AT k aHTureHam ackapup, IgG 500
AHTUTENA K 4 renbMUHTaM (3XUHOKOKKO3, OMUCTOPX03, TPUXMHENNES,
32-405-0 |Tokcokapo3) 720
32-411-0 IgG k H.pylori 550
32-432-0 [CymmapHbie AT k nambnvsm (IgM v IgG) 720
32-454-0 Onpepgenexne B kane TokcMHoB A 1 B k Clostridium defficile 1540
Okcnpecc-aAMarHoCTUKa OCTPbIX MHAEKLIUIA XKeNygo4YHO-KULLIEYHOro TpakTa (16
32-550-0 MUWKPOOPraHn3MoB) 3300
NUP (monekynapHo-6uonornyeckue) uccnepoBaHus
32-500-0 MUP k Ty6epkynésy 550
Onpepenenne PHK Bupyca renatuta A (Hepatitis A virus) B KpoBu MeTogom
32-501-0 |MUP 880
32-504-0 Onpepenenve PHK Bupyca renatuta G B kpoBu metogom lNLIP 940
32-505-0 MUP Ha Bupyc BeTpsaHku (Varicella zoster virus) 550
32-506-0 MUP k ageHoBupycy 830
32-507-0 MUP k nepcuHmam (B kane) 550
32-508-0 MUP Ha Bupyc SnwrtenHa-bapp (Epstein-Barr virus) 550
Onpepenenne PHK Bupyca renatuta C (Hepatitis C virus) B KpoBu metogom
32-510-0 MUP, konuyecTBeHHOE UccnegoBaHue 6600
Onpepenenne OHK Bupyca renatuta B (Hepatitis B virus) B kpoBu meTtogom
32-511-0 MUP, konuyecTBeHHOE UccnegoBaHue 4950
32-512-0 MUP k 6opennnosy 880
32-513-0 MUP k knewesomy aHuedanuty 940
Onpepenenne PHK Bupyca renatuta D (Hepatitis D virus) B kpoBu metogom
32-514-0 |MUP 610
32-515-0 MLUP Ha Tokconnasmbl (Toxoplasma gondii) 550
32-516-0 MUP k H.pylori 550
Onpepenenne OHK xnamugumn tpaxomatumc (Chlamydia trachomatis) metogom
A26.04.009.001 |32-517-0 |MNLP 390
32-518-0 MUP k Neisseria gonorrhoeae 390
Onpepgenenne OHK mukonnasmel reHutannym (Mycoplasma genitalium)
A26.20.027.001 |32-519-0 |meTtogom [MLIP 390
Onpepenenne OHK ypeannaswm (Ureaplasma spp.) metogom lMLP (urealiticum
A26.20.035.001 [32-520-0 |v parvum) 390
Onpepenenne OHK TpuxomoHac BarnHanuc (Trichomonas vaginalis)
A.26.20.026.001 |32-521-0 |meTtogom [MLIP 390
MonekynspHo-6ruonornyeckoe nccnegosaHve Ha rpubsl poga kaHgnaa
A26.20.048 32-522-0 [(Candida spp.) 390
Onpepenenve OHK rapgHepennsl BarmHanuc (Gadnerella vaginalis) Bo
A26.20.030.001 |32-523-0 BnaranvwHom otgensgemom metogom lMLP 390
32-524-0 MUP k HSV 1/2 (Bupyc npoctoro repneca) 390
Onpegenenne OHK mukonnasmbel xomuHuc (Mycoplasma hominis) metogom
A26.20.035.001 |32-525-0 |MNLP 390
32-526-0 MUP Ha uutomeranosupyc (Cytomegalovirus) 390
Bupyc nanunnomsl yenoseka (HPV) Tunbl 16/18, kauecTtBeHHOE onpepeneHune
32-533-0 |AHK 280




Onpepenenne PHK Bupyca renatuta C (Hepatitis C virus) B KpoBu metogom

32-529-0 MUP, kayecTBeHHOE UCcnegoBaHne 610
Onpepenenne OHK Bupyca renatuta B (Hepatitis B virus) B kpoBu meTogom

32-530-0 MUP, kayecTBeHHOE UCcnegoBaHne 610

32-531-0 MUP k aHTEepoBupycy 610
Okcnpecc-TecT Ha onpeaeneHme COVID-19 (OnpegenerHne aHtureHa SARS-

A26.08.027 32-1360-0 [CoV-2) 2450
32-532-0 MUP k kokntowwy 390
32-536-0 MUP Ha xnamugun (Chlamydia pn.) 550

MonekynspHo-6ruonornyeckoe nccnegosaHve oTAensaeMmoro ns
LepBMKanbHOro KaHana Ha BMpYyc nanunnomsl Yyernoseka (Papilloma virus)
Hu3koro (6, 11, 44) n Beicokoro (16, 18, 26, 31, 33, 35, 39, 45, 51, 52, 53, 56,

A26.20.009 32-544-0 58, 59, 66, 68, 73, 82) kaHLUEeporeHHoOro pucka ¢ reHotunmposaHvem (HPV) 2530
32-545-0 MUP aHanu3 mukpoburoueHosa Bnaranuwia. 16 nokasarenemn, KONMMYECTBEHHO 2420
32-547-0 MUP aHanu3 mukpoburoueHos3a Braranuiia. 8 nokasaTenemn, KONMMYECTBEHHO 1650
32-549-0 MUP k Bupycy repneca 6 tmn 220

Onpepenenve [HK Bupycos nanunnomel yenoseka (Papilloma virus) 6 n 11
A26.21.008.001 |32-551-0 |TvMnoB B oTAensemMom us ypetpbl metogom [LP 990
MmmyHonoruyeckue uccneposaHua
32-700-0  [AHTUHenTpodunbHbIE K 0CHOBHbIM aHTureHam CKB (acOHK n AHCA) 1760
32-701-0  |AHTuTena k rmoTamart-gekapbokcunase (aHTM-GAD) 1760
32-702-0 |O6cnepoaHue npyu CKB (acAHK+AH®+AKA) 3630
32-703-0 ATUMUTOXOHAPWArbHbIE aHTUTENA 940
32-707-0 |AHTMTEna K rmagkon Mmyckynartype 940
32-708-0 BonyaHo4YHbIN aHTUreH 1050
32-709-0 UmmyHornobynuH A (IgA) 1160
32-712-0  [VImmyHorno6ynuH A (IgA) kK rmmnaguHy 1050
32-713-0  [VMmmyHornobynvH G (IgG) k rmmagunHy 1100
32-714-0 AHTUTENA K OCTPOBKOBbLIM KINEeTKam 1210
32-715-0  |AHTWUTEna K napueTtarnbHbIM KreTkam xenygka 1050
32-716-0 |AHTUTena Kk aHTureHam ggpa knetku n JHK 1540
32-717-0 AHTuTEna Kk asyxcnupanbHon JHK 870
32-718-0 WccnepoBaHue aHTuten K dpocdonmnmuaam 1600
32-719-0  |Onpepenenne aHTucTpentonunanHa-O (ACJI0) 440
32-720-0  |[Uwnpkynupytowie nMmMmyHHble komnnekcol (LINK) 1050
32-721-0  |AHTnHykneapHbin aktop (ANF) 870
32-722-0  |AHTuUTENa K KapAnonunuHy 1265
32-723-0  |AHTMpesyCHble aHTUTENa 660
32-724-0  |mmyHornobynuH G (IgG) 990
32-725-0  [MImmyHorno6bynvH M (IgM) 990

A09.05.009 32-726-0 WccnepoBaHue ypoBHA C-peakTUBHOIO 0ernka B CbIBOPOTKE KPOBU 500
32-727-0 PeBmatounaHbi ghakTop 500
32-728-0 KomnnemeHT 1 ero cpakumm 1100
32-729-0 LleppynonnasmuH 500
32-731-0  |CKPWHWHI ayTOMMMYHHbIX 3a00NeBaHUi NeYeHn 2750
32-732-0  |AHTUrpynnoBsble aHTUTENA 550
32-733-0  [CkpuHuHr uenuakum (AT k anbca-runagnHy 1gG u AT k aHgomusmio IgA) 1760

CybnonynsumoHHbIn coctas numdouutos (CD3, CD4, CD8, CD(16+56),
32-734-0 |CD19, CD4+CD25+, HLADR) 1930
AHTUTENA K LMKNMYECKOMY LIUTPYNNnH-cogepxallemy nentugy (ALLM/anti-
32-736-0 [CCP) 1710
32-737-0 OwnarHoctuka paHHero pesmartougHoro aptputa (AKA, All®, ALLIM/anti-CCP) 3410
32-738-0 PasBepHyTas ceponorus peematougHoro aptputa (AKA, AMN®, ALILIM, P®) 3030
AHTUTENa K uMTonnasme HeUMTPodUNoB C onpeaeneHnem Tmna
32-739-0 cBeveHna(LAHLA/nAHLIA) 1100
32-740-0 CKpuHUHT peBmatudeckor naronorum (AHO®, PO, AHLIA) 2420
KombunHupoBaHHoe obcrnefoBaHne Npyu BocnanuTenbHbl 3aboneBaHmsax
kmweyvHuka (AHUA, ASCA, AT k 6okanoBuaHbIM KNeTkaMm KLIeYHMKa 1
32-741-0  |9K30KPWHHOW YaCTW NOXKENYOOYHOW Xernesbl) 2970
32-742-0  |[AmarHocTuKa paccesiHHOro ckneposa (NMKBOP + CbIBOPOTKA) 3800
32-744-0  |AHTuTena k ckenetHblM Mbiwam (ACM) 1210
32-745-0 CkpvHUHT 6onesHen coeanHutenbHon Tkanu (AH®, SHA/ENA-cKpuH) 1930
32-746-0 CkpuHUHT ractputa A n nepHmumnosHon aHemum (AMNKXK n ABO) 1600
32-747-0  |AHTuTeEna K aueTunxonuHosomy peuentopy (AxP) 4400




32-748-0 Pa3BépHyToe ummyHonorndeckoe obcregoBaHve npu NonMHeEBpUTax 5230
32-749-0  |AHTuTEna npu noNUMUoO3nTe 3360
32-750-0 CKPWHWHI napanpoTeNHOB B CbIBOPOTKE (MMMyHOUKCaLNS) 3730
32-751-0 CkpuHUHr 6enka beHc-[xoHca B pa3oBon nopumm Mouu (MMMyHodMKcaLmm) 1320
32-752-0 MHTepdhepoHOBbLIV CTaTyC (KOMMMEKCHbIN aHanns) 2090
Annepronorunyeckue uccnenoBaHua
A09.05.054.001 |32-711-0 WccneposaHve ypoBHs obLiero uMMyHornodynvHa E B kpoBu 700
32-800-0 |AT numwesble 90 (TecT-cuctembl npoussoacTea CLUA) 9350
32-801-0 IgE kK MecTHbIM aHecTeT1Kam 1100
32-802-0 OnpepeneHvie HAMBUAYanbHbIX annepreHoB (3a O4WH annepreH) 660
32-803-0 OnpepenexHve NnaHenu annepreHoB 1160
BakTepuonoruyeckue metToabl UCCNeA0BaHUA
lMoces oToensemMoro yxa, rnasa Ha M1kpodnopy ¢ onpeaeneHnem
32-1338-0 |uyBcTBUTENBHOCTU AB 1 BakTepuodaram 770
Mukpobuonormnyeckoe (KynbTypanbHOE) UccrefoBaHne MOYM Ha aspobHbIe n
A26.28.003 32-1339-0 |dakynbTaTMBHO-aHa3pObHbIE YCNOBHO-NATOrE€HHbIE MUKPOOPTraHN3MbI 770
Mukpobuonoruyeckoe (KynbTyparnbHOe) UccrneaoBaHne oTAensaemMoro
YKEHCKMNX MONOBbLIX OPraHoB Ha asapobHble 1 hakynNbTaTUBHO-aHa3PObHbLIe
A26.20.008 32-1340-0 [MukpoopraHuamMbl 770
Mukpobuonormnyeckoe (KynbTypanbHOe) nccrnegoBaHne CMbIBOB U3
OKOMOHOCOBbIX MONOCTEN Ha a3pobHble 1 hakynbTaTUBHO-aHa3PObHbIe
A26.08.006 32-1341-0 |mukpoopraHuambl (CTadUNOKOKK 30N10TUCTbLIN) 550
MoceB Ha GeTa-remonUTUYECKUA CTPENTOKOKK rpynnbl A (Streptococcus group
32-1342-0 |A, S.pyogenes), ogHa nokanusaums 550
32-1343-0 |[NoceB Ha roHOKOKK 660
MoceB Ha meHuHrokokk (Neisseria meningitidis) n onpegeneHue
32-1344-0 |yyBcTBUTENBHOCTU K AB 660
32-1345-0 |lMoces kana Ha YIM uyBcTBUTENBLHOCTL K AB 1 6akTeprodaram 440
MoceB BMONOrMYECKUX XKMOKOCTEN, MA3KOB M COCKOBOB Ha MUKPOIIOpY U
32-1346-0 |yyBcTBUTENBHOCTE K AB 1 BakTepnodaram 770
32-951-0 Moces Ha H.Pylori c onpegeneHnem 4yBcTBUTENLHOCTU K AB 1045
32-952-0 lMoces Ha prnopy ¢ onpegeneHnem YyBCTBUTENLHOCTU K AB 770
WccnepgoBaHne MyukpobroLeHo3a KuweYHuka (gucbakrepunos)
A26.05.016.001 |32-953-0 KynbTypanbHbIMWU METOAaMU 850
Mukpobuonoruyeckoe (KynbTyparnbHOe) UccneaoBaHne Crnnsm n NeHoK ¢
A26.08.001 32-954-0 MUHZanNWH Ha nanoyky aucprepum (CorineBacterium diphtheriae) 500
Mukpobuonoruyeckoe (KynbTyparnbHOe) UccneaoBaHne rpyaHoro Morioka Ha
aspobHble 1 hakynbTaTUBHO-aHa3pPObHbIE YCNIOBHO-NATOrEHHbIe
A26.30.011 32-955-0 MWUKPOOPraHN3mbl 770
32-956-0 BakTepuonoruyeckoe uccnegoBaHune kana Ha nepcuHum (Yersinia spp.) 600
BakTepuonoruyeckoe nccnegoBaHne Cnvan 3agHen CTEHKU rMOoTKN Ha
32-957-0 nanoyky koknowa (Bordetella pertussis) 660
Mukpobuonoruyeckoe (KynbTyparnbHOe) UcCneaoBaHme Cnnsm ¢ MMHOanvH u
3aHEN CTEHKM IMOTKM Ha adpobHble 1 dhaKyrnbTaTUBHO-aHA3POOHbIe
A26.08.005 32-958-0 MUKpoopraHuambl (CTarnoKoKK 30N0TUCTbIN) 550
Mukpobuonormnyeckoe (KynbTypanbHoe) nccrnegosaHme
dekanuii/pekTanbHOro Maska Ha MUKpoopraHmamMbl poga wurenna (Shigella
spp.), poga canbmoHenna (Salmonella spp.) ¢ onpegeneHnem
A26.19.065 32-959-0  |4yyBCTBUTENBLHOCTU K aHTUBaKTEepuaneHbIM NpenapaTtam (Am3rpynna) 715
32-960-0 Moces Ha gpoxokenofobHble rpubbl ¢ onpefeneHnemM YyBCTBUTENBHOCTM K AB 940
Mukpobuonormnyeckoe (KyrnbTypanbHoe) nccrenoBaHme KpoBu Ha
A26.05.001 32-961-0 CTEPUNBHOCTb 940
lMoces Ha MukoNnasmy ¢ onpeaeneHvem YyBCTBUTENbHOCTU K AB
32-962-0 (Mycoplasma hominis) 830
Mukpobuonoruyeckoe (KynbTypanbHOe) UCCrnefoBaHne Ha ypeannasmy
ypeanuTtukym (Ureaplasma urealyticum), ¢ onpegeneHmem 4yBCTBUTENBHOCTM
A26.21.004 32-963-0 [k AB 830
32-965-0 MoceB Ha xnamnamm ¢ onpeneneHnem YyBCTBUTENbHOCTU K aHTMBNOTMKaM 880
32-985-0  |Ancburos knweyHunka (nogbop aHTMOGMOTUKOB,6aKkTeprodaros 1 NPobUOTMKOB) 1650
Mukpobuonormnyeckoe (KynbTypanbHOe) nccrnegoBaHne CMbIBOB U3
OKOMOHOCOBbIX MONOCTEN Ha a3pobHble 1 akynbTaTUBHO-aHa3pObHbIe
A26.08.006 32-1352-0 |muKpoopraHusmebl (Ha nanoyky andrepun - Corinebacterium diphtheriae) 550
Mukpobuonoruyeckoe (KynbTyparnbHOe) UCCneaoBaHne OTAeNsaeMoro cekpeTa
npocTaTtbl Ha aspobHble 1 akynbTaTUBHO-aHAdPOOHbIE YCNOBHO-NATOreHHbIE
A26.21.006 32-1353-0 |MuKpoopraHuambl (ypeTpanbHOro OT4ensaemMoro) 770




32-1358-0

Mukpobuonormnyeckoe (KynbTypanbHoe) nccrnenoBaHne paHeBoOro
OTAENAeMOro Ha a3pobHble 1 hakynbTaTUBHO-aHa3PObHbIE MUKPOOPTraHW3MbI

770

Ycnyru ctaumMoHapa

HABTIOJEHUE B CTALUMOHAPE

Yxoa 3a 6onbHbIM B CTaunoHape, pasmMelleHne B OLHOMECTHOW nanare,
BKINMKOYeHbI rTMrMeHn4eckne npoueanypbl, MaHnnynaummn M/CeCprI,

B01.057.005 33-017-0 KOHCyrbTaLMmM feyallero Bpada, LeHa ykasaHa 3a 0auH AeHb 4050
Yxop 3a 60nbHbIM B CTauuoHape, pa3melleHe B AByXMECTHON nanare,

BKITHOYEHbI TMrMeHnYecKkMe npoueaypbl, MaHMNynauMmM mMm/cecTpsl,

B01.057.005 33-018-0 KOHCyrbTaLMmM feyallero Bpada, LeHa ykasaHa 3a OauH AeHb 3470
Yxoa 3a 60nbHbIM B CTauuoHape, pa3MeLleHe B TPEXMECTHON nanarte,

BKITHOYEHbI TMrMEeHnYecKMe npoueaypbl, MaHMNynaumm mMm/cecTpsl,

B01.057.005 33-019-0 KOHCyrnbTaL MM feyallero Bpaya, LeHa ykasaHa 3a OauH AeHb 2890
Yxoa 3a 6onbHbIM B CTauuoHape, pasmelleHe B OQHOMECTHOM nanaTe
(BKNIOYEHbI MUTAHUE, TUTMEHNYECKME NPOLEAYPbI, MAaHUNYNALMM M/CECTpbI,

B01.057.005 33-021-0 KOHCynbTaLuM nevallero Bpaya; LieHa ykasaHa 3a OfHU CyTKK) 4620
Yxoa 3a 6onbHbIM B CTauuoHape, pa3melleHue B nanarte JIKOKC, BkntoYveHbI
rMrneHm4eckme npoueaypbl, MaHUNyNALUMM M/CecTpbl, KOHCYNbTaUMn

B01.057.005 33-020-0 nevatlero Bpaya, LeHa ykasaHa 3a oavH AeHb 4620
Yxop 3a 60nbHbIM B CTauuoHape, pa3mMeLleHe B ABYyXMECTHON nanare
(BKNIOYEHbI MUTAHUE, TUTMEHNYECKME NPOLEAYPbI, MAaHUNYNALMM M/CECTPbI,

B01.057.005 33-022-0 KOHCynbTaLuM nevallero Bpaya; LieHa ykasaHa 3a OfHWU CyTKK) 4050
Yxop 3a 60nbHbIM B CTauMoOHape, pa3mMeLleHne B TPEX/YETbIPEXMECTHOW
nanare (BKMHOYEHbI MUTAHUE, TMrMeHnYeckne npoLeaypbl, MaHUMYNSAUMmn

B01.057.005 33-023-0 M/CecTpbl, KOHCYNbTaUuW nevallero Bpaya; LieHa ykasaHa 3a Of4HU CyTKK) 3470
Yxop 3a 6onbHbIM B cCTauuoHape, pasmelleHne B nanarte JIKOKC (BkntoyeHbl
nuTaHue, rMrmeHn4eckme npoueaypbl, MaHUNYNAUMM M/CECTPbI, KOHCYNbTaLUn

B01.057.005 33-024-0 |nevaulero Bpada; LeHa ykasaHa 3a OfHU CYTKK) 5780
E>xeQHEBHbIN OCMOTP BpayYOM-aKyLLEPOM-TMHEKOSIOrOM, C HabnaeHNEM K
YXOO0M CpefHero n mnaguwero MeaumLUmMHCKOro nepcoHarna B OTAeneHmm

B01.001.007 33-025-0 cTaumoHapa (4o 4 4YacoB) 2890
E>xeqHEBHbIN OCMOTP BpayYoM-aKyLLEPOM-TMHEKONOroM 6epeMeHHOMN, C
HabnogeHneM 1 yxogom cpegHero u mnaguero MeamumMHCKoro nepcoHana B
OTAEeneHun ctTaumoHapa (B 0gHOMECTHOWN NanaTte AHEeBHOro ctauuoHapa ao 4

B01.001.008 33-026-0 |yacos, 6e3 CTOMMOCTM NeKapCTBEHHbIX NpenapaTos) 2890
ONEPALIMU. AKYLLEPCTBO U TMHEKO/1IOIMA
YpaneHve BHyTPUMaTOYHOW cnvpani (C Ncrnofb30BaHnem

A11.20.015 01-032-1 9H0BUAEOTEXHOIOMNIA) 15750

A03.20.003 01-060-0 'cTepockonus (guarHoctTudeckas) 8400

A11.20.008.001 |01-061-0 [uarHocTnyeckoe BbickabnvMBaHWe NonocT MaTku 7350

A16.20.021 01-066-0 PacceyeHne geBCTBEHHOM NMeBbl 8300

A16.20.026 01-068-0 Pacce4yeHne n ncceveHme cnaek XeHCK1X nonoBbIX OpraHoB 19640

A16.20.079 01-068-3 Bakyym-acnvpaums a3HaoOMeTpus (MHTpaonepaLnoHHas) 10500

A16.20.060 01-075-0 BoccTtaHoBneHve 4eBCTBEHHOW NNeEBbI 32030

A16.20.065 01-077-0 PaccedeHne neperopogku Bnaranuiia 5670

A16.20.066 01-078-0 PacceyeHne cuHexuii MarnbIX NOnoBbIX ryo 5090

A16.20.018 01-078-1 McceveHne remaTombl XXEHCKMX NMOSTOBbIX OPraHoB 19850

A16.20.067 01-079-0 Pesekumsa manbix nonosbix ryd 32340
YpaneHve HoBoobpa3oBaHuWs Bnaranviia (Mapcynmanmaaums KUCTbl

A16.20.059.001 |01-080-0 Bnaranua) 13130
[narHocTuyeckoe BbickabnuneaHve LiepBrKanbHOro kaHana (KropeTax

A11.20.008.002 [01-090-0 |uepBuKanbHOro KaHana) 5250

A03.20.003 01-091-0 'cTepockonus (C PaKUMOHHBIM KIOpETaXeM) 12600
BoccTaHoBneHue BynbBbl U MPOMEXHOCTU (KOPPEKLUS (NeveHre) kceposa,

AncrnapeyHun, cknepaTpomryeckoro NmxeHa BynbBbl, XPOHUYECKOW TPELLUHBI

A16.20.030 01-115-0  |3agHel cnaviku meTogom GropeBMTanmM3aumm) 7880
BoccTaHoBneHue BynbBbl U MPOMEXHOCTU (KOPPEKLUs (NeveHre) kceposa,

OncrnapeyHun, cknepaTpomryeckoro NuxeHa BynbBbl, XPOHUYECKOW TPELLUHBI
3agHen cnankm MeTogoM BBeAeHUs unnepos Ha OCHOBE CBA3aHHOM

A16.20.030 01-116-0 rManypoHOBOW KNCMNOTbI) 14180
BoccTaHoBneHue BynbBbl U MPOMEXHOCTU (KOPPEKLUS (NeveHre) kceposa,

AncrnapeyHun, cknepaTpomryeckoro NuxeHa BynbBbl, XPOHUYECKOW TPELLUHBI
3afHel cnaviku, KOMMNIeKCHoe NpMMeHeHne bropeBuTanmsaummn n BBeAeHUs
A16.20.030 01-117-0  |dunnepos) 22050




BoccTaHoBneHve BynbBbl ¥ MPOMEXHOCTY (ManovHBa3MBHas
Ge3onepaLnoHHas KOPPEKLMS MOCNEPOAOBBIX U NOCTTPABMaTUYECKUX
PYBLOBbIX AedopMaLyii ByNbBapHOro KosbLa ¢ NpYMeHeHneM uniepoB Ha
OCHOBE CBSI3aHHOM rManlypoHOBOM KMCIOTbI (3a OAHO BBEAEHWE

A16.20.030 01-119-0 MWHVMMarnbLHOro obbema - 2,5 mn)) 14180

A16.20.030 01-121-0  |Nabuonnactuka (nnacTuka NonoBbIX ryo) 14900
Konbnopadwus | kateropms cnoXxHocTn (ykpenneHve Mbilll, Ta30BOro gHa,

A16.20.030 01-122-0 nepegHas Wnu 3agHas CTeHKa Bnaranuwa) 22000
Konbnopadus |l kateropus CrnoXxHocTn (yKpensieHue MbiliLl Ta30BOro gHa,

A16.20.030 01-123-0 nepeaHasa 1 3agHAa CTEHKa Bnaranuwa) 24000
Pesekumsa manbix NonoBbiX ryd (Xxmpypruyeckas peKoOHCTPYKLUS aHaToOMUn

A16.20.067 01-125-0 HapY>XHbIX NOJIOBbIX OPraHoB) 31500

A16.20.036.001 |01-177-0 OnekTpoanaTepMOKOHM3aLNS LENKN MaTKK (B YCNOBUSX OnepaLyuoHHOWM) 11130
JlazepHasi Banopusaums LUENKN MaTKu (QuameTp 3KTONUK LWenkn matku oo 1,5

A16.20.036.002 |01-185-0 |cm) 7350
JlazepHasi Banopusaums LWEeNnKM MaTkm (GuameTp SKTOMUK LWENKN maTku Gonee

A16.20.036.002 |01-186-0 1,5 cm) 13650
NasepHas xvpyprus npu HOBOOBPa30BaHUSAX XKEHCKNX MOMOBbLIX OPraHoB

A22.20.005 01-187-0 (koarynaumns o6pa3oBaHW XXEHCKMX MOMOBbLIX OPraHoB, A0 5 KOHAWUITOM) 5250
NasepHas xvpyprusa npu HOBOOBPa30BaHUSAX XKEHCKNX MOMOBbLIX OPraHoB

A22.20.005 01-188-0 (koarynaumns o6pa3oBaHW XXEHCKMX MOMOBbIX OpraHoB, 6bonee 5 KOHANNOM) 10500
PacceueHune u ncceyeHne cnaek XeHCKnX NonoBbIX OPraHoB C

A16.20.026 01-190-0 NCMNONb30BaHNEM Na3epHbIX TEXHOMOMMI 27300
PacceueHve neperopogkm Bnaranuila ¢ UCNonb30BaHMEM Na3epHbIX

A16.20.065 01-191-0  |TexHonoruwm 12600
ONEPALMU. SHAOBUAEOTMHEKONOIUA (NANAPOCKONKNA)

A16.30.079 73-001-0 [warHocTnyeckas nanapockonums 31500

A03.20.003.001 |73-002-0 'mcTepopesekTockonusa 24050

A16.20.099 73-004-0 'mcTepockonmyeckas MMOMIKTOMMS 26250

A16.20.099.001 |73-005-0 'McTepockonnyeckas MUOMIKTOMUS 3NEKTPoXMpypruveckas 31500
MyHKUMSA KUCTBI ANYHKMKA U acnupauus akccyaaTa (MHTpaonepaLlmoHHas,

A11.20.007 73-006-0 OMarHocTuyeckasi, BO BpeMs nanapocKonmm) 6300

A16.20.008 73-007-0 PasgeneHve BHYTPMMAaTOYHbIX CpaLLleHun, | KaTeropnm CnoXxXHOCTH 36750
PasgeneHve BHYTpMMAaTOYHbIX cpalleHun, |l kaTeropmm crnoxHocTu (¢

A16.20.008 73-008-0 [mamapockonnyeckom accucTeHUen) 47250
Crepunusaums MaToyHbIX TPYO € MCNONb30BaHNEM BUAEOIHOOCKONMNYECKMX

A16.20.041.001 |73-009-0 TEXHOMOrnn 21000

A16.20.004.001 |73-010-0 CanbMUHIraKTOMUS C UCMOMNBb30BAHNEM BUAEOIHOOCKONMNYECKMX TEXHOMOMUIA 39900
CanbnuHrooBapuonuauc (PaccedyeHune 1 uccedeHne Crnaek XXeHCKMX NoroBbIX

A16.20.026.001 |73-011-0 |opraHoB C UCMONb30BaHUEM BUAEOIHAOCKOMUYECKNX TEXHOIOTN) 47250
McceyeHre oyaroB sHOOMETPMO3a C UCMONb30BaHNEM

A16.30.036.001 |73-012-0 BMAE03HA0CKONUYECKUX TEXHOSTOMUN 57750
YpaneHue KUCTbl IMYHMKA C UCMOMb30BaHUEM BUAEO3IHOOCKOMUYECKUX

A16.20.001.001 |73-013-0 |TexHonorun 36750

A16.20.002.001 |73-014-0 O0opaKTOMUS C NCMOSIb30BaHMEM BUOE0IHAOCKOMMYECKMX TEXHOMOIMN 42000
Cyb6ToTanbHas ructepaktoMmms (amnytaunst matkv) 6e3 npmaaTKkoBs C

A16.20.010.001 |73-015-0 MCNonb30BaHWEM BUOEO3HOOCKOMNYECKNX TEXHONOMNI 57750
Cyb6TOoTanbHas rucTepakToMums (amnytaums MaTkv) ¢ npugatkamu ¢

A16.20.010.003 |73-016-0 MCNonb30BaHWEM BUOEO3HOOCKOMNYECKNX TEXHONOMNI 68250
ToTanbHas rucTepakToMust (IKCTUpNauust MaTkm) 6e3 NpuaaTkos C

A16.20.011.001 |73-017-0 MCNonb30BaHWEM BUOEO3HOOCKOMNYECKNX TEXHONOMNI 68250
ToTanbHasa rucTepakTomMust (3KCTMpNauus MaTk1) ¢ npuaaTtkamu

A16.20.011.003 |73-018-0 nanapockonuyeckasi C UICnosib30BaHNEM BMAE03HO0CKONMMYECKUX TEXHOSOMN 73500
YpaaneHue napaoBapuanbHOW KUCTbI C UCMOMNb30BaHNEM

A16.20.001.001 |73-019-0 BMAE03HA0CKONUYECKUX TEXHOSTOMUI 31500

A16.20.061.001 |73-020-0 Pesekuunsa snyHnKa ¢ UCnorb3oBaHNEM BUAEOIHAOCKONUYECKUX TEXHOITOMUN 61950
MrOM3IKTOMMS (3HYKMNeaLuss MMOMAaTO3HbIX Y3I0B) C UCMONb30BaHNEM
BMAE03HAOCKOMMUYECKUX TEXHOMOMMI, | kaTeropum cnoxHoctu (tun 7 FIGO, go

A16.20.035.001 |73-021-0 |3 cm) 42000
MrOMIKTOMMS (3HYKMNeaLuss MMOMAaTO3HbIX Y3I10B) C UCMONb30BaHNEM
BMAE03HAOCKOMUYECKUX TEXHOMOIMIA, Il KaTeropnm cnoXxHOCTU (TUnbl 4 - 6

A16.20.035.001 |73-022-0 FiGO) 63000
ONEPALIU. ®ZIEBONIOTUA

A11.12.003.002 |25-006-0 VHTpaonepaunoHHas ckrnepoTtepanus 10500




ONEPALIMUA. OTOPUHOJIAPUHIOJIOTUA

A16.08.035.001 |10-122-0 |YpaneHue OOMHOYHbIX MONUMOB HOCOBLIX XOA0B (ABYCTOPOHHEE) 14700

A16.08.035.001 |10-123-0 |YpganeHue nNonvnoB HOCOBBIX XOA0B (OBYCTOPOHHEE) 18900

A16.08.066.001 |10-230-0 CentonnacTtuka (lMogcnmsncras pesekumsa neperopofkn Hoca) 40000

A16.08.010.001 |10-147-0 Mogcnuancras Ba3oTOMUSA HUXKHUX HOCOBbIX PAKOBMH OQHOCTOPOHHSS 8400

A16.08.010.001 |10-148-0 Moacnuancras Ba3oTOMUS HUXKHUX HOCOBBIX PaKOBUH OBYCTOPOHHSASA 16800

A16.08.055 10-149-0 McceyeHre pybLIOB M CMHEXMIA NONOCTM HOCA BYCTOPOHHME 9450

A16.08.055 10-150-0 cceyeHre pybLIOB M CMHEXMIA NONOCTM HOCA OJHOCTOPOHHEE 4730
"ariMopoTOMUS NPY KUCTONOAOOHBIX 06Pa30BaHUAX BEPXHEUYEMHCTHOWM
nasyxu (PagukanbHas onepauusi Ha BEPXHEYEMCTHBIX Nasyxax

A16.08.017.001 |10-154-0 |O0QHOCTOPOHHSAS) 26250
FanmMopoToMMs NPy XPOHUYECKNX NOSIMMO3HbLIX U MNOMANMO3HO-THONHBIX
cuHycutax (PagnkanbHas onepaums Ha BEpXHEYENCTHBIX Nasyxax

A16.08.017.001 |10-155-0 |0QHOCTOPOHHSAS) 36750
"ariMmopoTOMUS NpY OQOHTOrEHHbIX ranmMopuTax (PagukanbHas onepauus Ha

A16.08.017.001 |10-156-0 BEPXHEYENIOCTHbIX Na3yxax 04HOCTOPOHHSS) 36750
"ariMopoTOoMUS 3HAOHA3anbHasa NoA KOHTponeM sHAockonuu (PagukansHas

A16.08.017.001 |10-157-0 onepauusi Ha BEPXHEYENMCTHBIX Na3yxax OJHOCTOPOHHSIS) 42000

A16.08.010.001 |10-159-0 Koppekuusa CTpyKTyp ocTMoMeaTanbHOro KoMnnekca ogHOCTOPOHHSASA 13650
YpaaneHue nobpokadecTBEHHbIX HOBOOOpa3oBaHWiA NepeaHnx oTAenoB

A16.08.035.001 |10-163-0 nonocTun Hoca 13130

A16.07.087 10-167-0 YacTtuyHas pesekums a3blyka 15440
YcTpaHeHue gedekrta HapyXHOro Hoca (CNoXHble, KOMOUHMPOBAHHbIE

A16.08.008 10-179-0 aedopmaLin Hapy>KHOro Hoca) 58800
YBynonanaronnactuka ¢ OpMMpPOBaHNEM apKn MSArkoro Heba u A3bluka npu

A16.07.087 10-191-0 poHXonaTusax 47250

A16.08.035.001 |10-196-0 |YpaneHue xoaHanbHOro nonuna 15750

A16.27.002.001 |10-197-0 Otmoupgotomus (MepeaHsia (0QHOCTOPOHHSAS)) 15750

A16.27.002.001 |10-198-0 OTMougoTomMus (NnepeaHsia n cpefHsAst (O4HOCTOPOHHSS)) 16280

A16.27.002.001 |10-199-0 OtmougoTtomus (ToTanbHasi (O4HOCTOPOHHSIS)) 22370

A16.08.066.001 |10-200-0 Peonepauus Ha neperopofke Hoca 58800
YpaaneHvne HOBOOGpa3oBaHUN HOCOBOW NEPEropoakn MeTOAOM nas3epHon

A16.08.062 10-211-0  |gecTpykumm 15750

A16.08.074 10-212-0 JlazepHasa gecTpyKumsa COCy0B HOCOBOW NEePEropoaKku 15750

A22.08.023 10-217-0 JlazepHas KOHXOTOMMS 15750

A16.08.002.001 |10-233-0 |JlasepHasa ageoTomMus (fasepHasi peaykumnsi aneHouaoB) 26250

A16.08.001 10-218-0 | TOH3MNaKTOMMSA 36750
Broncus cnuaucToit 060M04KM MONOCTN HOCA U HOCOTTNOTKM MO KOHTPONEM

A11.08.003.001 |10-221-0 3HO0CKOMMYECKOro uccnegoBaHus 2520
Broncus cnuaucTolt 060M04YKM OKONOHOCOBBIX Ma3yX Nog KOHTPONeM

A11.08.015 10-222-0 3HO0CKOMMYECKOro uccnegoBaHus 3150
Broncusi cnuaucTor ropTaHornmoTKX Nof, KOHTPONeM SHOOCKONMUYECKOro

A11.08.008.001 |10-223-0 nccnegoBaHus 3150

A16.08.035.001 |10-121-0 |YganeHue 0QMHOYHOrO Nnonmna HOCOBbIX XOA40B (OAHOCTOPOHHEE) 7880

A16.08.035.001 |10-120-0 |YganeHue nNonvnoB HOCOBbLIX XO40B (OOHOCTOPOHHEE) 10500

A16.08.017.002 |10-119-0 MuKporanmMopoToMumsi OIHOCTOPOHHSIS (yAaneHve KucTbl/nonuna) 21000

A16.08.064 10-232-0 |JlasepHas TOH3MNMNOTOMMUS (NasepHast peaykuus HeOGHbIX MUHOAMWH) 26250
ONEPATUBHOE BMELLATE/IbCTBO

A16.21.010 15-053-0 Opxunakromus (C npyaaTkamMun Suyka OAHOCTOPOHHSSA) 10190

A16.21.013 15-056-0 O6pesaHne KpanHen NNoTu (LMPKYMLU3NO) 17850

A16.21.012 15-065-0 Basopesekuus (OBYXCTOPOHHSAS) 16590

A16.21.038 15-068-0 lMnacTtuka y3geykn KpanHen nnotum 7350
MepeBsska 1 nepecedeHne AMHKOBOM BEHbI (onepauunst iBaHucceBmya,

A16.28.045 15-070-0 Mapmapa) 21000

A16.21.023 15-071-0 YpaneHue npugaTka audka 17120

A16.01.017 15-072-0 YpaneHue nobpokavyecTBEHHbIX HOBOOOPa3oBaHWI KOXN 4990

A16.21.037.001 |15-082-0 MccedeHme KnCTbl npuaaTtka (sudka) 14700

A16.28.072 15-087-0 Lnctoctomusa (TpoakapHas) 12600
YpaneHue nobpokavyecTBeHHbIX HOBOOGpa3oBaHMI NOMOBOro YrieHa (Mnm

A16.21.043 15-088-0 MOLLIOHKW) 5200

A16.21.010 15-119-0 Opxunakromus (C npyaaTkammn smyka ABYCTOPOHHSASA) 18060
ONEPALMU. XUPYPTUA

A16.19.041 06-020-0 VccedeHne remopponganbHbiXx 6axpomMok 10500

A16.19.035 06-026-0 McceyeHme nogKoXXHO-NOACNN3NCTONO CBMLLA NPSIMOW KULLKN 23100
WcceueHre npecakpanbHoW KUCThI (MCCeYeHNE ANUTENUarnbHOro KOMYNKOBOroO

A16.19.047 06-028-0 [xopa) 26250
WcceyeHre HOBooOpa3oBaHuin nepraHanbHo 0bnacTv u aHanbHOro kaHana

A16.19.033 06-037-0 (OCTPOKOHEYHBIX KOHAUIIOM, NANUIIoOM eQUHWNYHBIX, 38 OOUH SMNEMEHT) 1580




A16.19.017

06-038-0

YpaneHue nonvna aHanbHOro kaHana u I'IpﬂMOVI KULLKKN

21000

A16.19.016

06-039-0

OBakyaumsi TPOMBUPOBaHHbLIX FEMOPPOUAANbHBIX Y3M0B (TPOMGIKTOMMS
remoppounganbHbIX Y3roB)

15750

A16.19.047.001

06-040-0

WccedeHne npecaKpaanoﬁ KMUCTbI C pe3e|<u,1/|e171 Kon4unka (mccequme
ANUTENNanbHOro KON4YMKOBOIro Xxoga c pe3el<u,mel7| KOI'ILWIKa)

34650

A22.12.005

06-041-0

Bosgewcteue Nna3epHbIM n3rny4yeHnem npm cocyaucTbix HOBOO6pa3OBaHMﬂX
(,CI,OI'IOJ'IHGHMe K reMopponasakromumn, 3a ognH SJ'IeMeHT)

15750

A22.19.001

06-042-0

PektanbHoe nasepHoe BO3AencTBME Npu 3aboneBaHnsX CUrMOBUOHOW U
NPSIMO KULLIKM (GONOSNTHEHNE K MCCEYEHNIO aHaNbHOW TPELLMHbI)

15750

A16.30.032

20-106-0

YpaneHne HoBooGpa3oBaHWst MATKUX TKaHen (onepaTMBHOE fieveHne
rMHEeKOMacTUW, LieHa ykasaHa 3a oaHy rpyab)

31500

A16.30.001.002

20-111-0

PapukanbHoe npoTesupytolee yctpaHeHue 6egpeHHon rpbikn (OnepaTtmeHoe
neyeHve NaxoBo-6eApEHHON rPbIKM C UCMOSb30BaHWEM CeTYaTbIX
UMMNIAHTOB)

36750

A16.30.001.002

20-112-0

PapukansHoe npoTesupytoliee ycTpaHeHe NaxoBon rpbhxu (OnepaTnBHoE
neyeHve nNaxoBo-6eApEHHON rPbIKM C UCMONb30BaHWEM CeTYaTbIX
UMMNIAHTOB)

36750

A16.30.002.002

20-116-0

PaavkanbHoe npoTesunpytolLee ycTpaHeHue nynoyHoit rpeikm (OnepaTtmeHoe
neyeHne NynoYHoOM rpbkn C UCMOSIb30BaHWEM CeTYaTbIX UMMNITAHTOR)

31500

A16.30.004

20-118-0

PapukansHoe npoTesupytoliee yCTpaHeHWE rpbbku nepeaHen GproLLIHO
cTeHkn (OnepaTMBHOE NeYeHne rpbikn nepegHen 6proLLIHON CTEHKM C
MCMONb30BaHNEM CETYATBIX UMMIAHTOB)

34650

A16.30.004.002

20-119-0

Mnactuka npu gnacrtase npAamMbIX MbillL XUBOTa (onepaTMBHoe neyeHune
agnacrtasa npAamMbIX MbILLL )KVIBOTa)

34650

A16.30.004.004

20-120-0

OnepaTtuBHOE NeveHne nocreonepaumMoHHON BEHTPanbHOWM rPbikn CO
cnaeyvHbiM npoueccoM (Onepaunst npy Manon n cpeaHemn
nocneonepaunoHHON rpbixke, cnoxHas gopma)

44100

A16.30.004.007

20-121-0

OnepaTtuBHOE NeveHne nocneonepaumoHHON MHOrOKaMepPHOWN BEHTPanbHOM
rpbbKM CO cnaeyHbiM npoueccom (Onepauns npu 6onbLUIOn
nocrneonepauMoHHON rpbike)

56700

A16.30.008

20-123-0

AbgomuHonnactmka (McceveHne KoxXu 1 NOAKOXKHO-KMPOBOM KNeTyaTKu
nepegHen GPIOLLIHON CTEHKM)

126000

A16.30.032

20-125-0

McceveHne HOBOOGpa3oBaHUSA MArkUX TKaHeN (McceveHme HoBooGpa3oBaHNS
MSITKMX TKAHEN, KOXW - MOCIe KOHCYSbTaLMmn OHKosora)

15750

A16.30.032

20-132-0

YpaneHue nobpokavyecTBeHHbIX HOBOOGpa3oBaHMi NOOKOXHO-KNPOBOW
KneTyaTku (MCCeYeHNe MEXMbILLEYHOW NNMOMbI)

14700

A16.30.032

20-145-0

YpaneHue nobpokavyecTBeHHbIX HOBOOGpa3oBaHMi NOOKOXHO-KNPOBOW
KrneTyaTtku (aTepomsbl, NMMNOMbI - paaMmepamu bonee 3 cMm B guameTpe)

11550

A16.19.003.001

20-148-0

WcceveHre TpelmHbl aHanbHOro kaHana ¢ A03MpOBaHHON COMHKTEPOTOMUEN
(McceveHne aHanbHOM TpeLUHBI)

29400

A16.19.013

20-149-0

remoppoungoakTomusa no Munnurany-MopraHy (YaaneHue remopponganbHbIX
y310B)

29400

A16.19.046

20-153-0

WcceveHre rmnepTpodupoBaHHbIX aHamnbHbIX COCOYKOB (yaaneHue
MHOXECTBEHHbIX KOHAMIIOM aHarnbHOro KaHana v nepuaHansHou obnacTw,
HMOPO3HBLIX BOCNANUTENBbHbIX NOMUMOB)

21000

A16.30.076

20-155-0

BckpbiTre rnybokux remaTomM KOHEYHOCTEN C MCCEYEHNEM U3MEHEHHbIX
TKaHen 1 HanoXxeHnem apeHaxa (BckpbiTne remaTomMbl MArKMX TKaHER)

11550

20-156-0

OHponpoTes-ceTka Ana BocCTaHOBUTENBbHON xupyprum (QCPUIT) - ceTka
Braun

15330

A16.19.036

20-176-0

McceueHne TpaHCCHUHKTEPHOTO CBULLLA NPSIMOW KULLIKM

30450

A16.19.037

20-177-0

McceueHne aKCTPacUHKTEPHOrO CBMLLA NMPSIMON KMLLKK

34650

A16.30.060

20-195-0

McceyeHmre ceuLla MSArkUX TkaHen (B TOM YMCIe UCCeYeHNe NuraTypHoro
cBuLia)

9240

ONEPALIMU. SHAOCKONUA

A16.16.052

23-035-0

OHOO0CKOMUYECKOe MEKTPOXMPYPrnyeckoe yaaneHme HoBoobpasoBaHms
nuLeBoaa, xenyaka, 12-nepcTHom KULWKK, | kaTeropmsi CroXHOCTK (O4UH
nonun o 1 cm)

15750

A16.16.052

23-036-0

OHOOCKOMUYECKOe AMEeKTPOXUPYPruieckoe yaaneHme HoBoobpasoBaHus
nuLieBoaa, xernyaka, 12-nepcTHow Kuwku, |l kateropmsi CNOXHOCTU (O4WH
nonun o 2 cM unu Ao Tpex nonunos Ao 1 cm)

18900

A16.16.052

23-037-0

OHOO0CKOMUYECKOe MEKTPOXMPYPrnyeckoe yaaneHme HoBoobpasoBaHms
nuLeBoaa, xenyaka, 12-nepctHom knwku, |l kateropms CnoxHoOCTH (0guH
nonun 6ornee 2 cm)

24150

A16.16.052

23-038-0

OHOOCKOMUYECKOe aNEeKTPOXUPYPruieckoe yaaneHme HoBoobpasoBaHus
nuLieBoaa, xenyaka, 12-nepcTHom Knwku, |V kateropms CrioXxHocTu (aea
nonvna donee 2 cm unu 6onee Tpex nonunos o 1 cm)

29400




YpaneHue nonvna TONCTON KMLWKK 9HAOCKONUYeckoe, | KaTeropua CrnoxXHoCTu

A16.18.019.001 |23-039-0 (oavH nonun o 1 cm) 15750
YpaneHue nonuna TONCTON KMLLIKN 3HAOCKOMMYecKoe, || kaTeropus CrnoxHocTu

A16.18.019.001 |23-040-0 (oamH nonun 4o 2 cM unu 4o Tpex nonunos o 1 cm) 18900
YpaneHue nonvna TONCTON KMLWKK aHAOCKonuyeckoe, |l kateropus

A16.18.019.001 |23-041-0 CnoXxHocTu (oanMH nonun 6onee 2 cm) 24150
YpaneHue nonvna TONCTOW KMLWKK aHAOCKonuyeckoe, |V kateropus

A16.18.019.001 |23-042-0 CNOXHOCTKM (ABa nonuvna 4o 2 CM v 4o NATHM NonunoB 4o 1 cMm) 29400
YpaneHue nonuna TONCTON KMLLKN 3HAOCKOMMYECKOe METOAOM pe3eKumnm

A16.18.019.001 |23-043-0 CMNM3NCTON C KNUNUPOBAHWEM paHbl (40 2 cM) 33600
YpaneHue nonuna TONCTON KMLLKN 3HAOCKOMMYECKOe METOAOM pe3eKumnm

A16.18.019.001 |23-044-0 CMM3NCTON C KNUNUpoBaHUEM paHbl (bonee 2 cm) 36750
OHOO0CKONMUYECcKoe aNeKTpoXupypruyeckoe yganeHme HoBoobpasoBaHus

A16.16.052 23-046-0 xenygka MeHee 2 CM MeToA0M OUCCEKLMN B MOACIN3UCTOM CIloe 47250
OHOO0CKONMUYECKoe aNeKTpoXupypruyeckoe yganeHme HoBoobpasoBaHus

A16.16.052 23-047-0 xenypgka 6onee 2 cM METOA0M OUCCEKLMN B NOACIN3NCTOM CIloe 80850
ONEPALIMU. TPABMATOJ10TUA

A16.02.009.004 |24-093-0 HanoxeHue LBa Cyxoxunusi (LLOB CyXOXMUNUg KMCTM 6e3 NrnacTuku) 9450
HanoxeHue LwBa axunnoBa CyxXOXunmsi OTKpbITbiIM CNocoboMm (LLIOB axuvrnoBa

A16.02.009.006 |24-094-0 CYXOXUIUS C LUMPOKMM LOCTYNOM) 12600
UcceueHre koHTpakTypbl JionoMTpeHa (anoHeBpoToMuUs npu 6onesHn

A16.02.004 24-100-0 OontontpeHa oTkpbITas) 21000
Pa3pes MbILLbl, CyXOXUIbHON dhacummn 1 CMHOBMANbHON CyMKU (yaaneHve

A16.02.001 24-152-0 CVHOBUArbHOW KUCTbI, FAHIMNOHA, FTMrpOMbl BEPXHEW KOHEYHOCTH) 15750

A16.03.028.009 |24-154-0 OTKPbITbI OCTEOCUHTES MPU Nepenome Nnoabhkek 26250

A16.03.028.011 |24-155-0 OTKPbITbI OCTEOCUHTES NPY Nepenome npeanneybs 26250

A16.03.028.002 |24-156-0 OcTeoCcuHTE3 KIKYULbI U aKpPOMUATbHO-KITFOYNMYHOTO CycTaBa 26250
YpaneHve MHOPOZHOro Terna KOCTU MHTpaMeaynrsipHbIX METarnoKOHCTPYKLWIA

A16.03.014.001 |24-082-0 KMoyl 15750
WHTpameaynnspHbIA CMLEeBOn OCcTeOCUHTE3 nNpu nepenome |l - V nactHon

A16.03.022.003 |24-058-0 |kocTu (6e3 gocTyna k nepenomy) 10500
YpaneHve MHOPOZAHOro Tena KOCTU 3KCTpamMeaynisipHbIX

A16.03.014.002 |24-160-0 MEeTanoKOHCTPYKUUA npeanneybs 15750
YpaneHve MHOPOZAHOro Tena KOCTW 3KCTpaMeaynisipHbIX

A16.03.014.002 |24-161-0 MEeTanoKOHCTPYKUUA KOCTEN CTOMbl UK KUCTH 10500
OcTeocuHTE3 (OCTEOCMHTE3 NepernioMa NoKTEBOro OTPOCTKA NeTnew no

A16.03.028.004 [24-049-0 |Bebepy) 26250
WHTpameaynnspHbIA CNMLEBON OCTEOCUHTE3 NPU NeperioMme NnepBon NACTHOM

A16.03.022.003 |24-056-0 |kocTu (6e3 gocTyna Kk nepenomy) 11550
WHTpameaynnspHbIA CNMLLEBON OCTEOCUHTE3 NPU NeperioMme nncHeBOM

A16.03.022.003 |24-078-0 |kocTn 13650
PacceueHne cBA3KM 1 peBU3MS MEPBOrO ThINIbHOrO CYXOXMITBHOTO KaHarna

A16.02.001.002 |24-098-0 pasrubartenen Ha npegnneyvbe (onepaums npu 6onesHn e KepseHa) 15750
YpaneHve MHOPOZHOro Terna KOCTU MHTPaMeaymnrsipHbIX METarnoKOHCTPYKLWIA

A16.03.014.001 |24-081-0 |nogbiXku 12600
YpaneHve MHOPOZHOro Terna KOCTU MHTpaMeaynrsipHbIX MeTarnoKOHCTPYKLWIA

A16.03.014.001 [24-085-0 |(BMHTA) 8400
YpaneHve MHOPOAHOro Tena KOCTW 3KCTpamMeaynisipHbIX
METarnoKOHCTPYKLUIA (4EMOHTaX annaparta HapyXHown doukcauum

A16.03.014.002 |24-084-0 |(Wnu3aposa)) 9450

A16.03.024 24-097-0 Onepauusi no koppeKumu BanbrycHon gedopmavum ctonsl 1 NMOC 31500

A16.03.024 24-172-0 Onepauusi no koppekumun BansrycHon gedopmauum cronsl 1 MNOC (2 ctonsi) 57750
Onepauusi no koppekumu BanbrycHonm gedopmavum cronsl 1 MOC n

A16.03.024 24-173-0 MonoTkoobpasHon aedopmauum 2 - 5 naneUeB CTOMbI (2 CTOMbI). 78750
Onepauusi no koppekumu BanbrycHonm gedopmavum cronsl 1 MPC n

A16.03.024 24-171-0 MOJTOTKOOOpa3Hon gedopmauun 2 - 5 nanbLes CTonbl. 42000
ONEPAUMU. SHOOBUAEOTPABMATO/IOTUA (APTPOCKOMMUA)

A03.04.001 74-001-0  |ApTpockonus guarHoctudeckas 21000

A16.04.024.001 |74-002-0 |ApTpockonus C pesekumen meHucka 36750
ApTpockonusi ¢ NNacTUKon nepegHen KpectoobpasHOM CBA3KM KOSIEHHOIo

A16.04.015.002 |74-004-0 cycTaBa (aytommnnaHTar) 50400
ApTpockonusi ¢ NNacTUKon nepegHen KpectoobpasHOM CBA3KM KOSIEHHOIo

A16.04.024.001 |74-005-0 cyctaBa (ayToMmnnaHTar) ¢ pe3ekunen MeHncka (MEHUCKOB) 72450

A16.04.019.002 |74-008-0 |ApTpockonuyeckoe ncceyerHme Tena Mogda KoneHHoro cyctasa 30450
ApTpOCKONUsi C NNACTUKOW CYCTaBHOro xpsiLia (npu xoHgpomanauusax 3 - 4

A16.04.004.001 |24-174-0 |cT.) 31500




ApTpOCKONUsi C NNACTUKOW CYCTaBHOro xpsilia (npu xoHgpomanauusx 3 - 4

A16.04.004.001 |24-175-0 CT.) C pe3eKkumnen MeHncka (MEHNCKOB) 51450
ApTpockonusi ¢ NNacTUKon nepegHen KpectoobpasHOM CBA3KM KOSIEHHOIo
cycTaBa (ayToMMmnnaHTaT) U NnacTUKOM CyCTaBHOMo xpsiia (npu

A16.04.015.002 |24-176-0 |xoHgpmanauuax 3-4 cT.) 72450
ONEPALIMU. ®ZIEBEONIOTUNA
YaaneHue BapMKO3HO-pacLUMpeHHbIX BeH B 6acceiHe BINB Ha ogHoOM HMkHeR

A16.12.006.001 |25-012-0 KOHEYHOCTU 36750
YaaneHne BapMKO3HO-pacLUMpPEeHHbIX BeH B 6accetHe MIB Ha ogHOWM HKHER

A16.12.006.001 |25-013-0 |KOHEYHOCTU 31500
MpuycTbeBas nepeBsika MarucTpanbHOM BeHbl (onepaums TposiHoBa) npu

A16.12.014.002 |25-014-0 |ocTpom Tpombodnedbute 26250
MuHUbNe6aKTOMUSA BApMKO3HO-PACLLMPEHHBIX BEH O4HOW HUXHEN

A16.12.006.001 |25-016-0 KOHe4yHocTn, 1 kKaTteropum 15750
MuHUbNe6aKTOMUSA BApMKO3HO-PACLLMPEHHBIX BEH O4HOW HUXHEN

A16.12.006.001 |25-017-0 KOHEYHOCTW, 2 KaTeropmm 24150
OpHoKpaTHbIA ceaHC KOMMNPECCUOHHOro chnebdocknepo3npoBaHust (0gHa 30Ha)

A11.12.003.002 |25-018-0 Ha OOHOW HUKHEN KOHEYHOCTU 8930
OpHoKpaTHbIA ceaHC KOMMNPECCUOHHOro chnebdocknepo3npoBaHust No

A11.12.003.002 |25-019-0 metoauke Foam-form (npenapat B BUAE NEHbI) 9980
Kypc cpnebocknepo3mpoBaHus BapUKO3HO-PACLUMPEHHbIX BEH U
MUKPOCKINEPO3MpoBaHns B Npeaenax 6eapa unu roneHn (0aHa HXKHSAS

A11.12.003.002 |25-020-0 |KOHEYHOCTb) 27300
OHOOBEHO3HAsA Na3epHas Koarynsaumsi Ha O4HOW HUXHEN KOHEYHOCTU

A11.12.003.002 |25-038-0 (BKMOYas pacxogHOE UMYLLIECTBO) 42000
OHOOBEHO3HAsA Na3epHas Koarynaumst Ha 06emnx HKHUX KOHEYHOCTSAX

A22.12.003 25-039-0 |(Bkntoyasi pacxogHOE UMYLLIECTBO) 73500
PagnoyactoTtHasa abnaums (PYA) B npegenax ogHOro cTeona Maron nnm

A22.12.004 24-177-0 6OnNbLLION NOAKOXHOW BEHbI HA OOHOW HOre 47250
PagnoyactoTtHasa abnaums (PYA) B npegenax ogHOro cTeona Maron nnm

A22.12.004 24-178-0 6OnNbLION NOAKOXHOW BEHbI HA IBYX HOrax 78750
PagnoyactotHas abnaums (PHYA) o6onx CTBONOB NOAKOXKHBLIX BEH HA OOHOM

A22.12.004 24-179-0  |Hore 71400
PagunoyactotHas abnsaumsa (PYA) + muHndnebaktommsa B npegenax ogHoro

A22.12.004 24-180-0 CTBOMa Marnow unu 60nbLION NOAKOXHOW BEHbI HA OOHON Hore 61950
PagnouvactotHas abnaums (PYA) + MnHucpnebakTtomms B npefenax ogHoro

A22.12.004 24-181-0 CTBOMa Masnow unu 60MbLLION MOAKOXHOW BEHbI HA ABYX HOrax 102900
PagunoyactotHas abnsumsa (PYA) + muHndnebaktomma oboumx cTBOMNOB

A22.12.004 24-182-0 NOAKOXHbIX BEH HA OOHOW Hore 93450
PagnoyactoTtHas abnaums (PYA) + cknepoTepanus B npeenax 0gHoro

A22.12.004 24-183-0 CTBOMa Marnow unu 60nbLION NOAKOXHOW BEHbI HA OJHON HOre 58800
PagnoyactoTtHas abnaums (PYA) + cknepoTtepanus B npeenax 0gHoro

A22.12.004 24-184-0 CTBOMa Masnow unu 60MbLLION NOAKOXHOW BEHbI HA ABYX HOrax 96600
PagunoyactoTHas abnsumsa (PYA) + cknepoTtepanvs 060mx CTBOSIOB

A22.12.004 24-185-0 NOAKOXHbIX BEH HA OOHOW Hore 88200

A16.12.014.002 |25-047-0 MpuycTbeBas nepess3ka MarucTpanbHON BEHbI 19800
MuHUbnebaKTOMUSA BApMKO3HO-PACLLUMPEHHBIX BEH HA 00EUX HUXHUX

A16.12.006.001 |25-048-0 KOHEYHOCTAX 31000
OHOoBeHO3Has NasepHas koarynauust U MUHUNeOIKTOMNUA Ha OHOW

A22.12.003 25-049-0 HWKHEN KOHEYHOCTHN 49700
ONEPALIMU. YPONOIUA
MccedeHmne obonoyek amyka (onepauunsa BuHkenbsmaHa npu BoasiHke 060no4yek

A16.21.024 15-069-0 |au4ka) 15750
YpeTpanbHas MmeatoToMus (paccedeHne HapyXHOro OTBEPCTUS

A16.28.037 15-120-0 MoyencnyckaTenbHOro kaHana) 5250

A16.20.084 15-121-0 |YpaneHue nonuna ypeTpbl y XeHLUMH 5250
ONEPALMU. SHAOBUAEOXUPYPIUA (NANAPOCKONNUA)

A16.30.079 72-001-0 Jlanapockonusi gnarHocTmyeckas 31500
AMNEeHA3KTOMUS C UCTIONb30BaHMEM BMOEO0IHAOCKOMUYECKUX TEXHOMOMMIN 1

A16.18.009.001 |72-003-0 |TexHonorum GUNONAPHON Koarynauum 63000
Jlanapockonuyeckas nnactuka nepegHer GPIOLLHON CTEHKU MPU Fpbbkax

A16.30.004.010 |[72-004-0 (maxoBbIX, 6eAPEHHBIX U OPYrvX) 57750

A16.14.009.002 |72-005-0 XoneumcTaKToOMMS nanapocKonmyeckas 47250
XoneuucTaKToMUs nanapockonuyeckas ¢ UCNonb30BaHMEM TEXHOMOMM

A16.14.009.002 |72-006-0 GunonspHon koarynaumm 63000

A16.30.011.001 |72-007-0 |Pa3sgeneHve GPIOLIMHHBIX cnaek (aare3vonusmnc) 42000

24-00-0 AccuctmpoBaHue B cTaumoHape 0
A16.04.003.001 |24-069-0 ApTpockonus ¢ yganeHnem xXoHgpanbHbIX Ten 27300

OepmaTtoBeHeponorusa




MPUEMbI, OCMOTPbI, KOHCY/IbTALIUU

B01.008.001 37-001-0 Mpuem (oCMOTp, KOHCYNbTaLMS) Bpava-4epMaTOBEHEPOIOra NepPBUYHbIN 2040 990

B01.008.002 37-002-0 Mpuem (ocMOTp, KOHCYNbTaLMA) Bpavya-AepMaToBeHeponora noBTOPHbIN 1700 880
MpocdpmnakTuyecknii npuem (OCMOTP, KOHCYNbTaLUKMs) Bpaya-

B04.008.002 37-008-0 JepmartoBeHeporiora 950
Mpuem (ocMOTp, KOHCYNbTaLMSA) Bpava-AepmMaToBeHeponora noBTOPHBIN (C

B01.008.002 70-019-0 NPUMEHEHNEM TENeMeaNLMHCKNX TEXHOIOMMN) 1390
OUATHOCTUKA

A02.01.005 37-010-0 MopgHas npoba (gmarHocTuka kepaToM1KO30B) 240 100

A02.01.006 37-011-0 JllomnHecueHTHasa gnarHoctyka (ocMoTp nog namnon Byaa) 350 220

A03.01.001 37-012-0 OCMOTp KOXM noJ yBenuyeHnem (aepmaTockonums) 580
MAHUNYNALUUN. OBLLEXUPYPTMYECKUE

A11.01.010 37-015-0 MHbEeKLMOHHOE BBEAEHWE NTIEKAPCTBEHHbLIX CPEACTB B O4ar nopaKeHus KOxm 410
BckpbiTve n 06paboTka rHOMHUYKOBOIO 3reMEHTa KOXU (YrpeBoro afemMeHTa)

A16.01.019 37-031-0  [3a ogvH anemeHT 1110

A24.01.004 37-034-0 KprnopecTpykuusi Koxu (LleHa ykazaHa 3a OauH SMEMEHT) 760

A16.01.020 37-041-0 |YpaneHue KOHTarno3HbIX MOJIIFOCKOB (LieHa yKa3aHa 3a OfIH MOJIIITHOCK) 350
YpaneHue mo3onu, 6opoaaBku, HEByca METOAOM PagUOBONHOBOM

A16.01.017.001 |37-080-0 |gectpykumm (annapat CypruTpoH) 3a OWH SNEeMEHT 2160
YpaneHve gobpokadecTBeHHbIX HOBOOPa3oBaHWI KOXM (C AepMaTOCKONuen)
MeTOAO0M paamoBonHoBow AecTpykuun (annapat CyprutpoH) go 0,5 cm (3a

A16.01.017.001 |[37-081-0 |ogwH amemeHT) 2890
YpaneHve fobpokadecTBeHHbIX HOBOOPAa3oBaHWIM KOXM (C AepMaToCKonuen)
MeTOAOM PafAMoBOMHOBOW AecTpykuun (annapaT CyprntpoH) 4o 1 cm (3a

A16.01.017.001 |[37-082-0 |ogwH anemeHT) 3470
YpaneHve [obpokadyecTBEHHbIX HOBOOPA30BaHUiA KOXM BOMOCUCTON YacTu
ronoBbl METOAOM PaAVMOBONTHOBOW AecTpyKumu (annapat CypruTpoH) 3a oauH

A16.01.017.001 |37-083-0 |anemeHT 2200
YpaaneHne 0obpokadecTBEHHbIX HOBOOOPA30BaHMIA KOXN NLa MeToAoM

A16.01.017.001 |37-084-0 pafavoBOIHOBOW AecTpyKumu (annapat CyprutpoH) 3a OAUH 3NeMEHT 3470
YpaneHve nobpokadecTBEHHbIX HOBOOOPA3oBaHUI KOXM METOAOM
anekTpoKoarynsaummn (KpoMe nofoLBEHHbIX 60poaaBokK; 3a 0O4HO 0Opa3oBaHue

A16.01.017.001 |37-085-0 |go 0,5 cm B gnameTpe) 1040
YpaneHve nobpokadecTBEHHbIX HOBOOOPA3oBaHUI KOXXM METOAOM
anekTpokoarynsaumMmn (Kpome nofoLBEHHbIX 60opoaaBokK; 3a 04HO

A16.01.017.001 |37-086-0 |obpasoBaHue o 1 cM B AnameTpe) 1620
YpaneHve nobpokadecTBEHHbIX HOBOOOPA3oBaHUI KOXXM METOAOM
aneKTpokoarynaumm (Kpome nofoLLBeHHbIX bopoaaBok; 3a 5 1 6onee

A16.01.017.001 |37-087-0 |obpa3oBaHun go 0,5 cm B Anametpe) 2890
YpaneHue nobpokadecTBEHHbIX HOBOOOPA3oBaHUIA KOXXM METOAOM
aneKTpokoarynaumm (Kpome nofoLLBeHHbIX bopoaaBok; 3a 5 1 6onee

A16.01.017.001 |37-088-0 |obpa3oBaHun o 1 cm B AuameTpe) 3470
YpaneHue nobpokadecTBEHHbIX HOBOOOPA3oBaHUI KOXXM METOAOM
anekTpokoarynsaumu (yoaneHve nofoLlBeHHbIX 60poaaBokK; 3a 0gHO

A16.01.017.001 |37-089-0 |oGpa3oBaHue) 1510
MAHUNYNALUN
B3atve obpasua Guonormyeckoro Matepuana M3 odara nopaxeHus Ha

A11.01.018 37-017-0 naTonorm4eckmmn rpnbok 350 150
MegnvkameHTO3HOEe yaaneHne [obpokayecTBEHHbLIX HOBOOOPA30BaHMWIN KOXM

A11.01.014 37-046-0 (HakoxxHOe npvMeHeHne nekapCTBEHHbIX NPenapaToB, 38 OAWH 3NEMEHT) 580
Mony4yeHune cokoba ¢ IpPO3UBHO-A3BEHHBIX ANIEMEHTOB KOXW U CIIN3UCTbIX

A11.01.019 37-074-0  [ob6onovek 350

A11.01.019 37-014-0 Cockob koXu (3a OgUH y4acToK) 350 150
MAHUNYNAUUN. BBEOEHUE NMPEMNAPATOB
JlazepHada gecTpykumMs TKaHU KOXUW. YaaneHne HeByca MeHee 1 CM B

A22.01.003 37-096-0 OunameTpe 3a OAWH 3reMeHT 2310
JlasepHasa aecTpyKumMsl TKaHU KOXU. YaaneHue HeByca bornee 1 cm B

A22.01.003 37-097-0 OnameTpe 3a OAWH 3reMeHT 2610
JlasepHasa gecTpyKums TKaHu Koxu. YaaneHve 6oponasok 6onee 0,5 cm B

A22.01.003 37-099-0 OnameTpe 3a OAWH 3reMeHT 930

A22.01.003 37-095-0 JlazepHasa JeCTpyKUMSA TKaHN KOXM 3a OONH 3NeMeHT 880
JlasepHasa AecTpyKUMS TKaHM KOXU. YaneHue KOHTarmo3Horo Morocka 3a

A22.01.003 37-100-0 |oAvH anemeHT 470

A22.01.003 37-101-0  |JlasepHas OeCTpyKUUSA TKaHW KOXW. YaaneHvue nanunmiom 3a OAuH SeMeHT 350
JlasepHasa AecTpyKUMs TKaHM KOXU. YaneHve aHoreHuTanbHbix 60poaaBok

A22.01.003 37-103-0 (OCTPOKOHEYHBIX KOHAMITOM) 3@ OfIVH 3NEMEHT 580




J'Ia3epHaﬂ OECTPYKUNA TKaHU KOXN. YpaneHue remaHrmom, J'IMM(*)aHI'VIOM,

A22.01.003 37-104-0 MUOreHHbIX rpaHynem pasmepom MeHee 0,5 cM 3a OAMH anNemMeHT 350
NaszepHasi [eCTPYKUUSI TKAHW KOXMW. YaneHne reMaHrmom, numdaHrmom,
A22.01.003 37-105-0 NMOreHHbIX rpaHynem pasmepom 6onee 0,5 cmM 3a OAWH aNemMeHT 700
A22.01.004 37-106-0 JlazepHas koarynaums TeneaHrmoskTasui 3a OguUH ANeMeHT 810
NaszepHasi oecTpyKUUst TKaHW KOXW. YaaneHue nanwunnom 3a 5 n bonee
A22.01.003 37-102-0  |obpasoBaHuii (3a OOUH 3NEMEHT) 240
JlazepHasi gecTpykuusa TkaHu koxu. YaaneHme 6opogasok o 0,5 cm B
A22.01.003 37-098-0 JunameTpe 3a OAWH 3reMeHT 580
AHecTte3nonorua
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
OcMOTp (KOHCynbTauusi) BpayoM-aHeCTE3MONOroM-peaHMmMaToriorom
B01.003.001 41-001-0 NepBUYHbIN 1760
OcMOTp (KOHCynbTauusi) BpayoM-aHeCTE3MONOroM-peaHMmMaToriorom
B01.003.002 41-002-0 NOBTOPHbIN 1580
MAHUNYNAUUN. BBEOEHUE NMPEMNAPATOB
B01.003.004.002|41-004-0 lMpoBoagHMKOBas aHecTe3uns 2310
B01.003.004.00941-005-0 |ToTanbHas BHyTpMBEHHas aHecTe3us (4o 30 MUHYT) 4830
B01.003.004.00941-006-0 |ToTanbHas BHyTpMBEHHas aHecTe3us (o1 30 MuHyT Ao 1 yaca) 7880
B01.003.004.00941-007-0 |ToTanbHas BHyTpMBEHHAs aHecTe3us (oT 1 yaca Jo 3 4acos) 9450
B01.003.004.007 |41-008-0 CnvHanbHas aHecTesus 8510
B01.003.004.006 |41-009-0 OnuaypanbHas aHecTesus 9450
B01.003.004.008|41-010-0 CnvHanbHO-3NuaypansHas aHecTe3ust 10500
B01.003.004.010[41-011-0  |KombBuHUpOBaHHbIV S3HAOTpaxeanbHbI Hapko3 (oT 30 MuHyT Ao 1 yaca) 12600
B01.003.004.010]41-012-0 KombrnHupoBaHHbI SHOOTpaxeanbHbI Hapko3 (bonee 1 yaca go 3 yacos) 16800
A11.12.001 41-013-0 KaTtetepusaums nogkniovMYHON U Apyrmx LUeHTpanbHbIX BEH 4200
A11.12.002 41-014-0 KareTtepusaumsa kydbutanbHOM n gpyrux nepucepnyeckmx BeH 530
B01.003.004.01041-019-0 KombrnHupoBaHHbI SHAOTpaxeanbHbI Hapko3 (40 30 MUHYT) 9450
B01.003.004.010]41-020-0 KombrnHUpoBaHHbI SHOOTpaxeanbHbI Hapko3 (oT 3 yacoB [0 6 YacoB) 28350
B01.003.004.011|41-021-0  |Co4eTaHHasa aHecTe3us (MeCTHas + MeAMKaMEHTO3HbIM COH Ao 1 yaca) 6300
B01.003.004.011]41-022-0 |Co4yeTaHHasa aHecTe3us (MeCcTHas + MeAVKaMEHTO3HbIM COH 6onee 1 yaca) 7460
CouyeTaHHas aHecTe3uns (NPOBOAHMKOBAs + MeANKAMEHTO3HbIV COH A0 1
B01.003.004.011|41-023-0 |4aca) 8090
CoueTaHHas aHecTe3uns (NPOBOAHMKOBAs + MeANKaMEHTO3HbIM COH Gonee 1
B01.003.004.011(41-024-0  |yaca) 9240
B01.003.004.011|41-025-0 |Co4yeTaHHas aHecTe3us (CnnHanbHasa + MeOMKaMeHTO3HbIN COH A0 1 yaca) 10190
CoueTaHHas aHecTe3us (CnuHanbHas + MeAMKaMeHTO3HbI COH Gonee 1
B01.003.004.011[41-026-0  |4aca) 11340
CoueTaHHas aHecTe3uns (anmgypanbHas + MeonkamMmeHTO3HbIM CoH Gonee 1
B01.003.004.011[41-028-0 |y4aca) 11340
CoyeTaHHas aHecTe3us (CNUHaNbLHO-aNMAayparnbHas + MeankamMmeHTO3HbIA COH
B01.003.004.011[41-030-0 |go 1 yaca) 13650
CoyeTaHHas aHecTe3us (CNUHaNbHO-aNMAayparnbHas + MeankamMmeHTO3HbIA COH
B01.003.004.011[41-031-0  |6ornee 1 yaca) 17330
B01.003.004.00941-036-0 |ToTtanbHas BHyTpuBeHHasa aHecTe3us (8o 30 muHyT) npu ®I'AC n ®KC 4520
ToTtanbHas BHyTpuBeHHas aHecTte3us (o1 30 muHyT go 1 yaca) npu ®IrAC u
B01.003.004.009(41-037-0 |®KC 6830
B01.003.004.00941-038-0 |ToTtanbHas BHyTpuBEHHasa aHecTe3usa (bonee yaca) npn ®PIrOC n ®KC 8400
NabopaTtopHas gnarHocTuka 2023
1. OBLLEKTUHNYECKUE NCCNEQOBAHUA KPOBU
1.1. O6wWEeKNANHMYECKNE uccnes0BaHUA KPOBU
KnuHuyeckun aHanma kposu: obwmii aHanus, nenkodgopmyna, CO3 (c
MUKPOCKONUEN Ma3ska KpOBU Npu Hanuumm natonormdeckmx casuros) (Clinical
Blood Analysis: General Blood Analysis, Leucocyte Formula, ESR (with
Microscopic Examination of Blood Smear if Presence of Pathologic Changes))
B03.016.003 42-0001-0 |[1515] 690
KnnmHuyeckun aHanms kpoBu: obLwmii aHanma, nenkodopmyna (c
B03.016.002 42-0003-0 |muKpockonuen maska KpoBM MpU HannMumMm naTonorndecknx casuros) [5/119] 650
O6wun aHanms kpoeu (OAK) (6e3 nenkoumTapHom dopmyrnbl n COJ)
B03.016.002 42-0004-0 |(General Blood Analysis, without White Blood Cell (WBC) Count and ESR) [5] 300
TpombouuTbl, MUKpOCKOMUS (MOACHET B OKpaLLleHHOM Ma3ske Nno MeToay
®oHwno) (Platelets, Microscopy (Manual Platelet Count (PLT Count): Indirect
A12.05.120 42-0005-0 |Method by Fonio))* [TRO] 290




JlenkounTtapHas dopmyna (auddepeHUnpoBaHHbIA NOACHET NENKOLUTOB,
nemnkouuTOrpaMma) ¢ MMKpOCKOMUE Maska KpoBU MpW Hanm4um
natonornyeckmx casuros (Leucocyte Formula (Differential White Blood Cell
Count) with Microscopic Examination of Blood Smear if Presence of

A12.05.121 42-0006-0 |Pathologic Changes)* [119] 350
JlenkounTtapHas dopmyna (auddepeHUnpoBaHHbIA NOACHET NENKOLMUTOB,
nerkoumTorpamma) ¢ 06s13aTesnibHONM «Py4YHON» MUKPOCKOMNMEN Ma3ka KPOBU
(Leucocyte Formula (Differential White Blood Cell Count) with Manual

A12.05.121 42-0007-0 |Microscopic Examination of Blood Smear)* [911] 395

A12.05.123 42-0008-0 |Petukynounthl (Reticulocytes) [150] 450
COQ3 (ckopocTb ocepanus aputpoumtoB) (Erythrocyte Sedimentation Rate,

A12.05.001 42-0009-0 |ESR)[139] 230

A12.05.002 42-0010-0 |OcmoTnyeckas pe3ancTeHTHOCTb apuTpouunTos [1600] 2080

42-0011-0 |3OnekTpodopes remornobuHa. remornobuHonatum [1618] 4265
"ntoko30-6-chochataerngporeHasa apuTpounToB, akTuBHoCTb (M6PL, GEPD)
42-0012-0 |[1620] 3445
42-2281-0 |®pakumu remornobuHa (kapbokcuremornobuH) [1542KARB] 500
42-2282-0 |Ppakumu remornobuHa (metremornobuH) [1543MET] 500
2. U(MMYHOIFEMATO/10TUA
2.1. UmmyHorematonorma

A12.05.005 42-0013-0 |I'pynna kposu (Blood Group, ABO) [93] 420

A12.05.006 42-0014-0 |Pesyc-npuHagnexHocTb (pesyc-gakrop) (Rh-factor, Rh) [94] 420
Rh (C, E, c, e) Kell-doeHoTunmposanue (Rh C (E, c, ) Kell-Phenotyping)

A12.05.005.001 |42-0015-0 |[15RH] 950

42-0016-0 |AnnoMmMyHHble aHTUTENa, BKNtoyasa aHTutena k Rh-antureny (Anti Rh) [140] 780
42-0017-0 [Wccnepgosanne TREC n KREC gns guarHoCcTvku ummyHoaeduumntoB [1576] 5570
3. OLLEHKA CBEPTbIBAIOLLENA CUCTEMDI
3.1. OueHKa cBepTbIBalOLEN CUCTEMbI KPOBU
AKTVBUPOBaAHHOE YacTMYHOe (napLumanbHoe) TpoMBonnacTMHOBOE BpeMs
(AYTB (AINTB), kedhanuH-kaonuHoBoe Bpems) (Activated Partial

A12.05.039 42-0018-0 |Thromboplastin Time, APTT) [1] 230
MpoTpom6buH (npoTpombuHoBoe Bpems, MB), MHO (MexayHapoaHoe
HopmanuaoBaHHoe oTHoLeHue) (Prothrombin, Prothrombin Time, PT,

A12.30.014 42-0019-0 |International Normalized Ratio, INR) [2] 290
daxrop VI (aHTuremodpunsHbin rnobynud A) (Antihemophilic Globulin A,

A09.05.285.004 |42-0020-0 [FVIII)[1409] 1320
dakTop IX, aktuBHOCTb, % (thakTop Kpmuctmaca, aHTUreModunbHbIn haktop
«B») Factor IX, Activity,% (Christmas Factor, anti-hemophilic globulin “B”)

42-0021-0 |[1410] 1320
AHTK-Xa aktuBHocTb, ME/mn (FenapwvH, koHueHTpauusa, ME/mn), Anti-Xa

A09.05.186.000.0/42-0022-0 |activity, IU/ml (Heparin concentration, 1U/ml) [1412] 1955

A09.05.285 42-0023-0 |®Paktop BunnebpaHga, aHtureH, % (Willebrand Factor, Antigen, %) [1413] 2370

A09.05.050 42-0024-0 |dubpuHoreH (Fibrinogen, FG) [3] 280

A09.05.047 42-0025-0 |AHTUTpOMOUH lll, % aktueHocTw (AT I, Antithrombin 1lI, % Activity) [4] 545

A12.05.028 42-0026-0 |TpombuHosoe Bpems (TB) (Thrombin Time, TT) [194] 310

A09.05.051.001 |42-0027-0 |D-gumep (D-Dimer) [164] 1390

A09.05.029.001 |42-0028-0 |BonyaHo4HbI aHTMKoarynsaHT (BA) (Lupus Anticoagulant, LA ) [190] 1785

A09.05.125 42-0029-0 |MpoteuH C, % aktnHoctu (Protein C, % Activity) [1263] 2875

A09.05.126 42-0030-0 |MNpoteuH S ceoboaHbiv (Protein S, Free) [1264] 2875

A09.05.048 42-0031-0 |MnasmwuHoreH (Plasminogen) [1153] 820
"emocTasunorpamma (koarynorpamma), ckpuHuHr (Coagulation,

B03.005.006 42-0032-0 |Gemostaziogram, Screening) [OBC103] 1205

42-0033-0 |PacwmpeHHas remocTtasnorpamma (koarynorpamma) [O5C104] 3115
4. BUOXUMUNYECKUE UCCNEQOBAHNA KPOBU

42-2206-0 |CteatoCkpuH (SteatoScreen) [1CTC] 8405

42-2207-0 |®nbpoTecT (FibroTest) 1 [3OT] 16170

42-2208-0 |dubpoTecT (FibroTest) 2 [®T-P] 15650
HOLW-PunbpoTecT, HeMHBa3MBHASA ANArHOCTUKa HearnkorombHOro
cTeartorenaTtnta n oubposa nevenn (NASH-FibroTest, non-invasive diagnosis

42-2209-0 |of non-alcoholic steatohepatitis and liver fibrosis) [4H®T] 15940
4.1. YrneBoapbl

A09.05.023 42-0034-0 [Inioko3a (Glucose) [16] 190

A09.05.102 42-0035-0 |®PpykrosamuH (Fructosamine) [17] 610
MmukmpoBaHHbI remornoduH HbA1C (HbA1C, Glycated Hemoglobin, GHB)

A09.05.083 42-0036-0 |[18] 750

A09.05.207 42-0037-0 |[NakraT (Lactate) [215] 900




["MoKO30-TONEepaHTHLIA TECT C ONpeaAeNeHNeM IMOKO3bl B BEHO3HOW KPOBU
HaToLWaK 1 nocne Harpy3ku Yepes 2 vyaca (2-Hour Oral Glucose Tolerance
Test, OGTT, Glucose Concentration (Fasting and 2 Hours after Load),

A12.22.005 42-0038-0 [Venous Blood) ['TT] 1215
["noKo30-TONEpaHTHLIN TECT C onpeAeneHneM rmkosbl U C-nentuaa B
BEHO3HOW KPOBM HATOLLAK U nocne Harpyskn Yyepes 2 yaca (2-Hour Oral
Glucose Tolerance Test, OGTT, Glucose and C-Protein Concentration
42-0039-0 |(Fasting and 2 Hours after Load), Venous Blood) [T TI'C] 2685
"ntoko3oToNepaHTHbIN TeCT Npu 6epeMeHHOCTU (NepopanbHbIn
rniokosoTonepaHTHoii TecT, ['TT, OI'TT) Oral Glucose Tolerance Test,
42-0040-0 |Plasma, OGTT, Pregnancy [T TB-C] 1215
42-2295-0 |MNocTnpaHamansHasa rnokosa (Yepes 2 yaca nocne efbl) 180
4.2. Jiunnabl, AMNONPOTEUHbI, aNOAUNONPOTEUHDI
A09.05.025 42-0041-0 |Tpurnuuepuabl (TT) (Triglycerides) [30] 280
A09.05.026 42-0042-0 |XonectepuH obwun (XonectepuH) (Cholesterol Total) [31] 230
XonectepuH JMBIT (XonecTepyH NUNONPOTENHOB BbICOKOM NIMOTHOCTH,
JINBM, Anbda-xonectepuH) (High-Density Lipoprotein Cholesterol, HDL
A09.05.004 42-0043-0 |Cholesterol) [32] 300
A09.05.028 42-0044-0 |XonectepuH JIMHI (npsmon metop) Cholesterol LDL (direct) [1644] 250
XonectepuH JIMHI (XonecTepuH NMnonpoTeMHOB HU3KOW NnoTHocTu, JIMHI,
Beta-xonectepuH) (Low-Density Lipoprotein Cholesterol, LDL Cholesterol)*
A09.05.028 42-0045-0 |[33] 275
XonectepuH-JINIOHIT (XonecTepyH NMNONpOTENHOB OYEHb HU3KOW MITOTHOCTH,
42-0046-0 |JINOHTI, VLDL Cholesterol) [218] 450
A09.05.027 42-0047-0 |JlunonpotewuH (a), 1M (a) (Lipoprotein (a), Lp (a)) [1071] 1270
AnonunonpotenH A1 (AnonpoteuH A1, ano A1) (Apolipoprotein A1, Apo A1)
A09.05.250 42-0048-0 [[219] 785
A09.05.251 42-0049-0 |AnonunonpotenH B (AnonpoteunH B, ano B) (Apolipoprotein B, Apo B) [220] 710
A09.05.129 42-0050-0 [|>KenuHble kncnotsl (Bile Acids) [1512BILE] 3015
OnekTpodopes NMNONPOTEUHOB C TUMUPOBAHMEM TMNEPNMNNAEMUN
42-0051-0 |(Lipoprotein electrophoresis with typing of hyperlipidemias) [1619] 7135
42-2291-0 |XonecTtepuH He-JIMNBIM HaTowak [1680] 475
42-2292-0 |XonectepuH He-JIMBI1 He HaTowak [1682] 400
42-2293-0 |[PemHaHTHbIN XonecTepuH HaTowwak [1675] 715
42-2294-0 |PemHaHTHbIN XOnecTepuH He HaToLlak [1685] 715
4.3. benkn U aMMHOKUCNOTbI
A09.05.011 42-0052-0 |AnbbymuH (Albumin) [10] 310
A09.05.010 42-0053-0 |O6wun 6enok (Protein Total) [28] 230
A09.05.014 42-0054-0 |Benkosble dpakumm (Serum Protein Electrophoresis, SPE, SPEP)* [29] 450
M-rpagmeHT, CKPMHUHI. OnekTpodopes CbIBOPOTKU KPOBM, MMYHOMUKCALUS
C NonuBaneHTHON aHTUCLIBOPOTKOM, KONUYecTBeHHas oueHka M-6enka (6e3
TunupoBaHusa) (M-Gradient, Screening. Serum Protein Electrophoresis
(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-
42-0055-0 |Protein (without Typing)) [4050] 3405
M-rpagumeHT, TnupoBaHue. AnekTpodopes CbIBOPOTKM KPOBMY,
MMMYyHOMUKCaLMS C NaHeNblo aHTUCLIBOPOTOK (pasaensHo K 1gG, IgA, IgM,
kanna, nambaa), konnyectBeHHas oueHka M-6enka (M-Gradient, Typing.
Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,
A09.05.106.003 |42-0056-0 |IgA, IgM, Kappa, Lambda), Quantification of M-Protein) [4051] 6260
OnekTpodopes 6enkoB Moun, onpeaeneHve Tuna npotemHypum (Urine Protein
42-0057-0 |Electrophoresis) [1551] 2035
Benok beHc-[xoHca B MOYe, CKPUHWHI C MPUMEHEHUEM UMMYyHOUKcaLmum n
konu4yecTBeHHoe onpeaeneHue (Bence-Jones Protein, Urine, Immunofixation,
42-0058-0 |Quantification ) [1552] 2475
Benok BeHc-[IxoHca B MoYe: UMMyHOMMKCaLmMs, KONMYEeCTBEHHOE
onpegeneHve, TUNUpoBaHue kanna, nambaa (Bence-Jones Protein, Urine,
Electrophoresis, Immunofixation, Kappa/Lambda Typing, Quantification )
A09.28.030.002 |42-0059-0 |[1553] 3930
CBobogHble nerkme Lenu MMMyHOrnobynvHoB kanna v nambaa cblIBOPOTKA C
A09.05.106.003 |42-0060-0 |pacyeTom mHaekca kanna/nambga [1539] 2580
CBobogHble nerkve uenv UMMyHornobynuHoB kanna u nambaa B moye (Urine
A09.28.030.003 |42-0061-0 |immunoglobulin free light chains (FLC) kappa and lambda) [1540] 1965
A09.05.214 42-0062-0 |lomoumctenH (Homocysteine) [153] 1920
AMWHOKMCNOTHI B Mra3me KPOBU - CKPMHUHIOBOE uccriegosaHune 13
42-0063-0 |nokasatenen [1689] 3600
A09.05.099 42-0064-0 |AmuHokMcnOThI B Nniaame kpoeu, 48 nokasatenen [1690] 7000

4.4. OueHKa GYyHKLMM NOYEK




A09.05.020 42-0065-0 |KpeatunHuH (Creatinine) [22] 220
KnyboukoBasi punstpauus, pacyet no oopmyne CKD-EPI — kpeaTuUHWH
(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Creatinine Equation)
A12.28.002.000.0/42-0066-0 |[40CKDEPI] 265
A09.05.230 42-0067-0 |Umucratmn C (Cystatin C) [1525] 840
KnyboukoBas punstpauus, pacyet no oopmyne CKD-EPI — umctatuH C
(Estimated Glomerular Filtration Rate, eGFR, CKD-EPI Cystatin C Equation)
42-0068-0 |[1526] 900
OueHka ckopocTu knyboukoson hunbTpaumm y geten no copmyne Lsapua,
A09.05.020 42-0069-0 |kpeaTnHuH [1646] 295
A09.05.017 42-0070-0 |MoyesuHa (Urea) [26] 220
A09.05.018 42-0071-0 |Moueas kucnota (Uric Acid) [27] 230
4.5. NMurmeHTbI
A09.05.021 42-0072-0 |BunupybuH obwmi (Bilirubin Total) [13] 190
BunupyouH npsimon (bunmpybuH KOHBIOTMPOBaHHbIN, CBA3aHHbIN) (Direct
A09.05.022.001 |42-0073-0 |Bilirubin, DBIL, Conjugated Bilirubin ) [14] 190
4.6. PepmeHTbI
AnaHnHamuHoTpaHcdepasa (AnAT, AT ) (Alanine Aminotransferase, ALT )
A09.05.042 42-0074-0 |[8] 190
AcnapTtatamuHoTpaHcdepasa (ACAT, ACT ) (Aspartateaminotransferase,
A09.05.041 42-0075-0 |AST ) [9] 190
Anbda-amunnasa (Anbda-ammnasa, gnacrtasa) (Alpha-Amilase, ?-Amylase)
A09.05.045 42-0076-0 |[11] 290
A09.05.180 42-0077-0 |Anba-amunasa naHkpeatudeckas (P-nsodepmeHT amunassbl) [12] 340
Mamma-rnytamuntpadcnentuaasa (IMT, rmytamuntpaHcnenTtugasa) (Gamma-
A09.05.044 42-0078-0 |Glutamyl Transferase, GGT) [15] 190
KpeatnHknHasa (KpeatuHdocdokuHasza, KK, KOK) (Creatine Kinase, CK,
A09.05.043 42-0079-0 |Creatine Phosphokinase, CPK) [19] 330
KpeatunHknHasa-MB (KpeatnHgocdokmHasza-MB, KK-MB, KOK-MB) (Creatine
A09.05.043 42-0080-0 |Kinase-MB, CK-MB, Creatine Phosphokinase-MB, CPK-MB.) [20] 505
A09.05.173.001 |42-0081-0 |Jlunasa (Tpuaunnrnuueponauunrugponasa) (Lipase) [23] 450
Naktataermgporenasa (J14r, L-nakrat, HAO+Okcugopeaykrasa) (Lactate
A09.05.039 42-0082-0 |Dehydrogenase, LDH) [24] 200
XonvHacTepasa (S-lNceaoxonuHacTtepasa, xonuHacrtepasa ll, S-X3,
A09.05.174 42-0083-0 |aumnxonuHrugponasa) (Cholinesterase, Pseudocholinesterase, PCHE) [34] 365
A09.05.046 42-0084-0 |®docdpaTtasa wenoyvHas (LLP) (Alkaline Phosphatase, ALP) [36] 220
4.7. OueHKa COCTOAHUA UHKPETOPHOM U ceKpeTopHoi ¢-unid KT
A09.05.057 42-0085-0 |lactpwuH (Gastrin) [216] 1660
42-0086-0 |MencuHoreH | (Pepsinogen 1) [294] 1435
A09.05.057 42-0087-0 |MencuHoreH Il (Pepsinogen I1) [295] 1435
MencuHoreHsl | n Il ¢ pacyeTtom cooTHoweHus (MencuHoreH |/MencuHoreH 1)
42-0088-0 |(Pepsinogen I/Pepsinogen Il, PG1/PG2) [2111] 2685
A26.19.020.001 |42-0089-0 |lactponaHenb (GastroPanel) [TACTP] 4730
CtumynsaumoHHas npoba — MacTpuH-17 (cTumynmpoBaHHbIn) (Gastrin-17
A09.05.057 42-0090-0 |Stimulation Test, Gastrin-17, G-17) [978] 1635
4.8. MapKepbl meTa60/11M3Ma KOCTHOMU TKaHU
OcteokanbumH (KoctHbin Gla 6enok) (Osteocalcin, N-Osteocalcin, Bone Gla
A09.05.224 42-0091-0 |Protein, BGP) [146] 1135
25-OH ButamuH D o6wuin (25-OH Vitamin D Total, 25(OH)D, 25-
A09.05.235 42-0092-0 |[Hydroxycalciferol) [928] 1520
C-koHueBble TenonenTuabl konnareHa | Tuna (6eta-CrossLaps, C-
A09.05.297 42-0093-0 |tepmuHanbHbi Tenonentug, CT) [203] 1545
N-TepMuHanbHbIV NponenTug npokonnareHa 1 odwwun (Procollagen Type 1 N-
A09.05.296 42-0094-0 |terminal Propeptide, P1NP, Total) [204] 2270
4.9. AHTUOKCUAAHTHDIN cTaTyC
AHTVMOKCMBAHTHBIV cTaTyc (O6WmMn aHTMoKkeuaaHTHLIN cTaTyc) (Total
42-0096-0 |Antioxidant Status, TAS ) [1500] 6470
4.10. BUTaMmuHbI
A12.06.060 42-0097-0 |ButamnH B12 (unaHokobanamuH, kobanamuH) (Cobalamin) [117] 960
A09.05.080 42-0098-0 |®Ponuesas kucnota (Folic Acid) [118] 1120
25-OH ButamuH D o6wuin (25-OH Vitamin D Total, 25(OH)D, 25-
A09.05.235 42-0099-0 |[Hydroxycalciferol) [928] 1520
AkTMBHBIN BUTaMuH B12 (FonoTtpaHckobanamuH, Active-B12,
A12.06.060 42-0100-0 |Holotranscobalamin) [1317B12] 1505
Butamun K1 B cbiBopoTke (dounnoxmHoH) (Vitamin K1, Phylloquinone, Serum)
A12.06.060.009 |42-0101-0 |[877] 2540
A12.06.060.007 |42-0102-0 |ButamunH A B cbiBopoTke (petuHon) (Vitamin A, Retinol, Serum) [931] 2540




ButamuH E B cbiBopoTKe (anbda-tokodepon) (Vitamin E, alpha-Tocopherol,

A12.06.060.010 |42-0103-0 |Serum)[932] 2540
A09.05.264 42-0104-0 |Owmera-3 nHgekc (Omega-3 Index) [1581] 5070
YKnpHble kMcnoTbl, npodune: omera-3,-6,-9, nnasma (Fatty acids panel,
B03.016.017 42-0105-0 |omega-3, -6, -9, plasma) [1587] 9735
A12.06.060.012 |42-0106-0 |Butamuu B1 (Tnamwnt) [1604] 2540
A12.06.060.013 |42-0107-0 |Butamun B2 (pubocpnasuH) [1609] 2540
A12.06.060.014 |42-0108-0 |ButamuH B3 (HukotnHammng) [1610] 2540
A12.06.060.015 |42-0109-0 |ButamuH B5 (naHToTeHoBas kucnota) [1608] 2540
A12.06.060.000.0/42-0110-0 |ButamuH B6 (nupnaokcansgocdar) [1605] 2540
42-0111-0 |Butamux B7, H (6uoTnH) [1611] 2540
A12.06.060.011 |42-0112-0 |ButamuH C (ackopbuHoBas kmucnota) [1606] 2540
42-0113-0 |PetuHun nanbmutat [1614] 2540
A12.06.060.008 |42-0114-0 |BeTta-kapoTuH [1615] 2540
42-0115-0 |1,25-gurngpokcmsutamund D3 (1,25-dihydroxivitamin D3) [1603] 2505
Butamun 25(0OH)D2 n 25(0OH)D3, pasgensHoe onpegenexme (BOXX -
42-0116-0 |MC/MC) [1616] 7115
A12.06.060.018 |42-0117-0 |>Kumpo- n Bogopactesopumble BUTamuHbl [1827] 20615
42-0118-0 |XKupopacTtsopumMble BUTaMuHbI [1828] 7175
42-0119-0 |BopopacTtBopuMble BUTaMuHbI [1829] 13455
42-0120-0 |HewnpoTponHble BuTamuHbl [1830] 4525
42-0121-0 |ButamuH [ u mmHepanbHbii o6meH [OBC156] 2590
4.11. HeopraHun4yecKue BelyecTsa
Kanwuii/HaTtpwmia/Xnop B ceiBopoTke kpoBu (K+/Potassium, Na+/Sodium, Cl-
A09.05.031.000.0/42-0122-0 |/Chloride, Serum) [39] 365
A09.05.032 42-0123-0 |Kanbuwnit o6wmn (Ca) (Calcium Total) [37] 290
Kanbuuin voHnsupoBaHHbI (Ca2+, cBoboaHbIv kanbumia) (lonized Calcium,
A09.05.206 42-0124-0 |Free Calcium) [165] 515
A09.05.127 42-0125-0 |Marnwui (Mg) B ceiBopoTke kpoBu (Magnesium (Mg), Serum) [40] 290
A09.05.033 42-0126-0 |docdop HeopraHunyeckun (P) (Phosphorus (P)) [41] 290
A09.05.007 42-0127-0 |>Keneso (Fe) B ceiBopoTke kpoBu (Iron (Fe), Serum) [48] 280
JlaTeHTHas (HeHacbILeHHas) ene3ocBa3biBaoLlasi CocoBHOCTb CbIBOPOTKM
A12.05.011.000.0/42-0128-0 |kpoBu (JDKCC, HX)KCC) (Unsaturated Iron Binding Capacity, UIBC) [49] 325
4.12. Cneuunduueckue 6enku
A12.06.015 42-0130-0 |AHtucTpentonuanH-O (ACJT-O, ACJ10) (Antistreptolysin-O, ASO) [42] 460
A09.05.009 42-0131-0 |C-peaktuBHbIn 6enok (CPB) (C-Reactive Protein, CRP) [43] 505
42-0132-0 |BbicokovyBcTBUTENBHBIN C-peakTuBHbIM 6enok (kapamo) [1643] 440
A12.06.019 42-0133-0 |PeBmartoungHbein caktop (P®) (Rheumatoid Factor, RF) [44] 510
A09.05.077 42-0134-0 |UepynonnasmuH (Ceruloplasmin) [840] 910
A09.05.079 42-0135-0 [lanTorno6uH (Haptoglobin) [841] 925
A09.05.241 42-0136-0 |Anba-2-makpornobynuH (Alpha-2-Macroglobulin, A2M) [1210] 730
Anbda-1-aHtutpuncuH (A1AT), koHueHTpauusa (Alpha-1-Antitrypsin, A1AT,
A09.05.073 42-0137-0 |AAT, Concentration) [1200A1AT] 1715
Anbda-1-aHtutpuncuH (A1AT), deHoTunupoBaHue (Alpha-1-Antitrypsin,
42-0138-0 |A1AT, AAT, Phenotyping) [832A1A] 3190
A09.05.008 42-0139-0 |TpaHcdeppuH (CnagepodunutH) (Transferrin) [50] 660
A09.05.076 42-0140-0 |PepputuH (Ferritin) [51] 740
A09.05.006 42-0141-0 |[Mworno6un (Myoglobin) [21] 1135
HatpunypeTtunyeckoro ropmoHa (B-tnna) N-koHuesorn nponenTtug (NT-proBNP,
N-Terminal Pro-brain Natriuretic Peptide, Pro-B-Type Natriuretic Peptide)
A09.05.256 42-0142-0 |[1631] 3190
A09.05.253 42-0143-0 |TponoHuH-I (Troponin-1) [157] 1080
Kapbornapat-gecdvumTtHbii TpaHcdeppuH (Carbohydrate-Deficient
A09.05.229 42-0144-0 |Trancferrin, CDT) [838] 4525
Kapbornapart -aevumTHbIN TpaHChEPPUH C 3aneKTpodoperpaMmmon
(Carbohydrate-Deficient Transferrin with results on an electrophoregram
42-0145-0 |(CDT)) [839] 4780
42-0146-0 |lencugmH 25 (6uoaktmeHbI) (Hepcidin 25, bioactive) [1566] 10140
PacTtBopumeble peuenTtopbl TpaHcdeppuHa (pTPP, Soluble Transferrin
42-0147-0 |Receptor, sTfR) [1595STFR] 2055
A09.05.209 42-0148-0 |MNpokanbuutoHuH (Procalcitonin) [1700] 4295
4.13. OHKOmapKepbl
MCA obwwi (MpocTtatnyeckunii cneundnyecknii aHTureH obwmin) (Prostate-
A09.05.130 42-0149-0 |Specific Antigen Total, PSA Total) [103] 730
OHkopuCcK My>XCKOW: npeacTaTtenbHas xenesa (Male oncologic risk: prostate)
42-0150-0 [[OBC69] 1150
A09.05.130 42-0151-0 |OueHka 3gopoBbs npoctatsl (MCA o6ul., NCA cB., -2proPSA, phi) [2113] 3570
A09.05.119 42-0152-0 |KanbumtoHuH (Calcitonin) [171] 1310




A09.30.002.000.0142-0153-0 |Anbda-cpetonpotenH (ADI) (Alpha-Fetoprotein, AFP) [92] 620
PakoBo-ambpuoHanbHbI aHTureH (POA, kapunHO3aMOpUOHarnbHbI aHTUTEH)
A09.05.195 42-0154-0 |(Carcinoembryonic Antigen, CEA) [141] 880
CA-15-3 (YrneBogHbii aHTureH 15-3) (Carbohydrate Antigen CA-15-3, Cancer
A09.05.231 42-0155-0 |Antigen CA-15-3) [142] 1055
CA-72-4 (YrneBogHbIi aHTUreH 72-4) (Carbohydrate Antigen CA-72-4, Cancer
A09.05.299 42-0156-0 |Antigen CA-72-4) [166] 1460
CA-19-9 (YrneBogHbii aHTureH 19-9) (Carbohydrate Antigen CA-19-9, Cancer
A09.05.201 42-0157-0 |Antigen-Gl) [144] 1055
LintokepatmHoBbin doparmeHT (Cyfra 21-1, pparmeHT LmTokepaTnHa 19)
(Cytokeratin 19 Fragments, C-terminus of Cytokeratin 19, CK19 Soluble
A09.05.247 42-0158-0 [Fragments, Cyfra 21-1) [167] 1470
CA-125 (YrneBogHbin aHTureH 125) (Carbohydrate Antigen CA-125, Cancer
A09.05.202 42-0159-0 |Antigen CA-125) [143] 1000
HE4 (Benok 4 anugmoumuca Yenoseka) (Human Epididymis Protein 4, HE4)
A09.05.300 42-0160-0 |[1281] 1655
OueHka pucka paka anvHmkos no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeTa pucka anuTennanbsHoro paka
SMYHMKOB) (ANs XeHLWwuH Ao meHonay3sbl) (Risk of Ovarian Malignancy
A09.05.202.001 |42-0161-0 |Algorithm, ROMA (Before Menopause)) [ROMA1] 2725
42-0162-0 |ROMA1 Pac4yet nHgekca [PACHETROMA1] 95
OueHka pucka paka anvHmkos no anroputmy ROMA (Risk of Ovarian
Malignancy Algorithm, anroputm pacyeTa pucka anuTennansHoro paka
SIMYHMKOB) (ANns XXeHLWwuH nocne meHonay3sbl) (Risk of Ovarian Malignancy
A09.05.202.001 |42-0163-0 |Algorithm, ROMA (After Menopause)) [ROMAZ2] 2725
42-0164-0 |ROMA2 Pacyet nHgekca [PACHETROMAZ] 95
CA-242 (YrneBoaHbIN aHTUreH 242, onyxoneBbin mapkep CA-242)
A09.05.232 42-0165-0 |(Carbohydrate Antigen CA-242, Tumor Marker CA-242) [1280] 1250
BeTta-2-mukpornobynuH B cbiBopoTke Kposu (Beta-2-Microglobulin, BMG,
A09.05.245 42-0166-0 |Serum ) [208] 1460
HelpoHcneundmnyeckas eHonasa (HCE) (Neuron-Specific Enolase, NSE)
A09.05.246 42-0167-0 |[209] 2065
A09.05.227 42-0168-0 |XpomorpaHuH A (Chromogranin A, CgA) [946] 6270
A09.05.219 42-0169-0 |Benok S100 (S100 Protein) [1198] 3890
SCC (AHTUreH NNOCKOKNETOYHOM KapumHoMbl) (Squamous Cell Carcinoma
A09.05.298 42-0170-0 |Antigen, SCCA, SCCAg) [1296] 2920
UBC (AHTUreH paka MOYeBOro ny3sblps, UCCrefoBaHne pacTBOPUMbIX
dparmeHTOB LmTOKepaTnHOB 8 1 18 B Mo4e) (Urine Bladder Cancer Antigen,
A09.05.227.002 |42-0171-0 |Urine Bladder Cancer, UBC) [1297] 2445
M-rpagmeHT, CKPMHUHI. OnekTpodopes CbIBOPOTKU KPOBM, UMMYHOUKCALMS
C NonuBaneHTHON aHTUCLIBOPOTKOM, KONUYecTBeHHas oueHka M-6enka (6e3
TunupoBaHusa) (M-Gradient, Screening. Serum Protein Electrophoresis
(SPEP), Immunofixation with Polyvalent Antiserum, Quantification of M-
42-0172-0 |Protein (without Typing)) [4050] 3405
M-rpagueHT, TUNMpoBaHue. ANekTpodopes3 CbIBOPOTKN KPOBH,
MMMYyHOMUKCaLMS C NaHeNblo aHTUCLIBOPOTOK (pasaensHo K 1gG, IgA, IgM,
kanna, nambga), konnyectBeHHas oueHka M-6enka (M-Gradient, Typing.
Serum Protein Electrophoresis (SPEP), Immunofixation with Antisera (IgG,
A09.05.106.003 [42-0173-0 |IgA, IgM, Kappa, Lambda), Quantification of M-Protein) [4051] 6260
MCA cBobGogHbiv (MpocTaTuyeckuii cneumn@uyecknii aHTureH cBoboaHbIN)*
A09.05.130.001 |42-0174-0 |[104] 805
MoneKynsipHoO-reHeTU4Yeckas AMarHoCTUKa paka npeacTaTenbHON Xenesbl
42-0176-0 |[7650] 3990
5. OLLEHKA ®YHKLUUW SHOOKPUHHOM CUCTEMDI
5.1. OueHka PpyHKUuM runodpumsa
AZpeHOKOpPTMKOTPONHbIN ropMoH (AKTT, kopTukoTponuH) (Adrenocorticotropic
A09.05.067 42-0177-0 |Hormone, ACTH) [100] 1055
TupeoTponHbii ropmoH (TTIT, TupotponuH) (Thyroid Stimulating Hormone,
A09.05.065 42-0178-0 |TSH) [56] 410
A09.05.066 42-0179-0 |ComatoTponHbiri ropMoH (comaToTponuH, CTIN) (Growth Hormone, GH) [99] 780
ComatomeaunH C (MHcynuHonoaobHbi dhaktop 1) (Somatomedin C, Insulin-
A09.05.204 42-0180-0 |like Growth Factor 1, IGF-1) [174] 1595
®onnukynoctumynupytowmii ropmoH (PCIM) (Follicle Stimulating Hormone,
A09.05.132 42-0181-0 |FSH) [59] 510
A09.05.131 42-0182-0 |JTotenHusnpyrowmin ropmoH (111N (Luteinizing Hormone, LH) [60] 530
A09.05.087 42-0183-0 |MponaktuH (Prolactin) [61] 550
A09.05.210 42-0184-0 |MakponponaktuH (Macroprolactin)* [6161] 1755
42-0185-0 |MenatoHuH, nna3ma (Melatonin, plasma) [1645] 2620




5.2. OueHKa GyHKLUM WUTOBULHOMN }Kenesbl

TupeoTponHbii ropmoH (TTIT, TupotponuH) (Thyroid Stimulating Hormone,

A09.05.065 42-0186-0 |TSH) [56] 410
TupokcuH obwnii (T4 obwnii, TeTpanogTMpoHmH obwmin) (Total Thyroxine,
A09.05.064 42-0187-0 |TT4) [54] 500
A09.05.063 42-0188-0 |TupokcuH cBoboaHbivi (T4 cBoboaHkin) (Free Thyroxine, FT4) [55] 490
A09.05.060 42-0189-0 |TpwuiiogTrpoHnH obwmn (T3 obwmn) (Total Triiodthyronine, TT3) [52] 520
A09.05.061 42-0190-0 |TpwuiiogTnpoHnH cBoboaHbIn (T3 cBoboaHbin) (Free Triiodthyronine, FT3) [53] 490
TpuiioaTnpoHnH peeepcnBHbIn (T3 peBepcuBHbIi, Reverse Triiodthyronine).
42-0191-0 |[1612] 7250
TUPOKCUHCBSA3bIBAKOLLASA CMOCOBHOCTL (MOrMoLeHe TUPEOUAHBIX FTOPMOHOB;
WHAEKC CBA3bIBAHMS TUPOKCUHA; MHAEKC cBoboaHoro TupokcuHa) (Thyroid
Uptake, T-Uptake, Thyroxine-Binding Capacity, TBC, Thyroxine-Binding Index,
A09.05.159.001 |42-0192-0 |TBI, free T4Index, fT4l) [196] 900
A09.05.117 42-0193-0 |TupeornobynuH (TI) (Thyroglobulin, TG) [197] 1010
AHTuTena Kk TnpeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies,
A12.06.017 42-0194-0 |Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) [57] 620
AHTUTEnNa K TUpeougHon nepokcraase (AT-TIMO, mMkpocoMarnbHble
aHTuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
A12.06.045 42-0195-0 |Antibodies, TPO Antibodies, TPOAb, Anti-TPO) [58] 600
AHTUTENA K MMKpOCOMarnbHoM dpakuum TupeouuntoB (AT K MUKPOCOMarbHOMY
aHTureHy tupeouutos, AT-MAIT, AMAT, TupeovaHble aHTUMUKPOCOMAaribHbIE
A12.06.036 42-0196-0 |aHTuTena) (Anti-Thyroid Microsomal Antibodies) [198] 680
AHTUTEna Kk peuentopam TTI (AT kK peuenTopamMm TUPEOTPOMNHOro rOPMOHa B
cbiBopoTKe kpoBu, AT-pTTT) (Thyroid-Stimulating Hormone Receptor
Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor
A12.06.046 42-0197-0 |immunoglobulin, TBII) [199] 2075
5.3. OueHKa ¢pyHKUUM KOPbl HAANOYEYHUKOB
A09.05.135 42-0198-0 |KopTtuson (MmgpokoptusoH) (Cortisol, Hydrocortisone) [65] 550
CeobogHbIvi kopTH3on, cytodHas Moda (Free Cortisol, Free Hydrocortisone,
A09.28.035.001 [42-0199-0 |24-Hour urine) [178] 1400
A09.07.007 42-0200-0 |KopTuson, crtoHa (Cortisol, Saliva) [1508] 775
A09.05.069 42-0201-0 |AnbgoctepoH (Aldosterone) [205] 1070
PeHnH (PeHnH nna3mbl KpoBu, npsimoe onpegenexue) (Direct Renin, Plasma)
A09.05.121 42-0202-0 |[206] 1665
AnbaocTepoH-peHnHoBoe cooTHolweHune (Aldosterone-Renin Ratio, ARR)
A09.05.120.001 |42-0204-0 |[1302ARR] 2500
42-0205-0 |MNperHeHonoH (Pregnenolone) [1301] 3560
5.4. OueHKa aHApPOreHHOro craTtyca
A09.05.078 42-0206-0 |TectoctepoH (Testosterone) [64] 510
A09.05.078.001 |42-0207-0 |CBobogHbin TectocTepoH (Free Testosterone) [169] 1400
A09.05.150 42-0208-0 |OwuruppotectoctepoH (OI'T) (Dihydrotestosterone, DHT) [168] 1640
A09.05.146 42-0209-0 |AHgpocTteHamoH (Androstenedione) [195] 1440
AHapocTeHamon rnokypoHua (AHgpocTaHamon rnokyporua) (Androstanediol
A09.05.147 42-0210-0 |Glucuronide, 3Alpha-Androstanediol Glucuronid, 3Alpha-diol G) [170] 1775
OernpgpoanvangpocTtepoH-cynedart (A3A-S04, Dehydroepiandrosterone
A09.05.149 42-0211-0 |sulfate, DHEA-S) [101] 580
A09.05.148 42-0212-0 |OerngpoanvMaHapoCTEPOH (HEKOHBIOrMPOBaHHbIN) [1602] 1620
B03.016.022 42-0213-0 |17-ketoctepoupbl (17-KC) B Mmouve (17-Ketosteroids, Urine) [156] 1965
A09.05.139 42-0214-0 |17-OH-nporectepoH (17-Hydroxyprogesterone, 17-OHP) [154] 820
mobynuH, cBsA3biBatowmin nonosble ropmoHsbl (I'CIIM) (Sex Hormone-Binding
A09.05.160 42-0215-0 |Globulin, SHBG) [149] 550
CrepongHbin npodunb B cntoHe (TecTocTepoH, [ernapoannaHgpocTepoH,
AHapocTeHamoH, KopTtuson, KopTunsoH, Sctpaawvon, MNMporectepoH, 17-OH-
B03.016.023 42-0216-0 |nporectepoH) [1577] 6390
5.5. 9cTporeHbl U NporecTuHbl
A09.05.154 42-0217-0 |3Sctpagwmon (32) (Estradiol, E2) [62] 600
A09.05.153 42-0218-0 |MNporecTtepoH (Progesterone) [63] 530
MeTabonuTbl 3CTPOreHOB U NporecTepoHa, 24-4 moya (Estrogens and
42-0219-0 |progesterone metabolites, 24-h urine) [1771] 7830
5.6. HectrepoungHblie perynatopHble ¢paKTopbl NONAOBbIX XKenes
AnTuMionnepos ropmoH (AMI) (Anti-Mullerian Hormone, AMH, Mullerian
A09.05.225 42-0220-0 |Inhibiting Substance, MIS) [1144] 1790
A09.05.203 42-0221-0 |WHrmbuH B (Inhibin B) [1145] 1825
Tpodobnactuyecknii 6eta-1-rnukonpoteunH (TBIN) (Trophoblastic beta-1-
42-0222-0 |Globulin, TBG) [1158] 635




5.7. MoHUTOpUHT 6epeMeHHOCTH, 6MoXMMUUYECKUE MAPKepPbl COCTOAHUSA
nnopa

XOpWOHWNYECKNI FOHaZoTPONMuH Yeroseka (XY, 6eta-XM4) (Human Chorionic

A09.05.090.000.0/42-0223-0 |Gonadotropin, HCG) [66] 460
CBobogHbii beta-XI'Y (cBobogHas beTta-cybbeanHmnLa XOPMOHNYECKOTO
roHagotponuHa venoseka) (Free Human Chorionic Gonadotropin, Free HCG)
A09.05.090 42-0224-0 |[189] 1020
MnaueHTapHbIA NakToreH (XopuoHudeckui comatomammoTtponuH) (Placental
Lactogen, PL, Human Placental Lactogen, hPL, Chorionic
Somatomammotropin, CS, Human Chorionic Somatomammotropin, hCS)
A09.05.249 42-0225-0 [[207] 1290
AccounmpoBaHHbI ¢ 6epeMeHHOCTBIO NpoTerH-A nnasmsbl (Pregnancy-
A09.05.161 42-0226-0 |Associated Plasma Protein-A, PAPP-A) [161] 1080
A09.05.157 42-0227-0 |CsobogHein actpuon (Estriol Free, E3) [134] 830
A09.30.002.000.0142-0228-0 |Anbda-cetonpoteuH (ADI) (Alpha-Fetoprotein, AFP) [92] 620
42-0230-0 |PRISCA1 pacuet [PACHETPRISCA1] 145
42-0232-0 |PRISCA2 pacuet [PACHETPRISCAZ2] 105
MpeHaTtanbHbI cKpUHUHT Tpucomuit: | TpumecTp (PRISCA-1) (Maternal
Screen, First Trimester; Prenatal Screening |; PRISCA | (Prenatal Risk
42-0233-0 |Calculation)) [PRS1-KZ] 1890
A09.05.249.001 |42-0234-0 |lMnaueHTapHbIi hakTop pocTa (PLGF) [1634] 4885
42-0235-0 |PactBopumasg fms-nogobHas TuposmHkmHasa-1 (sFlt-1) [1648] 3655
Mapkepsbl pucka npeaknamncum: sFlt-1, PIGF, cooTHoweHue sFlt-1/PIGF
42-0236-0 |[1649] 6565
5.8. OueHKa 3HAOKPUHHOI GYHKLUU NOAIKENY[0UHOM Kenesbl
A09.05.056 42-0239-0 [WHcynuH (Insulin) [172] 780
A09.05.056.001 |42-0240-0 |[MpouHcynuH (Proinsulin) [173] 2150
A09.05.205 42-0241-0 |C-nentug (C-Peptide) [148] 690
OueHKa MHCYNUHOPE3UCTEHTHOCTU: FMOKo3a (HaToLak), MHCYNMH (HaToLak),
pacyeT nHgekca HOMA-IR (Insulin Resistance: Fasting Glucose/Insulin,
A09.05.056.000.0142-0242-0 |Homeostasis Model Assessment of Insulin Resistance, HOMA-IR) [11HOMA] 1155
5.9. buoreHHble aMUHbI
KatexonamuHel (agpeHanuH, HopaapeHanuH, 4odamMuH) B Nna3me KpoBu —
KATETJI (Catecholamines: Epinephrine/Adrenaline,
A09.05.302 42-0245-0 |Norepinephrine/Noradrenaline, Dopamine, Plasma) [KATEINI] 3145
KaTtexonamuHbl (agpeHanuH, HopagpeHarnuH, JodamMnH) B Move
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
A09.28.034 42-0246-0 |Dopamine, Urine) [151] 2960
MeTabonuTbl KaTEXONAMMHOB M CEPOTOHMHA, CYTOYHas Moya:
BaHWnunNMuHaanesas kucnota (BMK), romoBanunvHoBsas kucnota (I'BK), 5-
rmapokcumHgonykcycHas kucnota (5-F'MYK)(Catecholamines and Serotonin
Metabolites, 24 Hours-Urine: Vanillyimandelic Acid, VMA, Homovanillic Acid,
A09.28.092 42-0247-0 |HVA, 5-Hydroxyindoleacetic Acid, 5-HIAA) [950] 3400
MeTaHedpurHbI hpakLUNOHUPOBaHHbIE (CBODOAHBIE U KOHBIOIMPOBAHHbIE), 24-
yacoBas mo4a (Metanephrines fractionated, free and conjugated , 24-h urine)
A09.28.034.001 |42-0248-0 |[1166] 3400
KaTtexonamuHbl (agpeHanuH, HopagpeHarnuH, JodamMnH) B Move
(Catecholamines: Epinephrine/Adrenaline, Norepinephrine/Noradrenaline,
A09.28.034 42-0249-0 |Dopamine, Urine) [152] 2960
A09.05.085 42-0250-0 |l'vctamuH B nnasme kpoBu (Histamine, Plasma) [1270] 3145
A09.05.302 42-0251-0 |CepoTOHMH B CbIBOPOTKE KpoBU (Serotonin, Serum) [993] 3145
MeTaHedpuvHbI hpaKkLMOHUPOBAHHbIE, pa3oBas Moya (CBOOOAHbIe +
koHblOrMpoBaHHble) (Metanephrines fractionated, free + conjugated, random
42-0252-0 |urine) [1674] 2115
5.10. Kanbuuii-peryampytowime ropMoHbl
A09.05.119 42-0253-0 |KanbumtoHuH (Calcitonin) [171] 1310
MapaTtupeoungHbi ropmoH (MapaTtropmoH, napatupuH, MNTI) (Parathyroid
A09.05.058 42-0254-0 |[Hormone, PTH) [102] 1050
5.11. FTOpMOHDI XXMPOBOW TKAHU
A09.05.159 42-0255-0 |JlentuH (Leptin) [175] 1400
5.12. Perynauma sputponossa
A09.05.082 42-0256-0 |3SputponoatuH (Erythropoetin) [222] 1655
5.13. OueHKa pucKa pa3suTua 3a6oneBaHUi1 cepaeyHO-CoCyAUCTOM
cUcTeMbl
42-0257-0 |QumeTunapruHvH acCUMMETPUYHBIN B KpoBy [1677] 5975

6. MUKPOSJIEMEHTDI

6.1. MuKpoanemeHTbl B KPOBM (CbIBOPOTKA KPOBMU, LiebHasA KPOBb)




A11.12.009 42-2275-0 |lMNpo6onoaroTtoska cbiBopoTka kposu [MNMM3IC] 900
42-2276-0 |lMNpo6onoaroTtoBka LenbHas kposb [MTTM3K] 900
OcHoBHble acceHumarnbHble ((KM3HEHHO HEODOXOONMbIE) MUKPOINIEMEHTbLI B
cbiBopoTKe kpoBu (Essential Vital Elements, Essential Trace Elements,
42-0258-0 [Serum) [M31] 1920
TOKCUYHbIE MUKPOINEMEHTBI (TSXKEeNble MeTanbl) B BEHO3HON kposw (Toxic
42-0259-0 |Trace Elements, Toxic Heavy Metals, Venous Blood) [M32] 1920
MuKpOaneMeHTbl B CbIBOPOTKE KPOBW U BEHO3HOW KPOBU: CKPUHUHT (Trace
42-0260-0 |Elements, Serum, Venous Blood: Screening) [M33] 4995
A09.05.278 42-0261-0 |Kagmun (Cd) B ceiBopoTke kposu (Cadmium (Cd), Serum ) [874] 380
A09.05.271 42-0262-0 |KobanbT (Co) B cbiBOpoTKe KpoBu (Cobalt (Co), Serum) [863] 380
A09.05.273 42-0263-0 |Mepgp (Cu) B ceiBopoTke kpoBu (Copper (Cu), Serum ) [888] 380
A09.05.270 42-0264-0 |MapraHney (Mn) B ceiBopoTKe kpoBu (Manganese (Mn), Serum) [892] 380
A09.05.276 42-0265-0 |CeneH (Se) B cbiBopoTKe kpoBM (Selenium (Se), Serum) [869] 380
A09.05.274 42-0266-0 |LumHk (Zn) B cbiBOpOTKE KpoBM (Zinc (Zn), Serum) [868] 380
A09.05.272 42-0267-0 |Hukenb (Ni) B ceiBopoTke kposu (Nickel (Ni), Serum) [893] 380
42-0268-0 |3onoto (Au) B cbiBopoTke kposu (Gold (Au), Serum) [1111] 380
A09.05.277 42-0269-0 |MonubgeH (Mo) B ceiBopoTke kposu (Molybdenum (Mo), Serum) [873] 380
A09.05.242.001 |42-0270-0 |Tannwui (TI) B cbiBopoTKe kposwm (Thallium (TI), Serum) [1118] 380
A09.05.275 42-0271-0 |Mbiwbsk (As) B cbiBopoTke KpoBM (Arsenic (As), Serum) [883] 380
A09.05.035.001 |42-0272-0 |Wopg B cbiBopoTke (lodine, serum) [1491] 380
A09.05.086 42-0273-0 |Jlutui (Li) B ceiBopoTke kpoBwm (Lithium (Li), serum) [814] 1555
A09.05.278 42-0274-0 |Kagmun (Cd) B BeHo3Hom kposu (Cadmium (Cd), Blood) [1112] 380
A09.05.271 42-0275-0 |KobanbT (Co) B BeHo3Hou kposu (Cobalt (Co), Blood) [1113] 380
A09.05.273 42-0276-0 |Mepgp (Cu) B BeHo3Hou kposu (Copper (Cu), Blood) [1114] 380
A09.05.270 42-0277-0 |MapraHey (Mn) B BeHo3HOM kpoBu (Manganese (Mn), Blood) [1115] 380
42-0278-0 |Hukenb (Ni) B BeHosHom kpoBu (Nickel (Ni), Blood) [1116] 380
A09.05.276 42-0279-0 |CeneH (Se) B BeHo3HOM kpoBU (Selenium (Se), Blood) [1117] 380
A09.05.274 42-0280-0 |UuHk (Zn) B BEeHo3HOM KpoBu (Zinc (Zn), Blood) [1119] 380
A09.05.281 42-0281-0 |CsuHew (Pb) B BeHo3Hou kposu (Lead (Pb), Blood) [878] 380
A09.05.280 42-0282-0 |PtyTb (Hg) B BeHo3Hou kposu (Mercury (Hg), Blood) [1141] 380
6.2. MukpoanemeHTtbl B mo4e
42-2277-0 |MNpobonogrotoBka moya [[MMM3M] 900
42-2278-0 |lMNpobonoaroTtoBka cyTo4Hon moun [MIMMIMC] 900
OcceHumanbHble (KM3HEHHO HEOBXOANMBIE) U TOKCUYHBIE MUKPOITNEMEHTLI B
42-0283-0 |moue (Essential Vital Elements, Toxic Trace Elements, Urine) [M34] 4415
A09.28.083 42-0284-0 |Kagmui (Cd) B moye (Cadmium (Cd), Urine) [1040] 380
A09.28.076 42-0285-0 |KobanbT (Co) B Mmoye (Cobalt (Co), Urine) [1034] 380
A09.28.078 42-0286-0 |Mepgp, Mo4a, pasoas nopuumsi (Copper, random urine; Cu) [1035] 380
A09.28.078 42-0287-0 |Mepgp (Cu) B cytouHom moye (Copper (Cu), 24-Hours Urine) [889] 380
A09.28.075 42-0288-0 |MapraHey (Mn) B Mmove (Manganese (Mn), Urine) [1032] 380
A09.28.081 42-0289-0 |CeneH ( Se) B mo4e (Selenium ( Se), Urine) [1038] 380
A09.28.079 42-0290-0 |UuHk (Zn) B Mmoye (Zinc (Zn), Urine) [1036] 380
A09.28.077 42-0291-0 |Hukenb (Ni) B mode (Nickel (Ni), Urine) [894] 380
A09.28.061 42-0292-0 |CsuHey (Pb) B moye (Lead (Pb), Urine) [895] 380
A09.28.085 42-0293-0 |PtyTtb (Hg) B Mmoye (Mercury (Hg), Urine) [1042] 380
42-0294-0 |Tannui (TI) B move (Thallium (T1), Urine) [1074] 380
A09.28.080 42-0295-0 |Mbiwbsk (As) B moye (Arsenic (As), Urine) [1037] 380
A09.40.005 42-0296-0 |AntomuHuia (Al) B moye (Aluminum (Al), Urine) [881] 380
A09.40.012 42-0297-0 |>Keneso (Fe) B mo4e (Iron (Fe), Urine) [1033] 380
A09.28.065 42-0298-0 |Wog (1) B mouye (lodine (1), Urine) [1479] 380
6.3. MuKpoanemeHTbI B BONOCAX
42-2279-0 |MNpobonoaroTtoska Bonockl [[MM3B] 900
42-0299-0 |TokcuyHble MUKpoaneMeHThl B Boniocax (Toxic Trace Elements, Hair) [M38] 2645
TOKCMYHbIE M 3CCeHUManbHble MUKPO3NeMeHTbl B Boniocax (Toxic Trace
42-0300-0 |Elements, Essential Vital Elements, Hair) [M39] 5300
BonbLuon CKpMHUHT anemMeHTHoro coctasa Bonoc (Elemental Composition of
42-0301-0 |Hair: Screening ) [M310] 9515
A09.01.012 42-0302-0 |AntomuHui (Al) B Bonocax (Aluminum (Al), Hair) [1004] 380
42-0303-0 |Bapwui (Ba) B Bonocax (Barium (Ba), Hair) [1126] 380
42-0304-0 |Bepunnui (Be) B Bonocax (Beryllium (Be), Hair) [1127] 380
A09.01.011 42-0305-0 |Bop (B) B BOnocax (Boron (B), Hair) [1001] 380
42-0306-0 |Banagui (V) B Bonocax (Vanadium (V), Hair) [1138] 380
42-0307-0 |Bucwmyt (Bi) B BOnocax (Bismuth (Bi), Hair) [1128] 380
42-0308-0 |Bonbcpam (W) B Bonocax (Tungsten, Wolframium (W), Hair) [1139] 380
42-0309-0 |lannun (Ga) B Bonocax (Gallium (Ga), Hair) [1129] 380
42-0310-0 |lepmanun (Ge) B Bonocax (Germanium (Ge), Hair) [1130] 380
42-0311-0 |>Keneso (Fe) B Bonocax (Iron (Fe), Hair) [1011] 380




42-0312-0 |3onoTo (Au) B Bonocax (Gold (Au), Hair) [1125] 380
42-0313-0 |Wog (1) B BOnocax (lodine (1), Hair) [1131] 380
A09.01.024 42-0314-0 |Kagmum (Cd) B Bonocax (Cadmium (Cd), Hair) [1019] 380
A09.40.007 42-0315-0 |Kanun (K) B Bonocax (Potassium (K), Hair) [1006] 380
42-0316-0 |Kanbuwni (Ca) B Bonocax (Calcium (Ca), Hair) [1007] 380
A09.01.017 42-0317-0 |KobanbT (Co) B Bonocax (Cobalt (Co), Hair) [1012] 380
A09.01.013 42-0318-0 |KpemHui (Si) B Bonocax (Silica (Si) , Hair) [1005] 380
42-0319-0 |JlanTaH (La) B Bonocax (Lantanum 9La), Hair) [1132] 380
A09.40.001 42-0320-0 |Jlutui (Li) B BONocax (Lithium (Li), Hair) [1000] 380
A09.40.004 42-0321-0 |MarHun (Mg) B Bonocax (Magnesium (Mg), Hair) [1003] 380
A09.01.016 42-0322-0 |MapraHey (Mn) B Bonocax (Manganese (Mn), Hair) [1010] 380
A09.01.019 42-0323-0 |Mepgp (Cu) B Bonocax (Copper (Cu), Hair) [1014] 380
A09.01.023 42-0324-0 |MonubgeH (Mo) B Bonocax (Molybdenum (Mo), Hair) [1018] 380
A09.01.021 42-0325-0 |Mbiwbsk (As) B Bonocax (Arsenic (As), Hair) [1016] 380
A09.40.003 42-0326-0 |Hatpun (Na) B Bonocax (Sodium (Na), Hair) [1002] 380
A09.01.018 42-0327-0 |Hukenb (Ni) B Bonocax (Nickel (Ni), Hair) [1013] 380
42-0328-0 |Onoso (Sn) B Bonocax (Tin (Sn), Hair) [1136] 380
42-0329-0 |MNnatuHa (Pt) B BOnocax (Platinum (Pt), Hair) [1134] 380
A09.01.026 42-0330-0 |PtyTb (Hg) B BOnocax (Mercury (Hg), Hair) [1021] 380
42-0331-0 |Py6buaun (Rb) B Bonocax (Rubidium 9Rb), Hair) [1135] 380
A09.01.027 42-0332-0 |CsuHew (Pb) B Bonocax (Lead (Pb), Hair) [1022] 380
A09.01.022 42-0333-0 |CeneH (Se) B Bonocax (Selenium (Se), Hair) [1017] 380
42-0334-0 |Cepebpo (Ag) B Bonocax (Silver (Ag), Hair) [1124] 380
42-0335-0 |CtpoHumn (Sr) B Bonocax (Strontium (Sr), Hair) [1137] 380
A09.01.025 42-0336-0 |Cypbma (Sb) B Bonocax (Antimony (Sb), Hair) [1020] 380
42-0337-0 |Tannwun (TI) B Bonocax (Thallium (TI), Hair) [1008] 380
42-0338-0 |®Poccop (P) B BOnocax (Phosphorus (P), Hair) [1133] 380
A09.01.015 42-0339-0 |Xpowm (Cr) B Bonocax (Chromium (Cr), Hair) [1009] 380
A09.01.020 42-0340-0 |UmHk (Zn) B Bonocax (Zinc (Zn), Hair) [1015] 380
42-0341-0 |Uupkonun (Zr) B Bonocax (Zirconium (Zr), Hair) [1140] 380
6.4. MukpoanemeHTbl B HOITAX
A11.12.009.000.0/42-2280-0 |lNpo6onogrotoska Hortu [MMM3H] 900
42-0342-0 |TokcmnyHble MukpoanemeHTol B HorTsix (Toxic Trace Elements, Nails) [M311] 2645
ToKCMYHbIE M 3CCeHUManbHble MUKPO3ANEMeHThI B HOrTsx (Toxic Trace
42-0343-0 |Elements, Essential Vital Elements, Nails) [M312] 5300
BonbLLOW CKPpUHMHT 3nemMeHTHoro coctaea Horter (Elemental Composition of
42-0344-0 |Nails: Screening ) [M313] 9515
42-0345-0 |AmtomuHui (Al) B HorTsix (Aluminum (Al), Nails) [1076] 380
42-0346-0 |bapwun (Ba) B HorTax (Barium (Ba), Nails) [1080] 380
42-0347-0 |bepunnwun (Be) B HorTsix (Beryllium (Be), Nails) [1081] 380
42-0348-0 |Bop (B) B HorTsx (Boron (B), Nails) [1079] 380
42-0349-0 |Banagui (V) B HorTax (Vanadium (V), Nails) [1120] 380
42-0350-0 |BucmyT (Bi) B HorTsx (Bismuth (Bi), Nails) [1082] 380
42-0351-0 |Bonbtpam (W) B Hortax (Tungsten, Wolframium (W), Nails) [1121] 380
42-0352-0 |lannun (Ga) B HorTsix (Gallium (Ga), Nails) [1089] 380
42-0353-0 |lepmanun (Ge) B Hortax (Germanium (Ge), Nails) [1090] 380
42-0354-0 [|>Keneso (Fe) B HorTsix (Iron (Fe), Nails) [1088] 380
42-0355-0 |3onoto (Au) B HorTsx (Gold (Au), Nails) [1078] 380
42-0356-0 |Wog (1) B HorTax (lodine (1), Nails) [1092] 380
A09.05.278.000.0/42-0357-0 |Kagmwuii (Cd) B HorTsix (Cadmium (Cd), Nails) [1084] 380
42-0358-0 |Kanun (K) B Hortsax (Potassium (K), Nails) [1093] 380
42-0359-0 |Kanbuwii (Ca) B HorTsix (Calcium (Ca), Nails) [1083] 380
42-0360-0 |KobanbT (Co) B HorTsix (Cobalt (Co), Nails) [1085] 380
42-0361-0 |Kpemnuw (Si) B HorTsix (Silica (Si), Nails) [1107] 380
42-0362-0 |NaHTaH (La) B Hortax (Lantanum (La), Nails) [1094] 380
42-0363-0 |NMutun (Li) B HorTax (Lithium (Li), Nails) [1095] 380
42-0364-0 |Marnui (Mg) B HorTax (Magnesium (Mg), Nails) [1096] 380
42-0365-0 |Mapraney (Mn) B Hortsx (Manganese (Mn), Nails) [1097] 380
42-0366-0 |Megb (Cu) B HorTsix (Copper (Cu), Nails) [1087] 380
42-0367-0 |MonubgeH (Mo) B HorTsix (Molybdenum (Mo), Nails) [1098] 380
42-0368-0 |Mbiwbsk (As) B HorTax (Arsenic (As), Nails) [1077] 380
42-0369-0 |Hatpun (Na) B Hortax (Sodium (Na), Nails) [1099] 380
42-0370-0 |Hwuikenb (Ni) B HorTax (Nickel (Ni), Nails) [1100] 380
42-0371-0 |OnoBo (Sn) B HorTsix (Tin (Sn), Nails) [1108] 380
42-0372-0 |MnatunHa (Pt) B HorTsix (Platinum (Pt), Nails) [1103] 380
42-0373-0 |PtyTtb (Hg) B HOorTax (Mercury (Hg), Nails) [1091] 380
42-0374-0 |Pybugun (Rb) B Hortsaax (Rubidium (Rb), Nails) [1104] 380
42-0375-0 |CsuHey (Pb) B HorTax (Lead (Pb), Nails) [1102] 380




42-0376-0 |CeneH (Se) B Hortax (Selenium (Se), Nails) [1106] 380
42-0377-0 |Cepebpo (Ag) B HorTsax (Silver (Ag), Nails) [1075] 380
42-0378-0 |CtpoHumi (Sr) B Hortax (Strontium (Sr), Nails) [1109] 380
42-0379-0 |Cypbma (Sb) B HorTax (Antimony (Sb), Nails) [1105] 380
42-0380-0 |Tannwuu (TI) B Hortax (Thallium (T1), Nails) [1110] 380
42-0381-0 |®Pocdop (P) B HorTax (Phosphorus (P), Nails) [1101] 380
42-0382-0 |Xpom (Cr) B Hortax (Chromium (Cr), Nails) [1086] 380
42-0383-0 |UuHk (Zn) B HorTaix (Zinc (Zn), Nails) [1122] 380
42-0384-0 |UmpkonHun (Zr) B Hortax (Zirconium (Zr), Nails) [1123] 380
7. NEKAPCTBEHHbIX MOHUTOPUHI
7.1. leKapCTBEHHDbI MOHUTOPUHT
A09.05.035 42-0385-0 |®eHobapbutan (JllomuHan) (Phenobarbitalum) [88] 3395
A09.05.035 42-0386-0 |PeHutounH (AudpenunH, AQunantuH) (Phenytoin) [89] 2420
Banbnpoesas kucnota (QenakuH, KoHsynekc) (Acidum Valproicum, Depakin,
A09.05.035 42-0387-0 [Convulexs) [90] 1370
A09.05.035 42-0388-0 |KapbamasenuH (PuHnencuH, Terpeton) (Carbamazepine, Tegretol) [91] 3395
A09.06.001 42-0389-0 |UuknocnopwuH (Cyclosporine, Cyclosporine A, Sandimmune) [274] 1610
Takponumyc (Aasarpad, MNporpad, MNpotonuk, Takpocen) (FK506, Advagraf,
A09.05.035 42-0390-0 [Prograf, Protopic, Tacrosel) [1353] 2095
TepudnyHomma, neconyHommg (Metabonut) (Teriflunomide, Leflunomide
42-0391-0 |metabolite) [1377TER] 4005
A09.05.035 42-0392-0 [NamoTpmaxuH (Lamotrigine) [917] 5305
A09.05.035 42-0393-0 |JleBetupauetam (Levetiracetam, Keppra®) [1271] 5305
A09.05.086 42-0394-0 |Jlutuw (Li) B ceiBopoTke KpoBwm (Lithium (Li), serum) [814] 1555
A09.05.035 42-0395-0 |MwuTtoTaH, nnasma kposwu (Mitotane) [1376] 4005
42-0397-0 |3Beponumyc (Everolimus) [1633] 3555
42-0398-0 |AnukcabaH, koHUeHTpauus (Apixaban Level) [1415] 1499
42-0399-0 |PuBapokcabaH, koHUeHTpauua (Rivaroxaban Level) [1416] 1599
8. NCCNIEAOBAHNA MO4YU
8.1. KnmHuueckue Tectbl
AHanns moun obwmi (AHanNM3 Moymn obLLMIA C MUKPOCKONUEN OCaKa)
B03.016.006 42-0400-0 |(Complete Urinalysis, Microscopic Examination) [116] 330
Kanbuwnii Moun, kadecTBeHHbIM TecT (Npoba Cynkosuya) (Sulkowitch Urine
A09.28.012 42-0402-0 [Calcium Test) [401] 190
WccnepoBanne moun no metogy Heumnoperko (Nechiporenko’s Urine Test)
B03.016.014 42-0401-0 |[272] 300
8.2. Buoxumusa mouu (CyTouHas sKckpeumsa)
42-0403-0 |KoHueHTpaumns B moye (Urine Creatinine) [CREA-U] 70
A09.28.003.001.0142-0404-0 |AnbbymuH, cytouHas moda (Albumin, 24-Hour urine) [95] 515
AnbbymMUH, pa3oBasi nopUus Moun (C KpeaTUHUHOM U pacyeToM
anbbymuH/kpeaTnHuH oTHoweHwust) (Albumin, random urine, with creatinine
A09.28.003.001 |42-0405-0 |and albumin/creatinine ratio calculation, UACR) [95110] 610
A09.28.011.000.0/42-0406-0 |Imioko3a, cytouyHas moya (Glucose, 24-Hour urine) [109] 260
A09.28.006 42-0407-0 |KpeatnHuH, cytouHas moya (Creatinine, 24-Hour urine) [110] 270
Mpoba Pebepra (KnupeHc 3HAOreHHOro kpeaTuHUHA, CKOPOCTb KIyGOYKOBOM
A12.28.002 42-0408-0 |cunbTtpaumm) (Glomerular Filtration Rate, GFR)* [96] 325
AmMnnasa B MOY€ CYTOYHOW UINK MOPLIMOHHON 3a U3MepeHHoe BpeMs (Anbda-
A09.28.027 42-0409-0 |amunasa, guactasa mo4m) (Amylase, 24-Hour or Timed Urine) [108] 365
A09.28.009 42-0410-0 |MoueBuHa, cytouHasa moya (Urea, 24-Hour urine) [111] 240
A09.28.010 42-0411-0 |MoueBas kucnota, cytodHasa moya (Uric Acid, 24-Hour urine) [112] 310
A09.28.003.002 |42-0412-0 |O6wun 6enok, cytodHasa moda (Protein Total, 24-Hour urine) [97] 435
A09.28.012 42-0413-0 |Kanbuwmin (Ca), cytouHast moya (Calcium (Ca), 24-Hour urine) [113] 335
Kanun (K), Hatpwuin (Na), cytounasa moda (Potasium (K), Sodium (Na), 24-Hour
42-0414-0 |urine) [114] 350
A09.28.026 42-0415-0 |®ocdop (P), cytouHas mouva (Phosphorus (P), 24-Hour urine) [115] 335
A09.28.034.001 |42-0416-0 |MeTaHedpuHbl hpakUMOHNPOBaHHbEIE CBOGOAHBIE, CyTOYHas Moya [918] 2210
42-0417-0 |Okcanatbl, cyTodHass moya (Oxalates, 24-Hour urine) [1458] 1655
Kanbuuii, pazoBasi nopuusi Mo4m (C KpeaTUHUHOM U pacyeToM
kanbumi/kpeaTnHuH oTHoweHwust) (Calcium, random urine, with creatinine and
A09.28.012.000.0/42-0418-0 |calcium/creatinine ratio calculation) [110113] 245
Benok, pasoBas nopumst Mo4n (C KpeaTUHUHOM U pacvyeToM
HOpMarnM30BaHHOIO Mo KpeaTMHWHY NokasaTens) (Protein, random urine, with
A09.28.003 42-0419-0 |creatinine and protein/creatinine ratio calculation) [97110] 325
MarHun, cytouHasa moda (cyTouHas akckpeums), (Magnesium, 24 h urine
42-0420-0 |excretion) [1318] 375
Marnwuii, pazoBas nopumsi MO4M (C KPEAaTUHMHOM U PacyYeToOM
MarHui/kpeatnHuH oTHoweHus) (Magnesium, random urine, with creatinine
42-0421-0 |and magnesium/creatinine ratio calculation) [1318110] 660




®ocop, pasoBas NopuUMsA MOYM (C KpEATUHMHOM U pacHeToM
HOpManu3oBaHHOro No KpeaTuHMHY nokasatens) (Phosphorus, random urine,

42-0422-0 |with creatinine and phosphorus/creatinine ratio calculation) [115110] 370
MoueBas kucnota, pasosas NopLmMsa MOYN, C KPEATUHUHOM U pacyeToMm
A09.28.010.000.0/42-0423-0 |HOpMann3oBaHHOro No KpeaTuHUHY Nok-ns [112110] 360
Okcanatbl, pa3oBasi nopLusa Moun (C KpeaTUHUHOM U pacyeToM
HOpManu3oBaHHOro No KpeaTuHWHY nokasatens) (Oxalates, random urine,
42-0424-0 |with creatinine and oxalate/creatinine ratio calculation) [1458110] 1695
OueHka p1cka kKamHeobpasoBaHUs - NUTOreHHbIe CyGCTaHLMU MOYK, CYyTOYHas
Moua (Kanbuuin, marHui, doocdop, okcanaTtbl, MOYeBas KUCMOTa, KpeaTUHUH
42-0425-0 |CyTOMHOM MOYM C pacyeToM cyTovHoW akckpeumn) [OBC110] 2995
OueHka p1cka kKamHeobpasoBaHUs - NUTOreHHble CyGCTaHLUMM MoYK, pa3oBas
nopuma Moun (Kanbuun, marHnin, gocdop, okcanaTtbl, MOYeBas KMCMOTa,
KpeaTWHWH pa3oBOW MOPLUM MOYX, C pacHeTOM HOPManu3oBaHHbIX MO
42-0426-0 |kpeatuHuHy nokasatenen) [OBC111] 2920
A09.28.002 42-0427-0 |AmnHokucnoTel B Moye, 31 nokasaTens [1691] 5790
8.3. NMcuxoaKTUBHbIE BELecTBa B moye
HapkoTWKM 1 NCUXOTPOMHbIE BELLECTBA - CKPUHUHT (KOMMIEKCHbIA aHanm3
MOYM Ha onuaTbl, amdeTamMmnH, MeTameTaMnH, KOKauH, KaHHabuHoMAbI U UX
meTabonuthbl) (Drugs and Psychotropic Substances Screening: Opiates,
Amphetamines, Methamphetamine, Cocaine, Cannabinoids, Cannabinoid
B01.045.012 42-0428-0 |Metabolites, Urine) [JIMC] 4405
42-0429-0 |KanHabuHougbl (MapuxyaHa) B mode (Cannabinoids (Marijuana), Urine)* [902] 1880
42-0430-0 |Onmatbl (MopduH/repouH) B mode (Opiates (Morphine/Heroin), Urine)* [925] 1880
42-0431-0 |Bapbutypatbl B Mode (Barbiturates, Urine)* [898] 1880
A09.28.059.001 |42-0432-0 |3taHon (ankoronsk) B Mode (Ethanol (Alcohol) Urine)* [982] 1880
«BpegHble NpuBbIvkM» (AHANU3 MOYM HA HUKOTUH, MCUXOTPOMHbIE U
HapKOTUYECKME BELLECTBA, MCMXOAKTUBHbIE NEKapCTBEHHbIE Npenaparhbl
(HVKOTUH; NCMXOTPOMHBIE Y HAPKOTUYECKUE BELLECTBA, NCUXOAKTUBHbIE
nekapcTBeHHble npenapaTsl) (Pernicious Habits: Nicotine, Drugs,
42-0433-0 |Psychostimulants and Psychotropic Substances, Urine)* [9950] 5125
8.4. UccnepoBaHMe NOYEYHOr0 KaMHA
AHanus3 XxMMmMyeckoro coctaBa MoveBblX (MOYEYHbIX) KAMHEN METOAOM
peHTreHoCcTpyKTypHOro aHanmnsa (Compositional Analysis of Urine (Kidney)
A09.28.018 42-0434-0 |Stones, infrared spectrometry, X-ray diffraction analysis) [1265] 4980
AHanus3 XxMMmMyeckoro coctaBa MoveBblX (MOYEYHbIX) KAMHEN METOAOM
nHcppakpacHon cnektpomeTpum (Compositional Analysis of Urine (Kidney)
A09.28.018 42-0435-0 |Stones, infrared spectrometry) [1565IMOK] 4980
9. UCCNNEQOBAHUA KANA
9.1. UccnepoBaHUA Kana
B03.016.010 42-2289-0 |lMNoceB kana Ha yCNoBHO-NaToreHHyo mMmukpodnopy [YINMM] 780
B03.016.010 42-0437-0 |Konporpamma (Koprogramma, Stool) [158] 480
AHanus kana Ha snua renbMmmnHToB (anua rnmncto) (PRO Stool, Helminth
A26.19.010 42-0438-0 |Eggs) [159A7] 350
A26.19.011 42-0439-0 |AHanus kana Ha npocTtenwme (PRO Stool) [1591PO] 415
WccnepoBaHne Ha aHTepobunos (arua octpuy), TamrnoH (Enterobiasis, Swab)
A26.01.017 42-0440-0 |[1600CT] 485
WccnepoBaHne Ha aHTepobuos (arua octpuy), wnatens (Enterobiasis,
A26.01.017 42-0441-0 |Spatula) [16010CT] 420
CogaepxaHue yrneBoaoB B kane (peayumpytowime Bewectsa B kane) (Stool
A09.19.012 42-0442-0 |Sugars, Reducing Substances, Fecal) [236] 940
A09.19.001 42-0443-0 |WccneposaHue kana Ha CKpbITyto KpoBb. KayecTBeHHbI meTop [240] 365
CkpblTas KpoBb B Karne (konopekrarbHble KPOBOTEYEHUST), KONNYECTBEHHbIN
nmmyHoxnmmyeckun metog FOB Gold (Quantitative Immunochemical Fecal
A09.19.001.001 |42-0444-0 |Occult Blood, Test FOB Gold) [2401] 1055
A09.19.010 42-0445-0 |3nactasa 1 (31), naHkpeaTudeckas anactasa 1 (Elastase 1, E1) [162] 3090
A09.05.073 42-0446-0 |Anbda-1-aHtutpuncud B kane (Alpha-1-Antitrypsin, Feces) [1533A1AT] 1960
42-0447-0 |OctatovHas ocmonspHocTb ctyna (Stool osmotic gap) [15920CC] 1400
42-0448-0 |XKenyHble kncnotobl B cTyne [1593] 2890
42-0449-0 |303nHOMUNBbHBLIV HENPOTOKCUH B cTyne [1594] 3180
42-0450-0 |3oHynuH chekanbHbIn [1596] 7915
42-0452-0 |Cteatokput ctyna [1599] 1215
A12.19.004 42-0453-0 |KanbnpotektuH dpekanbHbin (Fecal Calprotectin) [1338] 3025
VMccnepoBaHume kana Ha npocTtenwme ¢ koHcepBaHToMm (Stool Examination:
42-0454-0 |Protozoa (in Preservative))* [1072] 690
42-0455-0 |KonoHodnop-16. BruoueHos [3348] 4715




42-0456-0

KonoHodnop-16 metabonuam [3347]

4715

42-0457-0

KopoTkouenoyeyHble XpHble KUCNOThI B kane [1999]

2080

10. AUATHOCTUKA UHOEKLIMOHHbIX 3ABOIEBAHUI

10.1 ApgeHoBupycHaa uHbeKUuA

42-0458-0

AHTuTEna knacca IgA k ageHosupycy (Anti-Adenovirus IgA) [242]

1145

A26.06.005

42-0459-0

AHTtuTena knacca IgG k ageHosupycy (Anti-Adenovirus IgG) [241]

1145

10.2. Ackapmpo3

A26.06.121

42-0460-0

AHTUTEna knacca IgG k aHTureHam ackapug, (Anti-Ascaris lumbricoides 1gG)
[237]

1320

10.3. Acneprunnes

42-0462-0

JlTabopaTtopHoe uccnenosaHue aHtureHa Aspergillus (ranaktomaHHaH) B
cbiBopoTKe kpoBu (Aspergillus antigen (galactomannan) in serum) [278]

7190

A26.06.006

42-0463-0

JlTabopaTtopHoe uccnenosaHue aHtureHa Aspergillus (ranakromaHHaH) B
6poHxo-anbBeonsipHom nasaxe (Aspergillus antigen (galactomannan) in
bronchoalveolar lavage) [279]

7190

10.4. baktepougHas ¢nopa

42-0464-0

Baktepongel, onpegeneHue HK B cockobe anutenmanbHbIX KNeTok
yporeHuTanbHoro Tpakrta (Bacteroides spp., DNA, Scrape of Urogenital
Epithelial Cells)* [396YPO]

350

10.5. boppenunos (6onesHb Jlaiima)

A26.06.011.001

42-0466-0

AHTuTena knacca IgM k Borrelia burgdorferi (Anti-Borrelia burgdorferi IgM)
[244]

940

A26.06.011.002

42-0467-0

AHTuTena knacca IgG k Borrelia burgdorferi, BbisBnsiembie meTogom
nmmyHobnotTtuHra (Anti-Borrelia burgdorferi IgG, Immunoblot) [1190]

2455

42-0468-0

AHTuTena knacca IgM k Borrelia burgdorferi, BoisiBnsiemble metogom BecTtepH-
6nota (Anti-Borrelia burgdorferi IgM, Western Blot (WB)) [1191]

2305

42-0469-0

JlabopaTtopHoe uccnegoBaHue knewa ans soisenexmsa OHK Bo3byguTtensa
Jlanm-boppenwnosa (Borrelia burgdorferi, DNA) [27[]

1290

42-0470-0

JlabopaTtopHoe uccnegoBaHue knewa ans soissnexmsa JHK Bo3byguTtenen
KnewiesbIX pukkeTcnosos [47[]

1040

42-0471-0

Boppenuu, onpeaenexnve JHK B cuHoBuansHom xugkocTtn (Borrelia
burgdorferi, DNA, Synovial Fluid)* [3112CNH]

600

A26.23.033.001

42-0472-0

Boppenuu, onpepenexne OHK B cnnHHOMO3roBow xuakoctu (Borrelia
burgdorferi, DNA, Cerebrospinal Fluid)* [3112CMX]

600

10.6. Bapuuyenna-3ocrep smpyc

42-0473-0

Bupyc Varicella-Zoster, onpegenexune JHK B cnitoHe (VaricellaZosterVirus,
DNA, saliva) [3215CJIH]

430

42-0474-0

Bupyc Varicella-Zoster, onpeagenexune HK B cockobe anutenumanbHbIX KNEToK
cnuaucton potornotku (Varicella Zoster Virus, DNA, scrape of faucial
epithelial cells) [3215POT]

430

42-0475-0

Bupyc Varicella-Zoster, onpeaneneHue HK B cockobe anutenuanbHbIX KNETokK
koxxu (Varicella Zoster Virus, DNA, scrape of skin epithelial cells) [3215K0X]

430

A26.05.042.001

42-0476-0

Bupyc Varicella-Zoster, onpenenenne JHK B cbiBopoTke kpoBu (Varicella
ZosterVirus, DNA, serum) [3215CB]

430

10.7. BeTpaHasa ocna: BUPYC repneca yesnosBeka 3 Tuna (onofAcbiBaowumii
nuwaii)

A26.06.084.001

42-0477-0

AHTuTEena knacca |gG k BUpYyCy BETPSIHOM OCMbl U ONOSICHIBAIOLLIENO NuLas
(Anti-Varicella-Zoster Virus IgG, Anti-VZV 1gG) [256]

1055

A26.06.084.002

42-0478-0

AHTuTena knacca IgM Kk BUpycy BETPSIHOWM OCMbl ¥ ONOSIChIBAIOLLErO NuLLas
(Anti-Varicella-Zoster Virus IgM, Anti-VZV IgM) [257]

1150

10.8. BUM-uHdeKuuma (supyc ummyHoaedpuumta yenoBekKa)

A26.06.048.001

42-0479-0

AHTuTena k BUY 1 n 2 n antured BUY 1 1 2 (HIV Ag/Ab Combo) [68]

450

A26.05.021.002

42-0481-0

Bupyc ummyHogeduuuTa yenoseka tuna 1, kadyecteeHHoe onpegeneHne PHK
(Human immunodeficiency virus, quality, RNA) B ceiBopoTke kpoBwu [3102]

3195

A26.05.021.002

42-0482-0

Bupyc nmmyHogedmumta yenoseka, Tun 1 (BUY-1), onpeaenexve PHK (kon.)
B cbiBOpOTKe kpoBu (Human immunodeficiency virus, HIV-1, RNA, quality,
Serum) [339]

7990

10.9. BNY-undeKuyma, nanunnomasmpycHaa nHdekuua (BMpyc nanmuaiombi
YyenoBeKa)

42-0483-0

Bupyc nanvnnombl YernoBeka BbICOKOFO OHKOTEHHOrO pUcKa, CKPUHUHT 14
TmnoB: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne [HK B cockobe anutenmanbHbIX KNETOK CIN3NCTON NPAMON
kmwkn (HPV DNA, Scrape of Rectal Epithelial Cells, 14 Types (16, 18, 31, 33,
35, 39, 45, 51, 52, 56, 58, 59, 66, 68) Screening )* [311c-npK]

710




42-0484-0

Bupyc nanMnnomMbl YenoBeka BbICOKOrO OHKOFE€HHOTO pUcKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpegenexne [HK B cockobe anutenmanbHbix KneTok potornotkn (HPV DNA,
Scrape of Faucial Epithelial Cells, 14 Types (16, 18, 31, 33, 35, 39, 45, 51,
52, 56, 58, 59, 66, 68) Screening )* [311c-poT]

710

A26.20.009.004

42-0485-0

Bupyc nanvMnnomMbl YenoBeka BbICOKOrO OHKOFE€HHOTO pUcKa, CKPUHUHT 14
Tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 + KBM,
onpeaenexve JHK B cockobe anuTennanbHbIX KNETOK yporeHUTanbHoro
TpakTa (ka4ecTBeHHbIV MeTog onp. BIMY)* [311c-ypo]

710

A26.20.009.005

42-0486-0

Bupyc nanmnnomMbl YenoBeka BbICOKOrO OHKOFEHHOTO pucka, onpegerneHve
OHK 16 1 18 Tunos + KBM B cockobe anuTenunanbHbIX KIeToK
yporeHutaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 2
Types (16, 18)) [312C-YPO]

280

A26.21.008.000.0

42-0487-0

Bupyc nanunnomMbl YenoBeka BbICOKOrO OHKOFEHHOrO purcka,
reHoTunuposanune OHK 14 tunos: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58,
59, 66, 68 + KBM B cockobe anuTtenunarnbHbIX KNETOK yporeHMTanbHoro Tpakta
(Tnuposanue BIMY) [313C-YPO]

1055

42-0488-0

Bupyc nanvnnomMbl YenoBeka HU3KOro OHKOrEHHOro pucka, onpeaeneHune OHK
3 TmnoB: 6, 11, 44 + KBM B cockobe anutenmanbHbIX KNeToK
yporeHutaneHoro Tpakta (HPV DNA, Scrape of Urogenital Epithelial Cells, 3
Types (6, 11, 44)) [399C-YPO]

575

42-0489-0

Bupyc nanmnnombl YernoBeka HU3KOro OHKOreHHOro pucka, onpegenexve OHK
3 Tunos: 6, 11, 44 + KBM B cockobe anuTtenuanbHbIX KINETOK CIN3UCTON
npsimon kuwkm (HPV DNA, Scrape of Rectal Epithelial Cells, 3 Types (6, 11,
44)) [399C-npK]

575

A26.21.008

42-0490-0

Bupyc nanvnnomMbl YenoBeka HU3KOro OHKOrEHHOro pucka, onpeaeneHune OHK
3 TMnoB.: 6, 11, 44 B cockobe anutenuanbHbiX KNeTok potornotkn (HPV DNA,
Scrape of Faucial Epithelial Cells, 3 Types (6, 11, 44)) [399C-poT]

575

A26.20.009

42-0491-0

Bupyc nanunnomel Yyenoseka, onpegenenvne AHK 4 tunos: 6, 11, 16, 18 +
KBM B cockobe anuTenuanbHbIX KNeTok yporeHutansHoro Tpakta (HPV DNA,
Scrape of Urogenital Epithelial Cells, 4 Types (6, 11, 16, 18) Screening )
[374C-YPO]

490

A26.21.008.000.0

42-0492-0

OnddbepeHumpoBaHHoe onpeaenerve AHK BIMY (Bupyc nanunnomsl
yenoseka) 14 Tunos.: 16, 18, 31, 33, 35, 39, 45, 51, 52, 56, 58, 59, 66, 68 +
KBM B cockobe anuTenunanbHbIX KNeTOK YPOreHUTanbHOoro Tpakta
(TnuposaHue + kon. onpegenenuns BMNY) [377C-YPO]

1100

A26.21.008.000.0

42-0493-0

Bupyc nanunnombl yenoseka, onpegenenne AHK 21 tuna: 6, 11, 16, 18, 26,
31, 33, 35, 39, 44, 45, 51, 52, 53, 56, 58, 59, 66, 68, 73, 82 + KBM B cockobe
anuTenuanbHbIX KNeTok yporeHntansHoro tpakta (HPV DNA, Scrape of
Urogenital Epithelial Cells, 21 Types (6, 11, 16, 18, 26, 31, 33, 35, 39, 44, 45,
51, 52, 53, 56, 58, 59, 66, 68, 73, 82)) [391C-YPQO]

3840

10.10. TapaHepennes (rapgHepenna)

A26.20.030.001

42-0494-0

"apoHepenna, onpegenenne JHK B move (Gardnerella vaginalis, DNA,
Urine)* [305MQOU4]

385

A26.20.030.001

42-0495-0

MapaHepenna, onpegenexve HK B cekpeTe npocTtathl, 39Kynsate
(Gardnerella vaginalis, DNA, Prostatic Fluid, Semen)* [305CI1]

385

A26.20.032.000.0

42-0496-0

apaHepenna, onpegenexHne OHK B cockobe anuTenmanbHbIX KNeTok
yporeHuTanbHoro Tpakta (Gardnerella vaginalis, DNA, Scrape of Urogenital
Epithelial Cells)* [305YPO]

340

10.11. lenbMmUHTO3

A26.19.010

42-0497-0

AHanus kana Ha snua rensMmmHToB (anua rnmnctoB) (PRO Stool, Helminth
Eggs) [15947]

350

42-0498-0

Komnnekc Mapaautbl (ONUCT, 9XMHO, TOKCOK, TPpUxuH) [1186]

3335

42-0499-0

AHTUTENA K aHTMreHam Hematoz poga Anisakis 1gG [297]

900

42-0500-0

AHTuTEna K aHtureHam Kutarickon gsyyctkm Clonorchis sinensis 1gG [299]

1195

42-0501-0

Anti-Opisthorchis felineus IgM (aHTuTena knacca IgM k aHTMreHam kKowayben
aByycTku, Opisthorchis felineus) [1563]

790

42-0502-0

AHTuTEna knacca IgM k aHtureHam TpuxmHenn (anti-Trichinella IgM) [1564]

890

A26.19.010.000.0

42-0503-0

renbmo-ckpuH. CkpuHuHroeoe ML P-uccnenosaHune Bo3dygutenemn
renbMWHTO30B (3HTepobMo3a, ackapuaosa, AMgunnoboTpuosa, onMcTopxo3a,
TeHno3a) [3355]

2405

10.13. lenatut A BupycHaa uHdeKuua (eupyc renatuta A)

A26.06.034.002

42-0504-0

AHnTuTena knacca IgG k Bupycy renatuta A (Anti-HAV IgG) [71]

870

A26.06.034.001

42-0505-0

AnTuTena knacca IgM k Bupycy renatuta A (Anti-HAV IgM) [72]

1170

A26.05.030.001

42-0506-0

Bupyc renatuta A, onpegenexune PHK B chiBopoTke kpoBu (HAV RNA,
Serum)* [328CB]

915

10.14. renatut B BupycHaa nHdekuma (Bupyc renatura B)




HBs-aHTureH Bupyca renaturta B (HBs-aHTMreH, NOBEPXHOCTHbLIV aHTUreH
BMpYyca renaTtuta B, «aBCTpanuinckui» aHTUreH), kadectBeHHbl TecT (HBsAg,

A26.06.036.001 |42-0507-0 |Hepatitis B Surface Antigen, Qualitative) [73] 390
A26.06.035 42-0508-0 |HBe-aHTMreH Bupyca renatuta B (Hepatitis Be Antigen, HBeAg) [74] 870
AHTtuTena knaccos IgM u IgG k HB-core aHTureHy Bupyca renatura B,
cymmapHo (Anti-HBc IgM, IgG, Antibodies to Hepatitis B Core Antigen;
A26.06.039 42-0509-0 |HBcADb, Total, HBV Core Total Antibodies (IgG + IgM)) [75] 710
AHTuTena knacca IgM k HB-core aHTureHy Bupyca renatuta B (Anti-HBc IgM
A26.06.039.001 |42-0510-0 |Antibodies to Hepatitis B Core Antigen; HBV Core Antibodies IgM) [76] 1080
A26.06.038 42-0511-0 |AHTuTena k HBe-aHTureny Bupyca renatuta B (Anti-HBe, HBeAb) [77] 870
A26.06.040.002 |42-0512-0 |AHTuTEna k HBs-aHTUreHy Bupyca renatuta B (Anti-HBs, HBsAb) [78] 925
HBs-aHTureH Bupyca renatuta B (HBs-aHTMreH, NOBEPXHOCTHbLIV aHTUreH
BMpYyca renatuTa B, «aBCTpanuickuiny aHTUreH), KONMYecTBEHHbIN TeCT
A26.06.036.002 |42-0513-0 |(HBsAg, Hepatitis B Surface Antigen, Quantitative) [87] 2105
Bupyc renatuta B, onpegenenmne [JHK B CbIBOpOTKE KPOBU, KA4ECTBEHHOE
A26.05.020.001 |42-0514-0 |(HBV DNA, Serum, Qualitative)* [319CB] 640
Bupyc renatuta B, onpegenenmne [JHK B CbIBOpOTKE KPOBU, KONMMHECTBEHHOE
A26.05.020.002 |42-0515-0 |(HBV DNA, Serum, Quantitative)* [320CB] 5150
10.15. fenaTtut C BUpYycHana nHdeKuyua (supyc renatura C)
AHnTuTena knaccos IgM u 1gG k Bupycy renatuta C, cymmapHo (Anti-HCV
A26.06.041.002 |42-0516-0 |Total (IgG + IgM))* [79] 680
UHTepnenknH-28B (UJ1-28B), reHoTunmMpoBaHue (MccnegoBaHme
reHeTUYeCcKMX MapKkepoB, onpeaenstowmx apeKkTUBHOCTL NeYeHns
XpoHuyeckoro renatuta C nHtepdgepoHom n pubasmpuHom) (Interleukin 28
Beta IL28B, Genotyping (Study of Genetic Markers Determining Effectiveness
A27.05.001.006 |42-0518-0 |of Treatment of Chronic Hepatitis C in Interferon and Ribavirin)) [2447] 750
Bupyc renatuta C, onpegenenne PHK B cbiBOpOTKE KPOBU, Ka4EeCTBEHHOE
A26.05.019.001 |42-0519-0 |(HCV RNA, Serum, Qualitative)* [321CB] 770
Bupyc renatuta C, onpegenenne PHK B nnasme kpoBu, KONNMYECTBEHHOE
A26.05.019.002 |42-0520-0 |(HCV RNA, Plasma, Quantitative)* [32311J1] 15705
Bupyc renatuta C, onpegenenne PHK B nnasme, reHoTunMpoBaHue ¢
cybtunamm (tunel 1 (cyotunel 1a n 1b), 2, 3) (Hepatitis C Virus (HCV) RNA,
A26.05.019.003 |42-0521-0 |Plasma, Genotyping, Subtypes (Types 1 (Subtypes 1a, 1b), 2, 3))* [32411]1] 1370
Bupyc renatuta C, konuyecteeHHoe onpeaenerne PHK Bupyca n
reHoTunuposaHue (Tvnbl 1, 2, 3) (Hepatitis C Virus (HCV) RNA, Quantitative
A26.05.019.003 |42-0522-0 |PCR, Genotyping (Types 1, 2, 3)) [324] 4825
Bupyc renatuta C, onpegenenne PHK B cbiBopoTke kpoBu metogom lMLP,
A26.05.019.002 |42-0524-0 |konuyectBeHHoe (HCV RNA, Serum, Quantitative, PCR)* [350CB] 4735
Bupyc renatuta C (BI'C), ynbTpadyBcTButensHoe onpegeneHune PHK BI'C
A26.05.019.001 |42-0525-0 |(Hepatitis C Virus (HCV) RNA, Ultrasensitive PCR) [3500CB] 3665
Bupyc renatuta C PHK, reHoTunupoBaHue 6 reHotunos (1a,1b,2,3a,4,5a,6)
42-0526-0 |[1688] 2775
MyTauum nekapctseHHoun pesmcteHTHocTn NS3, NS5A n NS5B pervoHos
42-0527-0 |reHoma Bupyca renatuta C (ansa reHotunos 1a, 1b) [7644G1] 10225
MyTauum nekapctseHHoun pesmcteHTHocTn NS3, NS5A n NS5B pervoHos
42-0528-0 |reHoma Bupyca renatuta C (gnsa reHotuna 3) [7644G3] 10225
42-0530-0 |AHTUTEna K Bupycy renatuta C, IgG, ummyHobnot [1146] 7970
10.16. FfenaTtut D BUpycHasa nHdeKuyua (Bupyc renatuta D)
A26.06.043.001 |42-0531-0 |AHTuTena knacca IgM k Bupycy renatnta D (Anti-HDV IgM) [1268] 1030
AHnTuTena knaccos IgM u 1gG k Bupycy renatuta D, cymmapHo (Anti-HDV
A26.06.043 42-0532-0 |Total (IgG + IgM)) [1269] 1030
Bupyc renatuta D, onpeaenenne PHK B cbiBopoTke kpou (HDV RNA,
A26.05.023.001 [42-0533-0 |Serum)* [325CB] 925
10.17. Fenatut E BUpycHaa uupeKkuus (smpyc renatura E)

A26.06.044.001 |42-0534-0 |AHTUTEna knacca IgM k Bupycy renatuta E (Anti-HEV IgM) [227] 1215
A26.06.044.002 |42-0535-0 |AHTuTena knacca lgG k Bupycy renatuta E (Anti-HEV 1gG) [228] 1320
10.18. fenatut G BupycHaa uidekumsa (Bupyc renatura G)

Bupyc renatuta G, onpegeneHve PHK B ceiBopoTke kpoBu (HGV RNA,
A26.05.026.001 [42-0536-0 |Serum)* [326CB] 990
10.19. lepnec (repnec-B1pycbl Yenoseka 1 u 2 Tunos)
AHTuTena knacca IgG k Bupycy npoctoro repneca 1 1 2 Tunos (Anti-HSV-1, 2
A26.06.045.000.0042-0537-0 |lIgG) [122] 640
AHTuTena knacca IgG k Bupycy npoctoro repneca 1 tuna (Anti-HSV-1 1gG)
A26.06.045.001 [42-0538-0 |[1222] 1110
AHTuTEna knacca IgG k Bupycy npoctoro repneca 2 tuna (Anti-HSV-2 1gG)
A26.06.045.002 [42-0539-0 |[1223] 885




A26.06.045.003

42-0540-0

AHTuTEna knacca IgM k Bupycy npocTtoro repneca 1 n 2 tunos (Anti-HSV-1, 2
IgM) [123]

660

A26.06.046.002

42-0541-0

AsungHocTb Anti-HSV I1gG [4AVHSV]

1135

42-0542-0

epnecsupyc 1 n 2 Tnnos, onpegenenune HK B Boinote (HSV-1, 2 DNA,
Exudate)* [309BIT]

385

A26.26.012.001

42-0543-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anutennanbHbIX
KneTok koHbtoHKTUBLI (HSV-1, 2 DNA, Scrape of Conjunctiva Epithelial Cells
)* [309MN3]

385

42-0544-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anuTtennanbHbIX
knetok koxun (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells)* [309KOXX]

385

A26.28.023.001

42-0545-0

epnecsupyc 1 u 2 Tnnos, onpegenenune AHK B moye (HSV-1, 2 DNA, Urine)*
[309MOM]

385

42-0546-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anuTtennanbHbIX
kneTtok cnmaucton Hoca (HSV-1, 2 DNA, Scrape of Nasal Epithelial Cells)*
[309HOC]

385

42-0547-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anutennanbHbIX
knetok potornoTkm (HSV-1, 2 DNA, Scrape of Faucial Epithelial Cells)*
[309POT]

385

A26.05.035.001

42-0548-0

epnecsupyc 1 n 2 Tnnos, onpegenenne AHK B ceiBopoTKe kpoBu (HSV-1, 2
DNA, Serum)* [309CB]

680

42-0549-0

epnecsupyc 1 n 2 Tnnos, onpegenenune OHK B cntoHe (HSV-1, 2 DNA,
Saliva)* [309CJ1H]

385

A26.23.008.001

42-0550-0

epnecsupyc 1 n 2 Tnnos, onpegenenne AHK B CNIMHHOMO3roBoOM XnaKocTn
(HSV-1, 2 DNA, Cerebrospinal Fluid)* [309CMXX]

385

42-0551-0

lepnecsupyc 1 n 2 Tnnos, onpenenenne AHK B cekpeTe npocTaThl, asKynaTe
(HSV-1, 2 DNA, Prostatic Fluid, Semen)* [309CIM]

385

A26.21.009.001

42-0552-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anuTtennanbHbIX
KneTok yporeHuTanesHoro Tpakta (HSV-1, 2 DNA, Scrape of Urogenital
Epithelial Cells)* [309YPQ]

340

A26.01.024.001

42-0553-0

epnecsupyc 1 n 2 Tnnos, onpegenenune OHK B BbinoTe, TunuposaHne (HSV-
1, 2 DNA, Exudate, Typing)* [3090BI1T]

545

A26.26.012.001

42-0554-0

epnecsupyc 1 u 2 Tunos, onpegenenne AHK B cockobe anutenunanbHbIX
KNeToK KOHBbIOHKTUBELI, TnupoBaHme (HSV-1, 2 DNA, Scrape of Conjunctiva
Epithelial Cells, Typing)* [3090I'J13]

545

42-0555-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anutennanbHbIX
KneTok koxu, TunmposaHme (HSV-1, 2 DNA, Scrape of Skin Epithelial Cells,
Typing)* [3090KOX]

545

42-0556-0

epnecsupyc 1 n 2 Tnnos, onpegenenne AHK B modve, Tunuposanue (HSV-1,
2 DNA, Urine, Typing)* [3090MOU4]

545

42-0557-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anuTtennanbHbIX
KNeToK Crm3ucTon Hoca, TunupoBaHue (HSV-1, 2 DNA, Scrape of Nasal
Epithelial Cells, Typing)* [3090HOC]

545

A26.08.017

42-0558-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anuTtennanbHbIX
KneTok poTornoTku, TunuposaHune (HSV-1, 2 DNA, Scrape of Faucial
Epithelial Cells, Typing)* [3090POT]

545

A26.05.035.001

42-0559-0

Fepnecsupyc 1 u 2 Tnnos, onpegenenne AHK B cbiIBOpOTKe KpPOBM,
TunuposaHue (HSV-1, 2 DNA, Serum, Typing)* [3090CB]

785

42-0560-0

lepnecsupyc 1 n 2 Tnnos, onpenenenne AHK B cnoHe, TunnposarHne (HSV-
1, 2 DNA, Saliva, Typing)* [3090CJ1H]

545

A26.23.008.001

42-0561-0

epnecsupyc 1 n 2 Tnnos, onpegenenne JHK B CMIMHHOMO3roBON XNOKOCTH,
TunuposaHue (HSV-1, 2 DNA, Cerebrospinal Fluid, Typing)* [3090CMX]

545

A26.01.024

42-0562-0

epnecsupyc 1 n 2 Tnnos, onpeaenenne AHK B cekpeTe npocTaThl, asKynaTe,
TunuposaHune (HSV-1, 2 DNA, Prostatic Fluid, Semen, Typing)* [3090CIT]

545

A26.21.009

42-0563-0

epnecsupyc 1 n 2 Tnnos, onpegenenune JHK B cockobe anutennanbHbIX
KrNeToK yporeHuTanbHoro TpakTa, tunuposaHume (HSV-1, 2 DNA, Scrape of
Urogenital Epithelial Cells, Typing)* [3090YPO]

545

10.20. Fepnec-supyc YenoseKka 6 Tuna

A26.06.047.001

42-0564-0

AnTuTena knacca IgG k repnecsupycy yenoseka 6 Tuna (Anti-HHV-6 1gG)
[276]

900

42-0565-0

epneceupyc 6 Tuna, onpegenexue OHK B Beinote (HHV-6 DNA, Exudate)*
[352BIMT]

385

42-0566-0

epnecBupyc 6 Tuna, onpegenexHme OHK B moye (HHV-6 DNA, Urine)*
[352MOY]

385

42-0567-0

"epnecBupyc 6 Tuna, onpegenexHme HK B cockobe anMTenuanbHbIX KIeTok
cnuaucton Hoca (HHV-6 DNA, Scrape of Nasal Epithelial Cells)* [352HOC]

385




epnecsupyc 6 Tnna, onpegenernne [HK B cockobe anutenmanbHbIX KNEeToK

A26.08.060.001 |42-0568-0 |potornotkm (HHV-6 DNA, Scrape of Faucial Epithelial Cells)* [352POT] 385
epnecsupyc 6 Tuna, onpegenernne [HK B cbiBopoTke kposu (HHV-6 DNA,
A26.05.033.001 |42-0569-0 |Serum)* [352CB] 680
epnecsupyc 6 Tnna, onpegenexne AHK B cntoHe (HHV-6 DNA, Saliva)*
A26.07.008 42-0570-0 |[352CJ1H] 385
epnecsupyc 6 Tuna, onpegenerne AHK B cnuHHomo3rosow xungkoctn (HHV-
A26.23.016.001 |42-0571-0 |6 DNA, Cerebrospinal Fluid)* [352CMX] 385
epnecsupyc 6 Tuna, onpegenerne [HK B cekpeTe npocTathl, asKynare
42-0572-0 |(HHV-6 DNA, Prostatic Fluid, Semen)* [352CIT] 385
epnecsupyc 6 Tnna, onpegenerne [HK B cockobe anutenmanbHbIX KNEeToK
yporeHutaneHoro Tpakta (HHV-6 DNA, Scrape of Urogenital Epithelial Cells)*
A26.30.018.001 |42-0573-0 |[352YPQ] 385
10.21. Fepnec-supyc YenoseKka 8 Tuna
AnTuTena knacca IgG k repnecsupycy yenoseka 8 Tuna (Anti-HHV-8 1gG)
42-0574-0 |[277] 1135
10.22. FroHopes (FOHOKOKK)
"oHokokk, onpegeneHne JHK B cockobe anutenuanbHbIX KNeTok
koHbloHKTUBBI (Neisseria gonorrhoeae, DNA, Scrape of Conjunctiva Epithelial
42-0575-0 |Cells )* [306IT13] 385
"oHokokk, onpegeneHue JHK B moye (Neisseria gonorrhoeae, DNA, Urine)*
A26.28.015.001 |42-0576-0 |[306MOM] 385
"oHokokk, onpegeneHne JHK B cockobe anutenuanbHbIX KNETOK CAN3NCTOn
npsimon knwkn (Neisseria gonorrhoeae, DNA, Scrape of Rectal Epithelial
A26.19.029.001 [42-0577-0 |Cells)* [306I1PK] 385
"oHokokk, onpeaeneHne JHK B cockobe anutenunanbHbIX KNETOK POTOrMOTKN
A26.08.067.001 |42-0578-0 |(Neisseria gonorrhoeae, DNA, Scrape of Faucial Epithelial Cells)* [306POT] 385
"oHokokk, onpegeneHue HK B cnHoBmnanbHom xnakocth (Neisseria
42-0579-0 |gonorrhoeae, DNA, Synovial Fluid)* [306 CUH] 620
"oHoKokK, onpeneneHue HK B cekpeTe npoctaThl, 3gkynaTe (Neisseria
42-0580-0 |gonorrhoeae, DNA, Prostatic Fluid, Semen)* [306CIT] 385
"oHokokk, onpegeneHne JHK B cockobe anutenuanbHbIX KNEeTok
yporeHutanbHoro Tpakta (Neisseria gonorrhoeae, DNA, Scrape of Urogenital
A26.20.022.000.0/42-0581-0 |Epithelial Cells)* [306YPQO] 340
MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpeaenexHme
YYBCTBUTENBHOCTM K aHTUMUKPOOHbIM Npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
A26.21.002 42-0582-0 |Testing) [449] 1020
10.23. F'punn
WHdrnoeHua A+b (Influenza A+B, rpunn), aHTureHHbin TecT (Influenza A+B.
42-0583-0 |One Step Rapid Immunochromotographic Assay) [489] 1350
Bupyc rpunna A/H1N1, kayectBeHHoe onpeneneHune PHK (Influenza virus
42-0584-0 |A/H1N1,quality,RNA). [304] 1990
Bupyc rpunna A/B, kayecTtBeHHoe onpegeneHune PHK (Influenza virus A/B,
42-0585-0 |quality, RNA) [3317] 1445
10.24. emopeKos (Knewy gemoaekc)
WccnepoBaHue Ha Hanuume knewa gemogekc (Demodex folliculorum,
A26.01.018 42-0586-0 |Demodex brevis) [25[] 520
WccnepoBaHue Ha Hanuume knewa gemogekc (Demodex folliculorum,
42-0587-0 |Demodex brevis) [24] 560
10.25. AnseHTepua amebHan, amebuas
AHTUTEna knacca IgG k aHTureHam amseHTepuiiHo amebbl (Anti-Entamoeba
A26.06.026 42-0588-0 |histolytica IgG) [235] 1040
10.26. AinseHTepua 6aKkTepranbHasn, WUreanes, WUreabl
A26.06.098 42-0589-0 |PII'A ¢ Shigella flexneri 1-5 (Shigella flexneri 1-5, IHA) [280] 505
A26.06.097.001 |42-0590-0 |PII'A c Shigella flexneri 6 (Shigella flexneri 6, IHA) [281] 505
A26.06.097.001 |42-0591-0 |PII'A ¢ Shigella sonnei (Shigella sonnei, IHA) [282] 505
[MoceB Ha NaTOreHHy U YCNOBHO-NATOreHHY MUKPOMnopy KuLeYHMKa
(Stool Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora,
A26.19.008 42-0592-0 |Bacteria Identification) [437YTTM] 1440
lMoceB Ha NATOreHHy U YCNOBHO-MATOreHHY0 MUKPOMOopY KULIEYHMKA C
onpepeneHvem 4yBCTBUTENbHOCTU K aHTUMUKPOBHBIM npenapatam (Stool
Culture, Pathogenic Intestinal and Conditionally Pathogenic Microflora.
A26.19.008 42-0593-0 |Bacteria Identification and Antibiotic Susceptibility Testing) [437YIM-A] 1665




MoceB Ha NaTOreHHyto M YCNOBHO-NATOrEHHYI0 MUKPOMIOPY KMULLEYHUKA C
onpeaeneHMem YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtaMm 1
bakrepuodparam (Stool Culture with Bacteria Identification and

A26.19.008 42-0594-0 |Antibiotic+Bacteriophage Susceptibility Testing) [437YITM-®] 1775
MoceB Ha naToreHHyto kuweyHyto dnopy (Stool Culture (Salmonella spp.,
A26.19.008.000.0/42-0595-0 |Shigella spp.). Bacteria Identification) [457-I1] 1230
MoceB Ha NaToOreHHyto KuLie4vHyto dropy, onpeaeneHme YyBCTBUTENBHOCTU K
aHTUMKUKpPOOHbLIM npenapaTam (Stool Culture (Salmonella spp., Shigella spp.).
A26.19.003.001 |42-0596-0 |Bacteria Identification and Antibiotic Susceptibility Testing) [457-A] 950
MoceB Ha NaToOreHHyto KuLie4vHyto dropy, onpeaeneHme YyBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM nNpenapaTtam n 6aktepmnodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
A26.19.008 42-0597-0 |Bacteriophage Efficiency Testing) [457-®] 1460
10.27. AndTepua (gudrepuiiHaa nanouKka)
AnTuTena knacca IgG k gudrtepuitHoMy aHaTtokcuHy (Anti-Diphtheria Toxoid
A26.06.104 42-0598-0 |lgG) [855] 1320
A26.08.001 42-0599-0 |Moces Ha andTeputo (Corynebacterium diphtheriae Culture) [469] 900
10.28. UepcuHum (MepcuHKnO3, NnceBaoTybepKynes)
Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcuHmnos, onpegenexHve
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam (Yersinia enterocolitica,
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
A26.19.004 42-0600-0 |[460] 1610
A26.06.094 42-0601-0 |PII'A c Yersinia pseudotuberculosis (Yersinia pseudotuberculosis IHA) [286] 505
PIIA ¢ Yersinia enterocolitica cepotuna O:3 (Yersinia enterocolitica O:3,
A26.06.086 42-0602-0 |IHA) [284] 505
PIIA ¢ Yersinia enterocolitica cepotuna O:9 (Yersinia enterocolitica O:9,
A26.06.086 42-0603-0 |IHA) [285] 505
AHTuTEna knacca IgA k aHTureHam Yersinia Enterocolitica n Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
42-0604-0 |Pseudotuberculosis, IgA) [2381] 900
AHTuTena knacca IgG k aHtureHam Yersinia Enterocolitica u Yersinia
Pseudotuberculosis (anti-Yersinia Enterocolitica, anti-Yersinia
42-0605-0 |Pseudotuberculosis, 1IgG) [2391] 900
AHTUTENa Knacca IgA k aHTureHam Yersinia enterocolitica (Anti-Yersinia
A26.06.093 42-0606-0 |enterocolitica IgA) [238] 900
AHTuTena knacca IgG k aHtureHam Yersinia enterocolitica (Anti-Yersinia
A26.06.093 42-0607-0 |enterocolitica IgG) [239] 900
10.29. KamnunobaKrepnos, Kamnunobakrep
Moces kana Ha kamnunobakrep (Campylobacter spp.) (Campylobacter spp.,
A26.19.084 42-0608-0 |Stool Culture. Bacterial Identification) [461] 1610
10.30. Kananpo3, KaHamMaa
A26.06.006.001 |42-0609-0 |AHTuTena knacca IgG k Candida albicans (Anti-Candida albicans 1gG ) [254] 1150
A09.05.118 42-0610-0 |MNneceHb Candida albicans, IgG (M5) (M5 Candida albicans, IgG ) [6617] 785
Kanguga, onpegenenune [1HK B BbinoTe (Candida albicans, DNA, Exudate)*
42-0611-0 |[344BITT] 385
Kanguaa, onpegenenue [IHK B cockobe anmTennanbHbIX KNETOK KOXK
A26.20.048 42-0612-0 |(Candida albicans, DNA, Scrape of Skin Epithelial Cells)* [344KOX] 385
Kanguaa, onpepenenune IHK B moye (Candida albicans, DNA, Urine)*
42-0613-0 |[344MOM] 385
Kangupa, onpegenenue [IHK B cockobe anmTenunanbHbIX KNeToK CrM3nMcTon
npsimon knwkn (Candida albicans, DNA, Scrape of Rectal Epithelial Cells)*
A26.20.048 42-0614-0 |[34411PK] 385
Kangupa, onpegenenue JHK B cockobe anmTennanbHbIX KNEeTOK pOTOrMNoOTKN
A26.26.017.001 |42-0615-0 |(Candida albicans, DNA, Scrape of Faucial Epithelial Cells)* [344POT] 385
Kangunpa, onpegenenue [IHK B cntoHe (Candida albicans, DNA, Saliva)*
42-0616-0 |[344CIH] 385
Kangupa, onpegenenune [IHK B cekpeTte npoctaTthl, 3gkynaTte (Candida
A26.21.044.001 |42-0617-0 |albicans, DNA, Prostatic Fluid, Semen)* [344CI1] 385
Kangupa, onpegenenune [IHK B cockobe anuTennanbHbIX KNeTok
yporeHutaneHoro Tpakta (Candida albicans, DNA, Scrape of Urogenital
A26.20.048 42-0618-0 |Epithelial Cells)* [344YPQ] 340
Kangunpos, ckpuHuHr n tunupoBaHue (Candidiasis, Screening and Typing)
A26.21.044.001 [42-0619-0 |[3021] 1195
42-0620-0 |KaHngmpos, ckpuHuHr (Candidiasis, Screening ) [3023] 460
42-0621-0 |Kangnpos, Tunuposanue (Candidiasis, Typing) [3024] 855




A26.05.006.001

42-0622-0

MoceB Ha gpoxckenoaobHble rpmbdel (pogos Candida, Cryptococcus) ¢
onpefeneHvem YyBCTBUTENBHOCTU K aHTUMUKOTUYEeCKUM npenapaTtam (Yeast
Culture. Identification and Antimycotic Susceptibility testing) [442]

915

10.31. KnewesBoii 3HUedanuT, BUpycC Knewesoro sHuedanura

A26.06.088.002

42-0623-0

AHnTnTena knacca IgG k Bupycy knewieBoro aHuedanuta (Anti-Tick-borne
Encephalitis Virus (TBEV) IgG) [267]

715

A26.06.088.001

42-0624-0

AHTuTena knacca IgM k Bupycy knewesoro sHuedanurta (Anti-Tick-borne
Encephalitis Virus (TBEV) IgM) [268]

900

42-0625-0

JlabopaTopHoe nccnegoBaHuve Krella Ans BbisIBNIEHUS aHTUreHa Bupyca
kneweBoro aHuedanuta (Detection of pathogen antigen in ticks: Tick-borne
encephalitis virus (TBEV)) [411]

680

42-0626-0

JlabopaTtopHoe nccnegoBaHvie Knewa Ans BbISBIIEHUS BUPYCa KIELLEeBOro
aHuedanuta n OHK Borrelia burgdorferi (Detection of pathogen antigen/DNA
in ticks: Tick-borne encephalitis virus (TBEV), Borrelia burgdorferi s. I) [46[]

1415

10.32. Knoctpngmos, nceBaomem6paHO3HbIA KOAUT

A26.19.007

42-0627-0

Moces Ha knocTpmamm (Clostridium difficile, nceBgomembpaHo3HbIN KOMNKWT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic
Susceptibility Testing) [462]

1620

A26.19.095

42-0628-0

PasgenbHoe onpepeneHue TokcmHa A u TokcmnHa B Clostridium difficile B kane,
aHTureHHbIn TecT (Toxin A and B Clostridium difficile. One step rapid
immunochromotographic assay) [486/479]

1470

10.33. Koknow

A26.08.031

42-0632-0

MoceB oTaensiemoro potornoTku Ha 6opaeTtennsl (Bordetella
pertussis/parapertussis, kokntow/napakokniow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification) [470]

1415

A26.08.031.001

42-0633-0

OnddepeHumpoBaHHoe BbisiBneHne [HK Bordetella species: Bordetella
pertussis (Bo30yauTens kokntowwa) n Bordetella bronchiseptica (Bo3byantens
H6poHxocenTMKo3a) B cockobe anuTenumanbHbIX KNETOK CINM3NUCTON POTOMNOTKM
n/vnn Hocornotku (Differentiated detection of DNA Bordetella spp.: Bordetella
pertussis (pertussis pathogen) and Bordetella bronchiseptica
(bronchosepticosis pathogen) in a scraping of the oropharynx and or
nasopharynx) [3319]

985

10.34. KopoHaBupycHaa uHdpeKuma

A09.05.054.000.0

42-0636-0

AHTUTENa K KopoHaBupycy SARS-CoV-2, IgM (anti-SARS-CoV-2, IgM) [1641]

830

42-0637-0

AHTuTena k cnarkoBomy (S) 6enky SARS-CoV-2, IgG, kavyecTBeHHOe
onpegenexue. OueHka ummyHuteTta 4O mn NOCJTIE BakumHaumm (anti-SARS-
CoV-2 S (spike) protein antibody, IgG, qualitative. Assessment of immunity
before and after vaccination) [1652]

1000

A09.05.054.000.0

42-0638-0

AnTuTena k SARS CoV-2 (S-6enky, Bkntovas RBD), IgG, konMyecTBeHHbIN
[1658]

1355

A09.05.054.000.0

42-0639-0

AHTWUTENa, KONM4YecTBeHHbIe, K cnankoBomy (S) 6enky (RBD) SARS-CoV-2,
IgG (Anti-SARS-CoV-2, spike (S) protein (RBD), IgG, quantitative). [1659]

1565

42-0640-0

AHTWUTENa, KONM4YecTBeHHbIE, K cnankosomy (S) 6enky (RBD) SARS-CoV-2,
IgG (c Bbligaver cneunanbHoro 6naHka pesynbTaTta Ans Bble3Xalolwmx B
Mapaunnb) Anti-SARS-CoV-2, spike (S) protein, IgG, quantitative (special
result form for those traveling to Israel). [1663]

1565

42-0641-0

AHTUTEnNa K KopoHaBupycy SARS-CoV-2, IgM 1 IgG (Abbott) [1641/37]

1145

42-0642-0

AHTUTEna Kk kopoHaBupycy SARS-CoV-2, IgM (kayecTBeHHOE onpeaeneHne) n
IgG (konunuecTBeHHoe onpepenenHue) (Anti-SARS-CoV-2, IgM/IgG) [1641/58]

1880

42-0643-0

AHTUTEna Kk kopoHaBupycy SARS-CoV-2, IgM (kayecTBeHHOE onpeaeneHne) n
IgG (konunuecTBeHHoe onpepenenHue) (Anti-SARS-CoV-2, IgM/IgG) [1641/59]

2090

A26.08.027.001

42-0644-0

KopoHaBupyc SARS-CoV-2, onpegenernve PHK B maske co cnvancton
HocornoTku n potornoTkn (Coronavirus SARS-CoV-2 RNA detection in
nasopharyngeal and oropharyngeal smear) [3322COV]

1230

A26.08.027.001

32-1355-0

KopoHaBupycHas uHgpekuus COVID-19 (2019-nCoV), kauecTBEHHOE
onpegenexve PHK [3322CQOV]

1300

10.35. Kopb

A26.06.056.001

42-0645-0

AHTuTena knacca IgG k Bupycy kopu (Anti-Measles IgG) [2500]

1040

10.36. KpacHyxa

A26.06.071.001

42-0646-0

AHTUTEna knacca IgG k Bupycy kpacHyxu (Anti-Rubella 1gG) [84]

630

A26.06.071.002

42-0647-0

AHTuTena knacca IgM k Bupycy kpacHyxu (Anti-Rubella IgM) [85]

750

42-0648-0

AHTuTena knacca IgG Kk aHTUreHam BMpyca KpacHyxu, BbiiBNSieMble METOAO0M
nMmmyHobnotTuHra (Anti-Rubella 1IgG, Immunoblot ) [1142]

7970




A26.06.071.003

42-0649-0

AsungHocTb Anti-Rubella IgG [3AVRUB]

1595

A26.05.039.002

42-0650-0

Onpepgenenne PHK (Rubella virus, RNA) B cbiBopoTke kposu [338CB]

940

10.37. Kpuntocnopuguos, BOAAHUCTaA guapesn (Kpunrocnopuguu napsym)

A26.19.036

42-0651-0

KpunTtocnopuamm napsym (Cryptosporidium parvum), guapenHbiin CUHAPOM,
aHTureHHbIn Tect (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay) [482]

1270

10.38. /lakto6aKkTepum, nakrobauunnbl

42-0652-0

JlaktobakTepum, onpenenerne HK B cockobe anutenmanbHbIX KNeToK
yporeHutaneHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital
Epithelial Cells)* [345YPO]

350

10.39. /lucrepunos, nncrepum

42-0653-0

Jluctepum, onpenenexue JHK B moue (Listeria monocytogenes, DNA, Urine)*
[3114MOM]

365

42-0654-0

Inctepum, onpeaenexHme OHK B cockobe anuTenumanbHbIX KNeTOK CrIN3NCTON
Hoca (Listeria monocytogenes, DNA, Scrape of Nasal Epithelial Cells)*
[3114HOC]

350

A26.05.037.001

42-0655-0

Jluctepum, onpegenexue JHK B nnasme kposu (Listeria monocytogenes,
DNA, Plasma)* [311411]1]

335

42-0656-0

Inctepum, onpeaenexHme OHK B cockobe anuTenmanbHbIX KNeTOK pOTOMOTKN
(Listeria monocytogenes, DNA, Scrape of Faucial Epithelial Cells)* [3114POT]

350

42-0657-0

Jluctepuu, onpegenexue OHK B cuHoBmaneHow xuakocTtu (Listeria
monocytogenes, DNA, Synovial Fluid)* [3114cuH]

620

A26.23.017.001

42-0658-0

Jluctepuu, onpegenexue OHK B cnimHHOMO3roBow xuakocTu (Listeria
monocytogenes, DNA, Cerebrospinal Fluid)* [3114CMX]

365

A26.05.016.002

42-0659-0

Moces Ha nuctepun (Listeria monocytogenes) ¢ onpeaeneHnem
YyBCTBUTENBHOCTU K aHTUMMKPOOHBIM npenapartam (Listeria monocytogenes
Culture. Bacteria Identification and Antibiotic Susceptibility testing) [453]

1020

10.40. Namb6anos,nambéanm

A26.19.037

42-0661-0

Jlam6num (Giardia liamblia), guapenHbin cuHgpom, aHTUreHHbin TecT (Giardia
liamblia. One Step Rapid Immunochromotographic Assay) [483]

1185

A26.06.032

42-0660-0

AHTuTena knaccos IgM, IgG, IgA k aHTureHam nambnuii, cymmapHo (Anti-
Giardia lamblia IgM, 1gG, IgA, Total) [234]

805

10.41. MeHUHTrnUT, MEHUHIOKOKK

A26.23.002

42-0662-0

lMoceB Ha MEHMHIOKOKKW, onpeaeneHne YyBCTBUTENbHOCTU K aHTUMUKPOOHbIM
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing) [471]

910

10.42. MuKo3bl (napasutapHble rpubbl — aepmaTodpuTbi)

42-0663-0

Mukpockonuyeckoe nccnegoBaHue Ha natoreHHble rpubbl (Microscopic
examination for pathogenic fungi) [995]

510

42-0664-0

MwuKpockonuueckoe uccrnefoBaHne 1 NoceB Ha NaToOreHHble rpUohbI
(Microscopic examination and Culture for pathogenic fungi) [1277]

2025

10.43. MukonnasmeHHasa UHPeKLuUua, MMKON1a3mos

A26.28.018.001

42-0666-0

Mukonna3sma (Mycoplasma hominis), onpegenenvne [HK B moue (Mycoplasma
hominis, DNA, Urine)* [302MQOU]

385

A26.21.042.001

42-0667-0

Mukonna3sma (Mycoplasma hominis), onpegenenve [HK B cekpeTe npocTathl,
askynaTe (Mycoplasma hominis, DNA, Prostatic Fluid, Semen)* [302CI1]

385

A26.28.018.000.0

42-0668-0

Mwukonna3ma (Mycoplasma hominis), onpegenexue [JHK B cockobe
anuTenuanbHbIX KIMETOK yporeHuTaneHoro Tpakra (Mycoplasma hominis, DNA,
Scrape of Urogenital Epithelial Cells)* [302YPQ]

340

A26.28.017.001

42-0669-0

Mwukonnasma (Mycoplasma genitalium), onpegenexnue JHK B Mmoye
(Mycoplasma genitalium, DNA, Urine)* [308MOY]

385

A26.21.041.001

42-0670-0

Mwukonnaama (Mycoplasma genitalium), onpegenexve JHK B cekpete
npoctaThbl, askynate (Mycoplasma genitalium, DNA, Prostatic Fluid, Semen)*
[308CIT]

385

A26.20.027.000.0

42-0671-0

Mwukonnaama (Mycoplasma genitalium), onpegenexnue JHK B cockobe
anuTenuanbHbIX KNeToK yporeHuTanbHoro Tpakta (Mycoplasma genitalium,
DNA, Scrape of Urogenital Epithelial Cells)* [308YPO]

340

A26.09.046.001

42-0672-0

Mukonna3sma (Mycoplasma pneumoniae), onpeaenenvne JHK B mokpoTte
(Mycoplasma pneumoniae, DNA, Sputum)* [347MK]

940

42-0673-0

Mwukonna3ma (Mycoplasma pneumoniae), onpegenenve OHK B nna3ve kposu
(Mycoplasma pneumoniae, DNA, Plasma)* [34711]1]

600

A26.08.048.001

42-0674-0

Mukonna3sma (Mycoplasma pneumoniae), onpeaenenne [HK B cockobe
anuTenuanbHbIX KrneTok potornoTtki (Mycoplasma pneumoniae, DNA, Scrape
of Faucial Epithelial Cells)* [347POT]

435




42-0675-0

Mukonnasma (Mycoplasma pneumoniae), onpegenenue HK B cntoHe
(Mycoplasma pneumoniae, DNA, Saliva)* [347CJ1H]

435

42-0676-0

AHTtuTena knaccos IgM 1 IgG k Mycoplasma hominis (Anti-Mycoplasma
hominis IgM, 1gG) [179/80]

1420

A26.06.057.003.0

42-0677-0

AHTuTena knacca IgM k Mycoplasma hominis (Anti-Mycoplasma hominis IgM)
[179]

715

A26.06.057.001.0

42-0678-0

AHTtuTena knacca IgG k Mycoplasma hominis (Anti-Mycoplasma hominis 1gG)
[180]

715

A26.06.057.002

42-0679-0

AHTuTena knacca IgA k Mycoplasma hominis (Anti-Mycoplasma hominis IgA)
[260]

900

A26.06.057

42-0680-0

AHTtuTena knaccos IgM un IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM, IgG) [181/82]

1505

A26.06.016.002

42-0681-0

AHTuTEna knacca IgM k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgM) [181]

765

A26.06.016.003

42-0682-0

AHTtuTena knacca IgG k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae 1gG) [182]

765

A26.06.016.001

42-0683-0

AHTuTena knacca IgA k Mycoplasma pneumoniae (Anti-Mycoplasma
pneumoniae IgA) [1367]

745

10.44. MuKpo6moL,eHO3 yporeHUTa/IbHOro TPaKTa

42-0684-0

JlaktobakTepuu, onpegenenne JHK B cockobe anutenuanbHbIX KNeTok
yporeHuTanbHoro Tpakta (Lactobacillus spp., DNA, Scrape of Urogenital
Epithelial Cells)* [345YPO]

350

42-0685-0

Baktepongel, onpegeneHue HK B cockobe anutenumanbHbIX KNETok
yporeHuTanbHoro Tpakta (Bacteroides spp., DNA, Scrape of Urogenital
Epithelial Cells)* [396YPO]

350

42-0686-0

MobwunyHkyc, onpeaenenvne IHK B cockobe annTenvanbHbIX KNeTok
yporeHuTanbsHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
Epithelial Cells) [397YPO]

350

A26.20.032.000.0

42-0687-0

CKPUHUHT MUKPOdIOpbI yporeHnTansHoro Tpakta. ®emocnop CkpuH.
(UROGENITAL TRACT MICROBIOCENOSIS, Screening ( PCR Panel
Femoflor Screen)) [380]

2385

42-0688-0

Beisenenne Bo3byautenen UMMM (7 + KBM), cockob annTenvanbHbIX KNeTok
yporeHuTanbHoro TpakTa (Identification of Sexually Transmitted Infections
(STI) Pathogens, Scrape of Urogenital Epithelial Cells)* [383CI1B]

2175

A26.20.032

42-0689-0

WccneposaHue BroueHo3a yporeHuTanbHoro Tpakra. ®emodnop 8.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 8)) [386]

1905

A26.20.032.000.0

42-0690-0

WccnepoBaHume BroueHo3a yporeHuTansHoro Tpakta. ®emodrnop 16.
(UROGENITAL TRACT MICROBIOCENOSIS (PCR Panel Femoflor 16)) [372]

2610

42-0691-0

MHBNO®JIOP - koMnnekcHoe nccneaoBaHme MMKpogriopbl yporeHUTanbsHoro
TpakTa (INBIOFLOR - Comprehensive Study of Microflora Composition of
Urogenital Tract (UGT)) [3020]

4275

A26.20.034.001

42-0692-0

BoisiBneHne so3bygutenen UMMM (4 + KBM): onpegenenune OHK Chlamydia
trachomatis, Neisseria gonorrhoeae, Trichomonas vaginalis, Mycoplasma
genitalium, OHK yenoseka (ldentification of Sexually Transmitted Infections
(STI) Pathogens, Chlamydia trachomatis DNA, Neisseria gonorrhoeae DNA,
Trichomonas vaginalis DNA, Mycoplasma genitalium DNA, Human DNA )
[3025]

1540

A26.20.032

42-0693-0

bakTepunanbHbii BarnHo3 (Bacterial Vaginosis, BV) [3022]

2065

42-0694-0

MHBUO®JIOP - ycrnoBHO-NaToreHHble MMKOMMa3Mbl YenoBeka
(yporenuTanbHbin ckpuHuHr) (INBIOFLOR - Mycoplasma, Urogenital
Screening) [3026]

620

A26.21.044.001

42-0695-0

Kangunpos, ckpuHuHr n tunupoBaHue (Candidiasis, Screening and Typing)
[3021]

1195

42-0696-0

Kangunpos, ckpuHuHr (Candidiasis, Screening ) [3023]

460

42-0697-0

Kangunpos, tunuposaHue (Candidiasis, Typing) [3024]

855

42-0698-0

YCnoBHO-NATOreHHbIE MUKOMa3Mbl, MOHUTOPUHT 3P(EKTUBHOCTM JNIEYEHUS
(Ureaplasma urealyticum) (Ureaplasma urealyticum, Effectiveness Monitoring
of Treatments) [3027]

460

42-0699-0

YCnoBHO-NATOreHHbIE MUKOMa3Mbl, MOHUTOPUHT 3P(EKTUBHOCTM NIEYEHUS
(Ureaplasma parvum) (Ureaplasma parvum, Effectiveness Monitoring of
Treatments) [3028]

460

42-0700-0

YCnoBHO-NATOreHHbIE MUKOMa3Mbl, MOHUTOPUHT 3P(EKTUBHOCTM NIEYEHUS
(Mycoplasma hominis) (Mycoplasma hominis, Effectiveness Monitoring of
Treatments) [3029]

460




A26.31.002

42-0701-0

AHppodnop, uccrnefoBaHne MUKPOIIOpbl YPOreHUTaNbHOro TPakTa MyXX4uH
B cockobe anuTenuanbHbIX KNeTok yporeHutanbHoro Tpakta (Androflor®REAL
TIME PCR Detection Kit, the study of men’s urogenital tract microbiocenosis
in the epithelial scrapes from the balanus, urethra) [3150YPO]

3220

A26.31.001

42-0702-0

Anppodnop CkpwvH, nccnegoBaHme MUKpodopbl YporeHUTanbLHoro Tpakta
MY>X4YMH B cOCkoDe anutenuanbHbIX KNeTOK yporeHUTanbLHoro Tpakta
(Androflor® Screen REAL-TIME PCR Detection Kit, the study of men’s
urogenital tract microbiocenosis in the epithelial scrapes from the balanus,
urethra) [3250YPO]

2255

42-0703-0

AHppodnop, uccrnefoBaHne MUKPOIIOpbl YPOreHUTaNbHOro TPakTa MyXXYuH
B agkynsTe [3152]

2720

42-0704-0

AHppodnop, uccrnefoBaHne MUKPOIIOpbl YPOreHUTaNbHOro TPakTa MyXX4uH
B CekpeTe npeacrartenbHom xenesbl [3153]

2720

42-0705-0

Anppodnop CkpvH, nccnegoBaHme MUKpodnopbl YporeHUTanbLHoro Tpakta
MYXXYMH B askynate [3252]

2720

42-0706-0

Anppodnop CkpvH, nccnegoBaHme MUKpodnopbl YporeHUTanbLHoro Tpakta
MYXXYMH B CEKpeTe npeacraTenbHon xenesbl [3253]

1990

42-0707-0

MHBUNO®JTIOP-3KCIEPT. PaclwmpeHHoe nccnegoBaHne MMkpodnopsi
yporeHutanbHoro tpakra. [3032]

2385

42-0708-0

NHBnodhnop CkpuH. CKpMHMHIOBOE UccneaoBaHne MUKpodsiopbl
yporeHutanbHoro tpakta [3033]

2025

42-0709-0

MHbnodhnop Makcu [3034]

5215

42-0710-0

Brodcnop [3036]

1435

10.45. MobunyHKyc

42-0711-0

MobwunyHkyc, onpeaenenvne IHK B cockobe annTenvanbHbIX KNeTok
yporeHuTanbsHoro Tpakta (Mobiluncus curtisii, DNA, Scrape of Urogenital
Epithelial Cells) [397YPO]

350

10.46. OnucTopxo3 (Kowaubsa ABYYCTKa)

A26.06.062.000.0

42-0712-0

AHTuTena knacca IgG k aHTureHam onmnctopxuca (Anti-Opisthorchis felineus
IgG) [230]

1170

10.47. Octpble KuweyHble MHpeKuum

A26.19.072.001

42-0713-0

OHTeposupychl, onpegeneHne PHK B kane (Enterovirus, RNA, Fecal)
[33111KAJ]

660

A26.19.074.001

42-0714-0

OcTpble k1LweyHble Hgekunm, MNMLUP-CKpUHUHT BOCbMY GaKkTepuarnbHbIX U
BMPYCHbIX BO30yAMTENEN OCTPbIX KMLLIEYHbIX MHAEKUUIA B kane (Acute
Intestinal Infections, PCR, Fecal) [33121KA]

1840

A26.19.074.001

42-0715-0

OcTpble k1weyHble nHgekunm, MNMLUP-CKpUHUHT TPEX BUPYCHBIX BO3OyaMTENEN,
kan (Acute Intestinal Infections, PCR, Fecal) [33122KAJ1]

1445

A26.19.040

42-0716-0

HOPOBUWPYC (Norwalk virus) - anaperiHbiii CMHOPOM, BbiSIBNEHNE
HopoBupyca reHorpynn | u 1l B kane, ummyHoxpomaTtorpadums (Norwalk virus
Gl , Gll, One step rapid immunochromotographic assay, antigen, stool)
[496NOR]

2040

10.48. NMapakokntoww

A26.08.031

42-0717-0

lMoceB oToensiemoro poTornoTkM Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakokntow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification) [470]

1415

10.49. Napsosupyc B19

A26.05.032.001

42-0718-0

Mapsoeupyc B19, onpegenexve OHK [3324CB]

395

A26.08.057.001

42-0719-0

MapsoBupyc B19, onpegenenvne OHK [3324POT]

395

A26.07.009.001

42-0720-0

Mapsoeupyc B19, onpegenexve OHK [3324CJTH]

395

10.50. MapoTuT anuagemMmmnuyecKuit

A26.06.112.001

42-0721-0

AHTuTEna knacca IgG k Bupycy anngemudeckoro napotuta (Anti-Mumps IgG)
[252]

1150

A26.06.112.002

42-0722-0

AHTUTENa Knacca IgM k Bupycy anmgemuyeckoro napotuta (Anti-Mumps IgM)
[253]

1150

10.52. Mpocreiune: anseHTepuitHaa ameba, nambnaua, 6anaHTuguii

A26.19.011

42-0723-0

AHanus kana Ha npocTterwme (PRO Stool) [1591MPO]

415

10.53. NMpoTo30itHble UHPEeKUUU

42-0724-0

CKpUWHMHroBOE nccrnegoBaHWe HanpaBlieHHble Ha BbisiBNeHne metogom MUP
BO30yaMTENEen KULWeEeYHbIX Napa3nTo3oB (nsmbnunosa, amebunasa,
6nacToLMCTHON MHBA3WUK, KPMNTOCTIOPUAMO3a, U30cnopo3a). MNpoTo-CkpuH
[3349]

2510

10.54. PecnupaTopHO-CUHLUTUANIbHAA MHeKuMA (pecnupaTopHo-
CUHLUUTUANbBHDBINA BUPYC)

A26.06.067.000.0

42-0725-0

AHnTuTena knacca IgG k pecnnpaTopHO-CMHUMTMansHoMy Bupycy (Anti-

Respiratory Syncytial Virus (RSV) I1gG) [248]

1150




A26.06.067.000.0

42-0726-0

AHTUTENa Knacca IgM k pecnupaTtopHoO-CUHUMTManbLHOMY Bupycy (Anti-
Respiratory Syncytial Virus (RSV) IgM) [249]

1150

42-0727-0

OnpepgeneHve Bo3byanTenen oCTpbIX peCnMpaTOPHbIX BUPYCHBIX MHAEKLIMIA
yernoseka (OPBW): PHK pecnupaTtopHo-cuHuutuansHoro supyca (human
Respiratory Syncytial virus, hRSv), meTtanHeBmoBupyca (human
Metapneumovirus, hMpv), Bupycos naparpunna 1, 2, 3 u 4-ro Tunos (human
Parainfluenza virus 1-4, hPiv), kopoHaBupycos (human Coronavirus, hCov),
puHoBupycoB (human Rhinovirus, hRv), IHK ageHosupycos rpynn B, Cu E
(human Adenovirus B, C, E, hAdv) n 6okaBupyca (human Bocavirus, hBov) B
cockobe anutenuaneHbIX KNETOK POTOrnoTkU 1 HocornoTtku [3318]

2425

10.55. PukkeTcnos, Tud cbinHoi (pukkeTcum)

A26.06.068

42-0728-0

PIIA ¢ cbinHOTUO3HBIM AnarHOCTUKYMOM pukkeTcui Npoeadveka (Rickettsia
prowazekii, IHA) [283]

505

10.56. PotaBupycHasa nHdeKkuyma (potasmpyc)

A26.19.039

42-0729-0

PoTtaBupyc (Rotavirus), AnapenHbii cMHOPOM, aHTUreHHeln TecT (Rotavirus
Direct Detection by Latex Agglutination) [463]

660

10.57. CanbmoHenno! (Tud 6ptowHoi, napatud, canbmoHennes)

A26.06.077

42-0730-0

AnTtuTena k Salmonella typhi, PTTA (Salmonella typhi Antibodies, IHA) [273]

840

A26.06.074

42-0731-0

PIIrA ¢ Salmonella gr.A (Salmonella gr.A, IHA) [288]

715

A26.06.075

42-0732-0

PIIA ¢ Salmonella gr.B (Salmonella gr.B, IHA) [289]

505

A26.06.076

42-0733-0

PIIrA ¢ Salmonella gr.C (Salmonella gr.C, IHA) [290]

505

42-0734-0

PIIA ¢ Salmonella gr.D (Salmonella gr.D, IHA) [292]

505

42-0735-0

AnTtuTena k Salmonella gr.E, PTI'A (Salmonella gr.E Antibodies, IHA) [293]

505

A26.06.077

42-0736-0

PIIA ¢ Salmonella O-komnnekc (Salmonella O-antigens, IHA) [287]

505

A26.19.008.000.0

42-0737-0

MoceB Ha naToreHHyto kuweyHyto dnopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification) [457-11]

1230

A26.19.003.001

42-0738-0

MoceB Ha NaToOreHHyto KuLie4vHyto cropy, onpeaeneHme YyBCTBUTENBHOCTU K
aHTUMUKpPOOHbLIM npenapaTam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing) [457-A]

950

A26.19.008

42-0739-0

MoceB Ha NaToOreHHyto KuLie4vHyto cropy, onpeaeneHme YyBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM nNpenapaTtam n 6aktepmnodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing) [457-®]

1460

10.58. Cudpunuc

A26.06.082.001.0

42-0740-0

Cundunnc RPR — aHTukapamonunuHoBbi TecT (Syphilis RPR (Rapid Plasma
Reagins), Anticardiolipin Test) [69]

370

A26.06.082.002

42-0741-0

AHnTuTena knaccos IgM n 1gG k Treponema pallidum, cymmapHo (Anti-
Treponema pallidum IgM, IgG, Total) [70]

665

42-0742-0

AHnTuTena knacca IgM k Treponema pallidum (Anti-Treponema pallidum IgM )
[221]

1215

A26.06.082.007

42-0743-0

AHTuTena knacca IgM k Treponema pallidum, BbiiBrsiemMble METOAOM
nMmMmyHobnotTuHra (Anti-Treponema pallidum IgM, Immunoblot ) [1206]

2790

A26.06.082.007

42-0744-0

AHTUTena knacca IgG k Treponema pallidum, BbisBNsieMble METOAOM
nMMmyHobnoTTuHra (Anti-Treponema pallidum 1gG, Immunoblot ) [1205]

2790

42-0745-0

bnepgHas TpenoHema, onpegenenne HK B cockobe anutenmnanbHbIX KNeTok
KOHBIOHKTUBLI (Treponema pallidum, DNA, Scrape of Conjunctiva Epithelial
Cells )* [346113]

385

A26.40.025

42-0746-0

BnenHasa TpenoHema, onpegenexHve OHK B cockobe anuTenmnanbHbIX KNeTok
koxu (Treponema pallidum, DNA, Scrape of Skin Epithelial Cells)* [346KOX]

385

A26.05.025.001.0

42-0747-0

BneaHasa TpenoHema, onpegenexve OHK B moye (Treponema pallidum, DNA,
Urine)* [346MOU]

385

A26.21.039

42-0748-0

BneaHasa TpenoHema, onpenenexHve OHK B otgensemom (Treponema
pallidum, DNA, Secretion)* [3460T[]

385

A26.07.011.001

42-0749-0

bnepgHas TpenoHema, onpegenenne HK B cockobe anutenunanbHbIX KNeTok
potornoTku (Treponema pallidum, DNA, Scrape of Faucial Epithelial Cells)*
[346POT]

385

A26.05.025.001

42-0750-0

BneaHasa TpenoHema, onpenenexHve OHK B ceiBopoTke kpoBu (Treponema
pallidum, DNA, Serum)* [346CB]

710

42-0751-0

bnegHas TpenoHema, onpegenenne HK B CMTMHHOMO3roBon XnaKocTu
(Treponema pallidum, DNA, Cerebrospinal Fluid)* [346CMX]

385

42-0752-0

BbnegHas TpenoHema, onpegenenne [IHK B cekpeTe npocTaThl, 3aKynaTe
(Treponema pallidum, DNA, Prostatic Fluid, Semen)* [346CI1]

385




A26.20.025.001

42-0753-0

BbnepHas TpenoHema, onpegenenne [AHK B cockobe anutenmnanbHbIX KNeToK
yporeHutaneHoro Tpakta (Treponema pallidum, DNA, Scrape of Urogenital
Epithelial Cells)* [346YPO]

385

A26.06.082.003

42-2286-0

Cucpunuc PIMNTA [7071]

250

10.59. Ctrapunokokkosaa nHdpekumna (ctapunoKOKK 3010TUCTbIN)

42-0754-0

lMoceB Ha 30MOTUCTLIN CTaUNOKOKK (METULUITTIUH-PE3UCTEHTHBbIN
3onoTtucTbii ctacpunokokk, MP3C) (Staphylococcus aureus) (Staphylococcus
aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture.
Bacteria Identification) [468-I1]

900

A26.30.025

42-0755-0

lMoceB Ha 30M0TUCTLIN CTAUNOKOKK (METULMNNNH-PE3UCTEHTHBIN
3onoTtuctbi ctadunokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing) [468-A]

900

42-0756-0

lMoceB Ha 30MOTUCTLIN CTaUNOKOKK (METULUITTIUH-PE3UCTEHTHBIN
3onoTtucTbii ctacpunokokk, MP3C) (Staphylococcus aureus), onpegenexHve
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX NpenapaToB
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing) [468-P]

2775

42-0757-0

lMoceB Ha 30M0TUCTLIN CTAUNOKOKK (METULMNNNH-PE3UCTEHTHBIN
3onoTtuctbi ctadunokokk, MP3C) (Staphylococcus aureus), onpegeneHve
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTam u 6akrepuodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing) [468-®]

1185

A26.30.010

42-0758-0

MoceB Ha 3onoTuCThIN cTadmnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification) [459-1]

900

A26.05.016.003

42-0759-0

MoceB Ha 3onoTuCThIN cTadmnokokk (Staphylococcus aureus), onpegeneHue
YYBCTBUTENBHOCTM K aHTUMUKPOOHBLIM Npenapatam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing) [459-A]

900

42-0760-0

MoceB Ha 3onoTuCThIN cTadmnokokk (Staphylococcus aureus), onpegeneHue
YyBCTBUTENBbHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHLIX NpenapaTos
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing) [459-P]

2775

42-0761-0

MoceB Ha 3onoTUCThIN cTadmnokokk (Staphylococcus aureus, onpegenexHve
YyBCTBUTENBHOCTU K aHTUMUKPOOHbBIM NpenapaTam u 6akrepuodaram
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing) [459-0]

1185

10.60. CtonbHaAK

42-0762-0

AHTUTEna knacca IgG k ctonbHsa4YHOMY aHaTokcuHy (Anti-Tetanus toxoid 1gG)
[876]

1320

10.61. CTpenToKOKKOBas UHdeKLUMA (CTpenToKOKKM rpynn A u B)

42-0763-0

CtpenTokokk, onpegenerne HK B mokpoTe (Streptococcus spp., DNA,
Sputum)* [348MK]

1270

42-0764-0

CrtpenTokokk, onpegenerne HK B nnasme kposu (Streptococcus spp., DNA,
Plasma)* [34811J1]

870

42-0765-0

CtpenTokokk, onpegenerne [JHK B cockobe anutenmanbHbIX KNeToK
potornoTku (Streptococcus spp., DNA, Scrape of Faucial Epithelial Cells)*
[348POT]

600

42-0766-0

CtpenTtokokk, onpegenerne [HK B cntoHe (Streptococcus spp., DNA, Saliva)*
[348CJIH]

600

A26.08.15.001

42-0767-0

MoceB Ha GeTa-remonUTUYECKNA CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification) [466]

915

A26.08.15.001

42-0768-0

MoceB Ha GeTa-remonUMTUYECKNA CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes), onpegeneHve YyBCTBUTENbHOCTU K
aHTUMKUKPOOHLIM NpenapaTam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing) [466-A]

1215

A26.08.070

42-0769-0

CTpenToKoKK rpynnbl A, aHTUrEHHbIN TECT (OTAENAeMoe pPOTOrNOTKMN)
(Streptococcus Group A. One Step Rapid Immunochromotographic Assay)
[487]

720

A26.20.050

42-0770-0

MoceB Ha GeTa-remonUMTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification) [454-]

1020




MoceB Ha GeTa-remonUMTUYECKUA CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae), onpeaeneHme 4yBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM nNpenapaTam (Streptococcus agalactiae Culture. Bacteria

42-0771-0 |ldentification and Antibiotic Susceptibility Testing) [454-A] 1270
CTtpenTokokk rpynnbl B, aHTureHHbIn Tect (Streptococcus Group B. One Step
A26.20.021 42-0772-0 |Rapid Immunochromotographic Assay) [488] 1185
MHeBmokokk, onpenenenune HK B nnasme kposu (Streptococcus
A26.05.046.001 |42-0773-0 |pneumoniae, DNA) [33103I1J1] 870
MHeBmokokk, onpenenenne HK B cntoHe (Streptococcus pneumoniae, DNA)
42-0774-0 |[33103CJIH] 870
MHeBmokokk, onpeaenexHve HK B cockobe anuTenunanbHbIX KNeTok
A26.08.033 42-0775-0 |potornotku (Streptococcus pneumoniae) [33103POT] 870
MHeBmokokk, onpenenenune AHK B mokpoTe (Streptococcus pneumoniae,
A26.09.050 42-0776-0 |DNA) [33103MK] 870
CtpenTokokk rpynnbl B, onpeaenexnve OHK (Streptococcus agalactiae DNA) B
42-0777-0 |cockobe anuTennanbHbIX KNeTok Koxun [354KOX] 640
CtpenTokokk rpynnbl B, onpeaenexnve OHK (Streptococcus agalactiae DNA) B
42-0778-0 |moye [354MOM] 640
CrtpenTokokk rpynnbl B, onpeaenexnve OHK (Streptococcus agalactiae DNA) B
42-0779-0 |cockobe anuTenmnanbHbIX KNeTok potornotku [354POT] 640
CrtpenTokokk rpynnbl B, onpeaenexnve OHK (Streptococcus agalactiae DNA) B
42-0780-0 |cockobe anuTenmnanbHbIX KNETOK yporeHntanbHoro Tpakta [354YPO] 640
CtpenTokokk rpynnbl B, onpeaenexnve OHK (Streptococcus agalactiae DNA) B
42-0781-0 |cockobe anuTenunanbHbIX KNeTOK Crn3ncTon npamon knwkm [3541PK] 640
10.62. CrpoHrnnounpos
AHTUTEna knacca IgG k aHTureHam cTpoHrunoungosa (Anti-Strongyloides
42-0782-0 |stercoralis IgG) [1372] 1215
10.63. T-rimmdoTponHbLIN BUPYC
AHTuTena knacca IgG k T-numdoTponHomy Bupycy Yenoseka tuna 1 n 2
A26.06.087 42-0783-0 |tunos (Anti-HTLV-1, 2 1gG ) [1208] 1030
10.64. TokcoKapo3 (TOKcoKapa)
A26.06.080 42-0784-0 |AHTtuTena knacca IgG k aHTureHam Tokcokap (Anti-Toxocara IgG) [232] 765
10.65. Tokconnasmos (ToKconiasma)
A26.06.081.001 |42-0785-0 |AHTuTena knacca lgG k Toxoplasma gondii (Anti-Toxoplasma gondii IgG) [80] 590
A26.06.081.002 |42-0786-0 |AHTuTena knacca IgM k Toxoplasma gondii (Anti-Toxoplasma gondii IgM) [81] 810
A26.06.081.003 |42-0787-0 |AsugHocTb Anti-Toxopl gondii IgG [1AVTOXO] 1515
Tokconnasma, onpeaenerve [HK B Bbinote (Toxoplasma gondii, DNA,
42-0788-0 |Exudate)* [335BI1T] 385
Tokconnasma, onpegenerne [JHK B cbiBopoTke kpoBu (Toxoplasma gondii,
A26.05.013.001 |42-0789-0 |DNA, Serum)* [335CB] 710
Tokconnasma, onpegenenne HK B cnuHHoMo3roBow xunakoctu (Toxoplasma
A26.23.024.001 |42-0790-0 |gondii, DNA, Cerebrospinal Fluid)* [335CMX] 385
10.66. TpuxuHennes (TpuxmHenna)
A26.06.079 42-0791-0 |AHTuTena knacca IgG k aHTureHam Tpuxudenn (Anti-Trichinella 1gG) [233] 765
10.67. TpuxomoHuas (TpMxomoHaga)
AHTuTena knacca IgG k Trichomonas vaginalis (Anti-Trichomonas vaginalis
A26.28.022 42-0792-0 |lgG) [261] 900
TpuxomoHaga, onpegenenune JHK B moye (Trichomonas vaginalis, DNA,
A26.28.016.001 |42-0793-0 |Urine)* [307MOM] 385
TpuxomoHaga, onpegeneHue [1HK B cekpeTe npocTtaThl, 39KynaTe
42-0794-0 |(Trichomonas vaginalis, DNA, Prostatic Fluid, Semen)* [307CIT] 385
TpuxomoHaga, onpegeneHue IHK B cockobe anuTennanbHbIX KNeTok
yporeHutanbeHoro Tpakta (Trichomonas vaginalis, DNA, Scrape of Urogenital
A26.20.026.000.0042-0795-0 |Epithelial Cells)* [307YPO] 340
10.68. Tybepkynes (MmkobakTepum Tyb6epKynesa)
MmmyHonornyeckoe nccnegosaHme Ha M.tuberculosis metogom T-SPOT.TB
(netn po 10 neT) (T-SPOT TB - Interferon-Gamma Release Assays, IGRA
42-0796-0 |(children under 10 years of age)) [13210ET] 8295
MmmyHonornyeckoe nccnegosaHme Ha M.tuberculosis metogom T-SPOT.TB
(B3pocnbie n getu ctapwe 10 net) (T-SPOT TB - Interferon-Gamma Release
42-0797-0 |Assays, IGRA (adults and children of ten and over)) [1321B3P] 8295
AnTuTena knaccos IgM, IgA, IgG k Mycobacterium tuberculosis, cymmapHo
A26.05.047 42-0798-0 |(Anti-Mycobacterium tuberculosis IgM, IgA, 1gG, Total) [1266] 2115




MukobGakTepun Ty6epkynesa, onpegenenune JHK B Beinote (Mycobacterium

A26.09.076.001 |42-0799-0 |tuberculosis, DNA, Exudate)* [341BI1T] 385
MukobGakTepun Tybepkynesa, onpegenerue JHK B mokpoTte (Mycobacterium
A26.09.080.001 |42-0800-0 |tuberculosis, DNA, Sputum)* [341MK] 915
MukobGakTepun Tybepkynesa, onpegenerune [JHK B MeHCTpyanbHOM KpoBU
42-0801-0 |(Mycobacterium tuberculosis, DNA, Menstrual Blood)* [341MHC] 385
MukobGakTepun Tybepkynesa, onpegenerune JHK B moye (Mycobacterium
A26.28.028.001 |42-0802-0 |tuberculosis, DNA, Urine)* [341MOM] 385
MukobGakTepun Tybepkynesa, onpegenerune [JHK B cbiBOpOTKE KpOBU
A26.05.047.001 |42-0803-0 |(Mycobacterium tuberculosis, DNA, Serum)* [341CB] 620
MukobGakTepun Tybepkynesa, onpegenenune JHK B cnHoBnanbsHom XnakocTu
A26.04.013.001 |42-0804-0 |(Mycobacterium tuberculosis, DNA, Synovial Fluid)* [341CWH] 620
MukobGakTepun Tybepkynesa, onpegenerune JHK B cnmHHOMO3roBson
xunakoctn (Mycobacterium tuberculosis, DNA, Cerebrospinal Fluid)*
A26.23.041.001 |42-0805-0 |[341CMX] 385
MukobGakTepun Ty6epkynesa, onpenenenune [IHK B cekpeTte npocTathl,
agkynaTte (Mycobacterium tuberculosis, DNA, Prostatic Fluid, Semen)*
A26.21.048.001 |42-0806-0 |[341CI] 385
A26.06.012 42-0807-0 |Bpyuenna-IgM (Brucella, IgM) [1547] 725
A26.06.012 42-0808-0 |Bpyuenna-IgG (Brucella, 1gG) [1548] 725
10.69. Ypeanna3mos (ypeannasmbli)
AHTUTena knacca IgG k Ureaplasma urealyticum (Anti-Ureaplasma
A26.06.057.001.0[42-0810-0 |urealyticum IgG) [264] 900
AHTUTena knacca IgA k Ureaplasma urealyticum (Anti-Ureaplasma
A26.06.057.002.0042-0811-0 |urealyticum IgA) [265] 900
Ypeanna3sma (Ureaplasma urealyticum) (6uosap T-960), onpeanenenne JHK B
A26.28.019.001 |42-0812-0 |moue (Ureaplasma urealyticum (T-960), DNA, Urine)* [303MOU] 385
Ypeanna3sma (Ureaplasma urealyticum) (6uosap T-960), onpeanenenne JHK B
cekpeTe npocTaThbl, askynaTe (Ureaplasma urealyticum (T-960), DNA,
42-0813-0 |Prostatic Fluid, Semen)* [303cn] 385
Ypeanna3sma (Ureaplasma urealyticum) (6uosap T-960), onpeanenenvne JHK B
cockobe anuTenuanbHbIX KNeTok yporeHuTansHoro Tpakta (Ureaplasma
42-0814-0 |urealyticum (T-960), DNA, Scrape of Urogenital Epithelial Cells)* [303YPO] 385
Ypeanna3sma (Ureaplasma parvum), onpegeneHuve OHK B moye (Ureaplasma
A26.28.019.001 |42-0815-0 |parvum, DNA, Urine)* [342MOM] 385
Ypeanna3sma (Ureaplasma parvum), onpegenexue [HK B cekpeTe npocTarthl,
A26.21.023 42-0816-0 |askynare (Ureaplasma parvum, DNA, Prostatic Fluid, Semen)* [342CI1] 385
Ypeanna3ama (Ureaplasma parvum), onpenenexve OHK B cockobe
anuTenuanbHbIX KIETOK yporeHuTaneHoro Tpakta (Ureaplasma parvum, DNA,
42-0817-0 |Scrape of Urogenital Epithelial Cells)* [342YPO] 385
Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
OHK B moye (Ureaplasma urealyticum + Ureaplasma parvum, DNA, Urine)*
42-0818-0 |[343MOM] 385
Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHve
OHK B cekpeTe npocTtarthl, agkynarte (Ureaplasma urealyticum + Ureaplasma
A26.21.023 42-0819-0 |parvum, DNA, Prostatic Fluid, Semen)* [343cn] 385
Ypeanna3sma (Ureaplasma urealyticum + Ureaplasma parvum), onpegeneHue
OHK B cockobe anmMTenuanbHbIX KIMETOK YpOreHUTanbHoro Tpakra
(Ureaplasma urealyticum + Ureaplasma parvum, DNA, Scrape of Urogenital
A26.20.032.000.0042-0820-0 |Epithelial Cells)* [343YPO] 380
10.70. XenukobakrepHaa nHdekuma (xennkobakrep)
A26.06.033.000.0/42-0821-0 |AHTUTena knacca IgG k Helicobacter pylori (Anti-Helicobacter pylori IgG) [133] 630
A26.06.033.000.0/42-0822-0 |AHTUTEena knacca IgM k Helicobacter pylori (Anti-Helicobacter pylori IgM) [176] 1080
A26.06.033.001 |42-0823-0 |AHTUTena knacca IgA k Helicobacter pylori (Anti-Helicobacter pylori IgA) [177] 1125
AHTuTena knacca IgG k Helicobacter pylori, BbisBnsembslie metogom
42-0824-0 |nmmyHobnotTuHra (Anti-Helicobacter pylori IgG, Immunoblot) [258] 4370
AHTuTEna knacca IgA k Helicobacter pylori, BbisiBnsiemble MeTogom
42-0825-0 |ummyHobnotTuHra (Anti-Helicobacter pylori IgA, Immunoblot) [259] 4370
1303HEL 13-C-ypeasHbin gpixatenbHbii Tect (13C-YAT, 13C-Urea Breath
A07.16.006 42-0826-0 |test, UBT). BrisBneHue nudekunm Helicobacter pylori [1303HEL] 2725
Xenvkobaktep nunopwu, onpeaenexdve JHK B Guontare cnuancton xenyaka
n/vnn geeHaguaTunepctTHon knwkm (Helicobacter pylori, DNA, Bioptates of
A26.16.004.001 |42-0827-0 |Gastric Mucosa and/or Duodenum, PCR) [3158XEN] 950




10.71. XnamuguiiHaa nudekuma, xnammamnos (xnammgum)

AnTuTena knacca IgA k Chlamydia trachomatis (Anti-Chlamydia trachomatis

A26.06.018.001 [42-0828-0 |IgA)[105] 690
AnTuTena knacca IgG k Chlamydia trachomatis (Anti-Chlamydia trachomatis
A26.06.018.003 [42-0829-0 |IgG) [106] 840
AnTnTena knaccos IgA u IgG k Chlamydia trachomatis, pasgenbHo (Anti-
A26.06.018 42-0830-0 |Chlamydia trachomatis IgA, 19G) [105/6] 1655
AHnTuTena knacca IgM k Chlamydia trachomatis (Anti-Chlamydia trachomatis
A26.06.018.002 [42-0831-0 |IgM) [188] 785
AHTUTena knacca IgG k 6enky Tennosoro woka (BTL) Chlamydia trachomatis
42-0832-0 |(Anti-cHSP60 IgG) [1495] 715
Xnamuams (Chlamydia trachomatis), onpegenenne IHK B Beinote (Chlamydia
42-0833-0 |trachomatis, DNA, Exudate)* [301BI1T] 385
Xnamuams (Chlamydia trachomatis), onpeaenenne OHK B cockobe
anuTenuanbHbIX KNeTok KoHboHKTMBBI (Chlamydia trachomatis, DNA, Scrape
A26.26.007.001 |42-0834-0 |of Conjunctiva Epithelial Cells )* [301TJ13] 385
Xnamuams (Chlamydia trachomatis), onpeaenenne OHK B moye (Chlamydia
A26.28.014.001 |42-0835-0 |trachomatis, DNA, Urine)* [301MOU] 385
Xnamuams (Chlamydia trachomatis), onpeaenenne OHK B cockobe
anuTenuanbHbIX KIMETOK CrnancTon npamoin kuwku (Chlamydia trachomatis,
42-0836-0 |DNA, Scrape of Rectal Epithelial Cells)* [301ITPK] 385
Xnamuams (Chlamydia trachomatis), onpeaenenne OHK B cockobe
anuTenuanbHbIX kreTtok potornoTki (Chlamydia trachomatis, DNA, Scrape of
A26.08.066.001 |42-0837-0 |Faucial Epithelial Cells)* [301POT] 385
Xnamuaus (Chlamydia trachomatis), onpeaenexne OHK B cuHoBransHom
A26.04.009.001 |42-0838-0 |xupgkoctu (Chlamydia trachomatis, DNA, Synovial Fluid)* [301CUH] 620
Xnamuams (Chlamydia trachomatis), onpegenenne OHK B cnnHHOMO3roBow
42-0839-0 |xupgkoctu (Chlamydia trachomatis, DNA, Cerebrospinal Fluid)* [301CMX] 385
Xnamuaus (Chlamydia trachomatis), onpegenenne HK B cekpeTe npocTathl,
A26.21.037.001 |42-0840-0 |asakynsare (Chlamydia trachomatis, DNA, Prostatic Fluid, Semen)* [301CI1] 385
Xnamuamsa (Chlamydia trachomatis), onpeaenenne OHK B cockobe
anuTenuanbHbIX KIETOK yporeHuTaneHoro Tpakta (Chlamydia trachomatis,
A26.20.020.000.0/42-0841-0 |DNA, Scrape of Urogenital Epithelial Cells)* [301YPO] 330
AHTUTena knacca IgA k Chlamydophila pneumoniae (Anti-Chlamydophila
42-0842-0 |pneumoniae IgA) [183] 900
AHnTuTena knacca IgM k Chlamydophila pneumoniae (Anti-Chlamydophila
42-0843-0 |pneumoniae IgM) [184] 775
AnTuTena knacca IgG k Chlamydophila pneumoniae (Anti-Chlamydophila
A26.06.071.002 |42-0844-0 |pneumoniae IgG ) [185] 775
Xnamuams (Chlamydia pneumoniae), onpegenexue [HK B MokpoTe
A26.09.047.001 |42-0845-0 |(Chlamydophila pneumoniae, DNA, Sputum)* [349MK] 1260
Xnamuamsa (Chlamydia pneumoniae), onpegenexve [HK B nnasme kposm
42-0846-0 |(Chlamydophila pneumoniae, DNA, Plasma)* [349I1]1] 870
Xnamuams (Chlamydia pneumoniae), onpegenexuve [JHK B cockobe
anuTenuanbHbIX krnetok potornoTtki (Chlamydophila pneumoniae, DNA,
A26.08.049.001 |42-0847-0 |Scrape of Faucial Epithelial Cells)* [349POT] 670
Xnamuams (Chlamydia pneumoniae), onpegenexune OHK B critoHe
42-0848-0 |(Chlamydophila pneumoniae, DNA, Saliva)* [349CJIH] 670
AHnTuTena knacca IgG k rnaBHomy 6enky HapyxHon MembpaHsl MOMP n
AHnTuTena knacca IgG Pgp3 (MemGpaHoaccouMmMpoBaHHbIV NNasMUaHbIN
42-0849-0 |6enok) Chlamydia trachomatis [1379] 625
42-2287-0 |[Xnamuguwn, aHtureH [407] 2600
10.72. LlutomeranosupycHasa nHpeKumA: BUpYC repneca YenoseKka 5 tuna
(untomeranosupyc, LLMB)
A26.06.022.001 |42-0850-0 |AHTUTEna knacca IgG k uutomeranosupycy (Anti-CMV IgG) [82] 620
A26.06.022.002 |42-0851-0 |AHTuTena knacca IgM k untomeranosupycy (Anti-CMV IgM) [83] 690
A26.06.022.003 |42-0852-0 |AsngHocTb Anti-CMV IgG [2AVCMV] 1695
Lintomeranosupyc, onpeaenexve JHK B Bbinote (CMV DNA, Exudate)*
42-0853-0 |[310BIT] 385
Lintomeranosupyc, onpeaenexmne [JHK B cockobe anuTenuanbHbIX KNeTok
42-0854-0 |koHbloHKTMBLI (CMV DNA, Scrape of Conjunctiva Epithelial Cells )* [310I'J13] 385
Lintomeranosupyc, onpeaenexune [JHK B cockobe anuTenunanbHbIX KNeTok
42-0855-0 |koxun (CMV DNA, Scrape of Skin Epithelial Cells)* [310KOX] 385
A26.28.009.001 |42-0856-0 |LuTtomeranosupyc, onpegeneHue JHK B moye (CMV DNA, Urine)* [310MOM] 385




A26.05.017.001

42-0857-0

Lintomeranosupyc, onpeaenenune [HK B cockobe anutenunanbHbIX KNeTok
cnusucton Hoca (CMV DNA, Scrape of Nasal Epithelial Cells)* [310HOC]

385

A26.08.058.001

42-0858-0

Lintomeranosupyc, onpeaenexune [HK B cockobe anuTenuanbHbIX KNeTok
potornoTtkn (CMV DNA, Scrape of Faucial Epithelial Cells)* [310POT]

385

A26.05.017.001

42-0859-0

LiuTomeranosupyc,kadecteeHHoe onpegenerune [HK B cbiBOpoTke KpOBU
(CMV DNA, Serum)* [310CB]

680

A26.07.007.001

42-0860-0

Lintomeranosupyc, onpeaenexve OHK B cntoHe (CMV DNA, Saliva)*
[310CJIH]

385

A26.23.009.001

42-0861-0

Lintomeranosupyc, onpeaenexme OHK B cnnHHomo3arosom xugkoctn (CMV
DNA, Cerebrospinal Fluid)* [310CMX]

385

42-0862-0

Lintomeranosupyc, onpeaenexme JHK B cekpeTe npocTtatsl, adkynste (CMV
DNA, Prostatic Fluid, Semen)* [310CI1]

385

A26.20.011.001

42-0863-0

Lintomeranosupyc, onpeaenexmne [HK B cockobe anutenuanbHbIX KNeTok
yporeHutaneHoro Tpakta (CMV DNA, Scrape of Urogenital Epithelial Cells)*
[310YPO]

370

A26.05.017.003

42-0864-0

Lintomeranosupyc, konnyectseHHoe onpeaenexme JHK (Cytomegalovirus,
DNA) B cbiBopoTKe KpoBu [3156]

550

10.73. SHTepo6bu1o3 (ocTpuLbl)

A26.01.017

42-0865-0

WccnepoBaHume Ha aHTepobuos (sirua octpuu), TamnoH (Enterobiasis, Swab)
[1600CT]

485

A26.01.017

42-0866-0

WccnepoBaHume Ha aHTepobuos (srua octpuu), wnartens (Enterobiasis,
Spatula) [16010CT]

420

10.74. SnwreitHa-bapp BUpycHasa MHGEKLUA: BUPYC repneca Yyenoseka 4
Tuna (Bupyc AnwreitHa-bapp)

42-0867-0

Bupyc OnwTtenHa-bapp, onpeaenernne OHK B Binote (EBV DNA, Exudate)*
[351BMT]

385

42-0868-0

Bupyc OnwTtenHa-bapp, onpeaenernne OHK B moye (EBV DNA, Urine)*
[351MOU]

385

42-0869-0

Bupyc OnwTternHa-bapp, onpeaenexne JHK B cockobe anutenmanbHbIX
knetok cnmaucton Hoca (EBV DNA, Scrape of Nasal Epithelial Cells)*
[351HOC]

385

A26.08.059.001

42-0870-0

Bupyc OnwTternHa-bapp, onpeaenexne HK B cockobe anutenmanbHbIX
knetok potornoTkm (EBV DNA, Scrape of Faucial Epithelial Cells)* [351POT]

385

42-0871-0

Bupyc OnwTtenHa-bapp, kayectBeHHoe onpeaenerne HK B cbiBOpoTKE
kposu (EBV DNA, Serum)* [351CB]

680

A26.04.005.001

42-0872-0

Bupyc OnwTtenHa-bapp, onpeaenexne OHK B cnitoHe (EBV DNA, Saliva)*
[351CJIH]

385

A26.30.017.001

42-0874-0

Bupyc OnwTtenHa-bapp, onpeaenernne HK B cekpeTe npoctathl, 39Kynate
(EBV DNA, Prostatic Fluid, Semen)* [351CIM]

385

A26.23.010.001

42-0873-0

Bupyc OnwTtenHa-bapp, onpeaenernne JHK B CNIMHHOMO3roBOW XXMAKOCTU
(EBV DNA, Cerebrospinal Fluid)* [351CMX]

385

42-0875-0

Bupyc OnwTternHa-bapp, onpeaenexne HK B cockobe anutenmanbHbIX
KneTok yporeHuTansHoro Tpakta (EBV DNA, Scrape of Urogenital Epithelial
Cells)* [351YPO]

385

A26.06.029.001

42-0876-0

AHTuTEna Knacca IgM k kancugHomy aHTUreHy Bupyca dnwrterHa-bapp (Anti-
EBV Viral Capsid Antigens (VCA) IgM ) [186]

805

A26.06.030

42-0878-0

AHTuTEna knacca IgG k paHHeMy aHTUreHy Bupyca dnwTenHa-bapp (Anti-
EBV Early Antigen (EA) 1gG ) [255]

925

A26.06.029.002

42-0879-0

AHTuTEna knacca IgG k kancugHoMy aHTUreHy Bupyca dnwTenHa-bapp (Anti-
EBV Viral Capsid Antigens (VCA) IgG ) [275]

1125

42-0880-0

Bupyc OnwTtenHa-bapp, konnyectseHHoe onpeaenerne HK B cbiBOpoTKE
kposu (EBV DNA, Serum)* [3511]

620

42-0881-0

Onpepenexve nHaekca aBMaHOCTU MMMYHOrNo6ynmnHoB krnacca G k
kancuaHbiM aHTureHam VCA Bupyca JnwtenHa-bapp B CbIBOPOTKE KPOBW.
[1630]

1145

10.75. 9XMHOKOKKO3 (3XMHOKOKKMU)

A26.06.024

42-0882-0

AHTuTena knacca IgG k aHTureHam axmHokokka (Anti-Echinococcus 1gG) [229]

1215

10.76. dwepunxmos (K1LeyHana NaaodKa, slepuxms)

A26.19.017

42-0883-0

WccnepoBaHume Ha kuwedHyto nanoyky (Escherichia coli O157:H7,
3LIEPUXM03), AnapenHbli CMHAPOM, aHTUreHHbIn TecT (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay) [485]

1185

42-0884-0

MoceB Ha knweyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos),
onpefeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtam
(Escherichia coli O157:H7 Culture. Bacteria Identification and Antibiotic
Susceptibility Testing) [458-A]

1270




42-0885-0

MoceB Ha knweyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos),
onpefeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam u
6akrepuodparam (Escherichia coli O157:H7 Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing) [458-®]

1545

10.77. CKpuHUHroBble uccneaoBaHusa MUKPodaopbl

42-0887-0

BakCkpuHYTIM. BbisiBneHMe yCNOBHO-NATONEHHbIX MUKPOOPraHM3MOB
meTogom lNLP B pexume peansHoro BpemeHu. [3389]

6390

42-0886-0

bakPesucTa. BbisiBneHne reHoB pe3nMcTeHTHOCTU K rMUKonenTuaHbIM 1 6eTa-
nakTaMmHbIM aHTubnoTnkam y 6akrepun [3388]

2490

11. MUKPOBMNOJTIOTMYECKUE UCCNEAOBAHUA: HECMELLM®UYECKUE
BOCMA/IUTE/NIbHbIE 3ABOIEBAHUA PA3/IMYHbIX TOKANTU3ALUIA

11.1. MuKpobuonoruyeckme uccnegoBaHua: Hecneuuduyeckme
BOCNasiuTeNbHble 3a60/1eBaHUA Pa3IMYHbIX NOKanU3auuii

A26.05.016.001

42-0889-0

[Oncbakrepunos kmweyHunka (Stool Culture) [456]

1785

A26.05.016.001

42-0890-0

OncbakTepnos kuweyHuKa, onpeaeneHne YyBCTBUTENbHOCTM K
6akrepuodparam (Stool Culture. Intestinal Bacterial Overgrowth,
Bacteriophage Efficiency Testing) [456-®]

1780

A26.20.032

42-0891-0

WccnepoBaHue Ha 6uoLeHo3 Bnaranuiua, onpeaeneHne YyBCTBUTENbLHOCTM K
AHTUMWUKPOOBHBLIM Y aHTUMWKOTUYECKUM NpenapaTtam (C MUKPOCKOMUen
HaTMBHOrO npenapara, okpaweHHoro no Npamy) (Vaginal Biocenosis:
Bacteriophage and Antimycotic Susceptibility Testing (Gram Stain,
Bacterioscopic Examination of Smear))* [447]

2195

A12.20.001.000.0

42-0892-0

Mukpockonudeckoe (bakTepmnockonuyeckoe) nccnegoBaHme Maska,
okpatueHHoro no Npamy (Gram Stain. Bacterioscopic Examination of Smear)
[445]

490

A26.08.031

42-0893-0

lMoceB oToensiemoro poTornoTkM Ha 6opaetennsl (Bordetella
pertussis/parapertussis, kokntow/napakoknow) (Bordetella
pertussis/parapertussis, Nasopharyngeal Culture. Bacteria Identification) [470]

1415

A26.05.006.001

42-0894-0

MoceB Ha gpoxokenogobHbie rpubbl (pogos Candida, Cryptococcus) ¢
onpefeneHvem YyBCTBUTENBHOCTU K aHTUMUKOTUYEeCKUM npenapaTtam (Yeast
Culture. Identification and Antimycotic Susceptibility testing) [442]

915

A26.19.007

42-0895-0

Moces Ha knocTpmamm (Clostridium difficile, nceBgomembpaHo3HbIN KONKT)
(Clostridium difficile Culture. Bacteria Identification and Antibiotic
Susceptibility Testing) [462]

1620

A26.19.017

42-0896-0

WMccnepoBaHume Ha kuwedHyto nanoyky (Escherichia coli O157:H7,
3LIEPUXM03), AnapenHbli CMHAPOM, aHTUreHHbIn TecT (Escherichia coli
0157:H7. One Step Rapid Immunochromotographic Assay) [485]

1185

42-0897-0

MoceB Ha knweyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos),
onpeaeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM NpenapaTtam
(Escherichia coli O157:H7 Culture. Bacteria Identification and Antibiotic
Susceptibility Testing) [458-A]

1270

42-0898-0

MoceB Ha knweyHyto nanoyky (Escherichia coli O157:H7, awepuxmnos),
onpegeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam u
6akrepuodaram (Escherichia coli O157:H7 Culture. Bacteria Identification,
Antibiotic Susceptibility and Bacteriophage Efficiency Testing) [458-®]

1545

A26.20.005.002

42-0899-0

MoceB Ha Mukonnasmbl, onpeaeneHne YyBCTBUTENBHOCTY K aHTUMUKPOOHbLIM
npenapatam (Mycoplasma hominis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)* [440]

1185

A26.23.002

42-0900-0

MoceB Ha MEHMHIOKOKKW, onpeaernieHne YyBCTBUTENBbHOCTU K aHTUMUKPOGHBLIM
npenapatam (Neisseria meningitidis Culture. Bacteria Identification and
Antibiotic Susceptibility Testing) [471]

910

A26.21.004

42-0901-0

MoceB Ha ypeanna3smbl, onpeaeneHme YyBCTBUTENBHOCTU K @HTUMUKPOGHbBIM
npenapatam (Ureaplasma spp. Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)* [444]

1050

42-0902-0

MoceB Ha Mukonnasmy 1 ypeansnasmbl, onpegeneHne YyBCTBUTENbHOCTM K
aHTUMUKPOOHBLIM nNpenapaTtam (Mycoplasma hominis Culture, Ureaplasma
spp. Culture. Bacteria Identification and Antibiotic Susceptibility Testing)*
[440/444]

2100

A26.20.007

42-0903-0

MoceB Ha aHa3pO6HYO MUKPOMIOPY, onpeaerneHne YyBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM NpenapaTam (Anaerobic Culture. Bacteria Identification and
Antibiotic Susceptibility Testing) [452]

1965

A26.21.002

42-0904-0

MoceB Ha roHokokk (Neisseria gonorrhoeae, roHopes), onpeaenexHme
YYBCTBUTENBHOCTM K aHTUMUKPOOHbBIM Npenapatam (GC, Neisseria
gonorrhoeae Culture. Bacteria Identification and Antibiotic Susceptibility
Testing) [449]

1020

A26.19.008.000.0

42-0905-0

MoceB Ha naToreHHyto kuweyHyto dnopy (Stool Culture (Salmonella spp.,
Shigella spp.). Bacteria Identification) [457-11]

1230




A26.19.003.001

42-0906-0

MoceB Ha NaToOreHHyto KuLie4vHyto dropy, onpeaeneHme YyBCTBUTENBHOCTU K
aHTUMKUKpPOOHbLIM npenapaTam (Stool Culture (Salmonella spp., Shigella spp.).
Bacteria Identification and Antibiotic Susceptibility Testing) [457-A]

950

A26.19.008

42-0907-0

MoceB Ha NaToOreHHyto KuLie4vHyto dropy, onpeaeneHme YyBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM nNpenapaTtam n 6aktepmnodaram (Stool Culture, Salmonella
spp., Shigella spp. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing) [457-®]

1460

A26.08.001

42-0908-0

Moces Ha gudpteputo (Corynebacterium diphtheriae Culture) [469]

900

42-0909-0

lMoceB Ha 30M0TUCTLIN CTAUNOKOKK (METULMNNNH-PE3UCTEHTHBIN
3onoTtuctbii ctadumnokokk, MP3C) (Staphylococcus aureus) (Staphylococcus
aureus (Methicillin-Resistant Staphylococcus aureus — MRSA) Culture.
Bacteria Identification) [468-1]

900

A26.30.025

42-0910-0

lMoceB Ha 30MOTUCTLIN CTaUNOKOKK (METULMITTIUH-PE3UCTEHTHBbIN
3onoTtucTbii ctacpmnokokk, MP3C) (Staphylococcus aureus), onpegenexHve
YyBCTBUTENBHOCTU K aHTUMMKPOOHLIM Npenapartam (Staphylococcus aureus
(Methicillin-Resistant Staphylococcus aureus — MRSA) Culture. Bacteria
Identification and Antibiotic Susceptibility Testing) [468-A]

900

42-0911-0

lMoceB Ha 30M0TUCTLIN CTAUNOKOKK (METULMNNNH-PE3UCTEHTHBIN
3onoTtucTbii ctadunokokk, MP3C) (Staphylococcus aureus), onpegenexve
YyBCTBUTENBbHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOOGHLIX NpenapaToB
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged
Testing) [468-P]

2775

42-0912-0

lMoceB Ha 30MOTUCTLIN CTaUNOKOKK (METULMITIIUH-PE3UCTEHTHBbIN
3onoTtucTbii ctacpmnokokk, MP3C) (Staphylococcus aureus), onpegenexHve
YyBCTBUTENBHOCTU K aHTUMWKPOOHLIM Npenapartam u 6aktepuodaram
(Staphylococcus aureus (Methicillin-Resistant Staphylococcus aureus —
MRSA) Culture. Bacteria Identification, Antibiotic Susceptibility and
Bacteriophage Efficiency Testing) [468-®]

1185

A26.30.010

42-0913-0

MoceB Ha 30MOTUCTLIN cTadhmnokokk (Staphylococcus aureus)
(Staphylococcus aureus Culture. Bacteria Identification) [459-1]

900

A26.05.016.003

42-0914-0

MoceB Ha 3omoTUCTLIN cTadunnokokk (Staphylococcus aureus), onpegeneHve
YyBCTBUTENBHOCTU K aHTUMMUKPOOHBIM Npenapartam (Staphylococcus aureus
Culture. Bacteria Identification and Antibiotic Susceptibility Testing) [459-A]

900

42-0915-0

MoceB Ha 3omoTUCTLIN cTadunnokokk (Staphylococcus aureus), onpegeneHve
YYBCTBUTENBHOCTU K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX NpenapaToB
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing) [459-P]

2775

42-0916-0

MoceB Ha 3onoTUCTEIN cTadunokokk (Staphylococcus aureus, onpegeneHue
YYBCTBUTENBHOCTM K aHTUMUKPOOHBLIM Npenapatam u 6aktepuodaram
(Staphylococcus aureus Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing) [459-®]

1185

A26.19.004

42-0917-0

Moces kana Ha nepcuHum (Yersinia enterocolitica, nepcnHuos, onpegenexHue
YyBCTBUTENBHOCTU K aHTUMMKPOOHBIM npenapartam (Yersinia enterocolitica,
Stool Culture. Bacteria Identification and Antibiotic Susceptibility Testing)
[460]

1610

A26.05.016.002

42-0918-0

Moces Ha nuctepun (Listeria monocytogenes) ¢ onpeaeneHnem
YyBCTBUTENBHOCTU K aHTUMMUKPOOHbIM Npenapartam (Listeria monocytogenes
Culture. Bacteria Identification and Antibiotic Susceptibility testing) [453]

1020

A26.28.041

42-0919-0

lMoceB paHeBOro oTAenAemMoro 1 TkaHen Ha MUKpodriopy, onpeaeneHve
YyBCTBUTENBHOCTU K aHTUMUKPOOHBLIM Npenapatam
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification and Antibiotic
Susceptibility Testing)* [474-A]

900

A26.28.043

42-0920-0

lMoceB paHeBOro oTAensAemMoro 1 TkaHen Ha MUKpodoriopy, onpeaeneHve
YYBCTBUTENBHOCTY K PaCLUMPEHHOMY CMEKTPY aHTUMMUKPOOHbIX NpenapaToB
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)* [474-P]

2775

A26.28.042

42-0921-0

lMoceB paHeBOro oTAeNAemMoro 1 TkaHenm Ha MUKpodriopy, onpeaeneHve
YyBCTBUTENBHOCTU K aHTVMUKPOOHbBIM NpenapaTtam n 6akreprodaram
(Wound/Pus/Aspirate/Tissue Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)* [474-®]

1185

A26.30.009

42-0922-0

Moces rpyaHoro Monoka Ha Mukpochriopy (Breast Milk Culture. Bacteria
Identification) [464-I1]

900

A26.28.041

42-0923-0

MoceB rpygHOro monoka Ha MUKpodriopy, onpeaeneHne YyBCTBUTENbHOCTU K
aHTUMKKPOOHBIM Npenapatam (Breast Milk Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)* [464-A]

900




A26.30.009.000.0

42-0925-0

MoceB rpygHOro Monoka Ha MUKpodnopy, onpeaeneHne YyBCTBUTENBLHOCTY K
aHTUMUKPOOHBLIM nNpenapaTtam n 6akrepunodaram (Breast Milk Culture.
Bacteria Identification, Antibiotic Susceptibility and Bacteriophage Efficiency
Testing)* [464-®]

1185

A26.28.041

42-0926-0

MoceB xen4un Ha MUKPOIopY, onpeaerneHme YyBCTBUTENbHOCTU K
aHTUMUKpPOOHbIM npenapaTam (Bile Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)* [475-A]

1410

A26.28.043

42-0927-0

MoceB xen4un Ha MUKPOIopY, onpeaerneHme YyBCTBUTENbHOCTU K
paclMpeHHOMY CMeKTPY aHTUMUKPOOHLIX npenapaToB (Bile Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)* [475-P]

3045

A26.08.005.000.0

42-0928-0

MoceB oTAENAEMOro BEpXHUX AbIXaTenbHbIX NyTeN Ha MUKpodropy,
onpefeneHve YyBCTBUTENBHOCTU K aHTUMUKPOBOHBLIM NpenapaTtam (oaHa
nokanusauus) (Upper Respiratory Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)* [467-A]

855

A26.28.043

42-0929-0

MoceB oToENAEMOro BEpXHUX AbIXaTenbHbIX NyTeN Ha MUKpodropy,
onpefeneHve YyBCTBUTENBHOCTU K PACLLMPEHHOMY CMEKTPY aHTUMUKPOBHBLIX
npenapatoB (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility, Enlarged Testing)* [467-P]

2715

A26.08.005.000.0

42-0930-0

MoceB oToENAEMOro BEpXHUX AbIXaTenbHbIX NyTeN Ha MUKpodropy,
onpefeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam u
bakrepuodaram (Upper Respiratory Culture. Bacteria Identification, Antibiotic
Susceptibility and Bacteriophage Efficiency Testing)* [467-0]

1140

A26.08.070

42-0931-0

CTpenToKoKK rpynnbl A, aHTUrEHHbIN TECT (OTAENAeMoe pPOTOrNOTKM)
(Streptococcus Group A. One Step Rapid Immunochromotographic Assay)
[487]

720

A26.28.003.000.0

42-0932-0

MoceB Moun Ha MUKpoddnopy, onpeaeneHne YyBCTBUTENBLHOCTY K
aHTUMKUKpPOOHbLIM npenapaTam (Urine Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)* [441-A]

885

A26.28.043

42-0933-0

MoceB Moun Ha MUKpoddnopy, onpeaeneHne YyBCTBUTENBLHOCTY K
pacLmMpeHHOMY CnekTpy aHTUMMKPOOHLIX npenapaToB (Urine Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Testing)* [441-P]

2670

A26.28.042

42-0934-0

MoceB Moun Ha MUKpoddnopy, onpeaeneHne YyBCTBUTENBLHOCTY K
aHTUMUKPOOHLIM nNpenapaTam n 6akrepnocaram (Urine Culture. Bacteria
Identification, Antibiotic susceptibility and Bacteriophage Efficiency Testing)*
[441-]

1195

A26.28.041

42-0935-0

MoceB oToensemoro rnas Ha MMKpodsiopy, onpeaeneHne YyBCTBUTENbHOCTM
K aHTUMUKpOOHbLIM npenapaTam (Eye Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)* [465-A]

1415

A26.28.043

42-0936-0

MoceB oToensemoro rnas Ha MMKpodsiopy, onpeaeneHne YyBCTBUTENbHOCTM
K paclUMpeHHOMY CNeKTPY aHTUMUKPOOHbIX npenapatos (Eye Culture.
Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing)* [465-P]

3210

A26.28.042

42-0937-0

MoceB oToensemoro rnas Ha MMKpodsiopy, onpeaeneHne YyBCTBUTENbHOCTM
K aHTUMKKPOOHLIM npenapaTam u 6aktepuodaram (Eye Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*
[465-P]

1670

A26.20.008.000.0

42-0938-0

MoceB Ha MUKPOOPY OTAENSAEMOrO NOMOBbIX OPraHoB, onpeaerneHne
YYBCTBUTENBHOCTM K aHTUMUKPOOHbLIM Npenapatam (Genitourinary Tract
Culture. Bacteria Identification and Antibiotic Susceptibility Testing)* [446-A]

810

A26.20.008

42-0939-0

MoceB oToENsEMOro NOMoBbLIX OPraHoB Ha MUKPOIIopy, onpeaeneHve
YYBCTBUTENBbHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOOHBIX NpenapaToB
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)* [446-P]

3090

A26.28.042

42-0940-0

MoceB oToENsEMOro NoMoBbLIX OPraHoB Ha MUKPOIIopy, onpeaeneHve
YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTam u 6akreprodaram
(Genitourinary Tract Culture. Bacteria Identification, Antibiotic Susceptibility
and Bacteriophage Efficiency Testing)* [446-®]

1610

A26.20.021

42-0941-0

CTtpenTokokk rpynnbl B, aHTureHHbIn Tect (Streptococcus Group B. One Step
Rapid Immunochromotographic Assay) [488]

1185

42-0942-0

MoceB oToensiemoro yLien Ha Mukpodpropy, onpeaeneHne YyBCTBUTENBHOCTH
K aHTMMUKpOGHEIM npenapaTtam (Ear Culture. Bacteria Identification and
Antibiotic Susceptibility Testing)* [473-A]

1415

42-0943-0

MoceB oToensiemoro yLien Ha Mukpodropy, onpeaeneHne YyBCTBUTENBHOCTH
K paclLUMpEHHOMY CNEKTPY aHTUMMKPOOHbIX NpenapaTtoB (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility, Enlarged Ttesting)* [473-P]

3210




A26.28.042

42-0944-0

MoceB oToensiemoro yLien Ha Mukpodriopy, onpeaeneHne YyBCTBUTENBHOCTH
K aHTUMUKPOOHBLIM npenapaTam u 6akrepnocaram (Ear Culture. Bacteria
Identification, Antibiotic Susceptibility and Bacteriophage Efficiency Testing)*
[473-D]

1665

A26.28.041

42-0945-0

MoceB NyHKUMOHHOIO MaTepuana Ha MUKpodriopy, onpeaeneHne
YYBCTBUTENBHOCTM K aHTUMUKPOOHBIM Npenapatam (Punctate Fluid Culture.
Bacteria Identification and Antibiotic Susceptibility Testing) [477-A]

900

A26.28.043

42-0946-0

MoceB NyHKUMOHHOIO MaTepuana Ha MUKpodriopy, onpeaeneHne
YyBCTBUTENBbHOCTU K pacLUMPEHHOMY CMEKTPY aHTUMUKPOOGHLIX NpenapaToB
(Punctate Fluid Culture. Bacteria Identification, Antibiotic Susceptibility,
Enlarged Testing)* [477-P]

2825

A26.28.041

42-0947-0

MoceB MOKpPOThI 1 TpaxeobpoHXMarnbHbIX CMbIBOB Ha MUKpodniopy,
onpefeneHve YyBCTBUTENBHOCTU K aHTUMUKPOOHBIM NpenapaTtam u
MUuKpockonuen maska (Sputum and Tracheobronchial washings Culture.
Bacteria Identification and Antibiotic Susceptibility Testing, Microscopy)* [472-
Al

1425

A26.28.043

42-0948-0

MoceB MOKpPOThI 1 TpaxeobpoHXMarnbHbIX CMbIBOB Ha MUKpodiopy,
onpefeneHve YyBCTBUTENBHOCTU K PACLLMPEHHOMY CMEKTPY aHTUMUKPOBHBLIX
npenapaToB U Mukpockonuen maska (Sputum and Tracheobronchial washings
Culture. Bacteria Identification, Antibiotic Susceptibility, Enlarged Testing,
Microscopy)* [472-P]

3205

A26.19.039

42-0949-0

PotaBupyc (Rotavirus), gmapenHbiin cMHOPOM, aHTUreHHbIn TecT (Rotavirus
Direct Detection by Latex Agglutination) [463]

660

A26.19.042

42-0950-0

ApeHosupyc (Adenovirus), avapenHbit CUHAPOM, aHTUTEHHbIN TECT
(Adenovirus. One Step Rapid Immunochromotographic Assay) [481]

1270

A26.19.037

42-0951-0

Jlam6num (Giardia liamblia), guapenHbin cuHgpom, aHTUreHHbin TecT (Giardia
liamblia. One Step Rapid Immunochromotographic Assay) [483]

1185

A26.20.050

42-0952-0

MoceB Ha GeTa-remonMTUYECKNA CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae) (Streptococcus agalactiae Culture. Bacteria
Identification) [454-]

1020

42-0953-0

MoceB Ha GeTa-remonUTUYECKUn CTPENTOKOKK rpynnbl B (Streptococcus group
B, Streptococcus agalactiae), onpeaeneHune 4yBCTBUTENBHOCTU K
aHTUMUKPOOHBLIM nNpenapaTam (Streptococcus agalactiae Culture. Bacteria
Identification and Antibiotic Susceptibility Testing) [454-A]

1270

A26.08.15.001

42-0954-0

MoceB Ha GeTa-remonUTUYECKNA CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes) (Streptococcus pyogenes Culture. Bacteria
Identification) [466]

915

A26.08.15.001

42-0955-0

lMoceB Ha GeTa-remonUMTUYECKNA CTPENTOKOKK rpynnbl A (Streptococcus group
A, Streptococcus pyogenes), onpegeneHve YyBCTBUTENBHOCTU K
aHTUMKUKpPOOHLIM nNpenapaTam (Streptococcus pyogenes Culture. Bacteria
Identification and Antibiotic Susceptibility Testing) [466-A]

1215

A26.19.036

42-0956-0

Kpuntocnopugun napsym (Cryptosporidium parvum), gMapenHbiin CUHOPOM,
aHTureHHbIn TecTt (Cryptosporidium parvum. One Step Rapid
Immunochromotographic Assay) [482]

1270

A26.19.020

42-0957-0

Xenvkobaktep nunopu (Helicobacter pylori) B kane, aHTureHHoin Tect (One
Step Rapid Immunochromotographic Assay) [484]

1185

42-0958-0

UHdntoeHua A+b (Influenza A+B, rpunn), aHTureHHbin tect (Influenza A+B.
One Step Rapid Immunochromotographic Assay) [489]

1350

A26.05.001

42-0959-0

MoceB KpoBU N BUOXMAKOCTEN Ha a3pPObHYI0 1 aHa3POBHYH MUKPOdOopY,
onpegeneHne YyBCTBUTENBHOCTM K aHTUMUKPOBOHBIM npenapaTtam (Blood
Culture, Biofluids Culture. Bacteria Identification and Antibiotic Susceptibility
Testing) [438-A]

1460

A26.19.084

42-0960-0

Moces kana Ha kamnunobaktep (Campylobacter spp.) (Campylobacter spp.,
Stool Culture. Bacterial Identification) [461]

1610

A26.19.005

42-0961-0

Kamnunobakrep, onapenHbin CUHOPOM, BbiSIBNIEHME aHTUreHa B Kane,
nmmyHoxpomatorpadcus (Campylobacter spp., One step rapid
immunochromotographic assay, antigen, stool) [402]

1260

42-0962-0

oHOpes, BbiABNEHME aHTUreHa, ummyHoxpomatorpadums (Neisseria
gonorrhoeae test, One step rapid immunochromotographic assay) [403]

1300

42-0963-0

NervoHenna, BbIsSIBNEHWE aHTUreHa B MoYe, MMMYHOXpoMaTorpadgums
(Legionella pneumophila, One step rapid immunochromotographic assay,
antigen, urinae) [405]

1755

A26.05.046.001.0

42-0964-0

IMHEBMOKOKK, BbISIBNEHWE aHTUreHa B MoYe, UMMyHOXpoMaTorpadums
(Streptococcus pneumoniae, One step rapid immunochromotographic assay,
antigen, urinae) [408]

1755

A26.19.072.001

42-0965-0

OHTepoBUpYyC, BbISIBNEHWE aHTUreHa B Kane, MMMyHoxpoMaTorpadus
(Enterovirus, One step rapid immunochromotographic assay, antigen, stool)
[409]

1320




PecnupatopHo-cuHumTnansHein Bupyc (PC-mHdekLms), BbisiBNeHne
aHTureHa, MMMyHoxpomaTtorpagus (Respiratory Syncytial Virus, RSV, One

42-0966-0 |step rapid immunochromotographic assay, antigen) [411] 1130
12. UIMMYHOJTIOTUYECKME UCCNTIEAOBAHUA
12.1. KomnneKcHble UMMYHOI0TMYECKNEe uccnenoBaHus
MmmyHonornyeckoe obcnegosaHme pacumpeHHoe (Immunological Survey
A12.06.001 42-0967-0 |Extended) [192] 15420
MmmyHonorndeckoe obcnegoBaHme ckpuHmnHrosoe (Immunological Survey,
A12.06.001 42-0968-0 |Screening) [191] 9390
darouutapHasa aktuBHocTb nenkoumToB (Phagocytic Activity of Leucocytes)
A12.30.012.007 [42-0969-0 [[1310] 1150
deHoTUNMpoBaHme NMMGOoUNTOB (OCHOBHbIE cybnonynsummn) — CD3, CD4,
CD8, CD19, CD16, CD56 (Lymphocyte Phenotyping: CD3, CD4, CD8, CD19,
A12.06.001 42-0970-0 |CD16, CD56) [4192] 4900
CD4+ T-numdoumnTsl, % 1 abcontoTHoe konuyecTso (T-xennepbl, CD4+ T-
A12.06.001.002 |42-0971-0 |cells, Percent and Absolute) [4193] 1765
B-numdoumnTel, % n abcontotHoe konmdectso (CD19+ numdouuTel, B-cells,
42-0972-0 |Percent and Absolute) [4194] 1765
AktuBupoBaHHble numdountel (CD3+HLA-DR+, CD3-HLA DR+) (Activated
42-0973-0 |Lymphocyte: CD3+HLA-DR+, CD3-HLA DR+)* [1311] 1715
CnocobHocTb numdgountoB K aktueaummn (Lymphocyte Activation Ability)
A12.06.001.004 [42-0974-0 |[1312] 4900
Unpkynupytowme nmmyHHble komnnekcebl (LK) o6wme (Circulating Immune
A09.05.074 42-0975-0 |Complexes (CIC) Total) [1235] 1590
12.2. UmmyHOrno6yaunHbl obme
A09.05.054.002 |42-0976-0 |WmmyHorno®ynuHel knacca A (Immunoglobulin A, 1gA) [45] 435
A09.05.054.003 |42-0977-0 |WmmyHornobynuHel knacca M (Immunoglobulin M, IgM) [46] 435
A09.05.054.004 |42-0978-0 |WmmyHornobynuHel knacca G (Immunoglobulin G, IgG) [47] 435
MmmyHorno®ynuHbl knacca E (obwuii IgE, nmmyHornobynvH E obwuin)
A09.05.054.001 |42-0979-0 |(Immunoglobulin E Total, IgE Total) [67] 765
42-0980-0 |WmmyHornobynunel G (nogknaccel IgG1, 19G2, IgG3, 1gG4) [4048] 13860
12.3. Cneuuduyeckue 6enku
O03nMHOUNBHBIN KaTUOHHBIN 6enok, ImmunoCAP® (Eosinophil Cationic
42-0982-0 |Protein, ImmunoCAP® ECP) [6948] 2390
12.4. KOMNOHEHTbl KOMN/IEMEHTA
KomnoHeHTbI cnuctemMbl komnnemenTa C3, C4 (Complement components C3,
42-0983-0 |C4)[193] 1195
C3 KomnoHeHT cnctemsl komnnemeHTa (Complement Component C3)
A09.05.075.001 [42-0984-0 [[1315C3] 600
C4 KomnoHeHT cuctembl komnnemeHTa (Complement Component C4)
A09.05.075.002 [42-0985-0 [[1316C4] 600
Cunctema KoMnneMeHTa: oLeHka pyHKUMoHanbHol aktueHocTn (CH50)
42-0986-0 |(Functionality Test of Complement (CH50)) [1534] 1665
42-0987-0 |WHrnbutop C1-actepasbl, aktuBHocTh (C1-Esterase Inhibitor, C1-INH) [836] 2445
WHrnbutop C1-actepasbl, koHUueHTpauus (C1-Esterase Inhibitor,
42-0988-0 |concentration; C1-INH) [850] 3140
12.5. LIUTOKMHDI
A12.05.108 42-0990-0 |WHTepnewnkuH-6 (UI1-6) (Interleukin 6, IL-6) [211] 2385
A12.05.108 42-0991-0 |WHTepnewnkun-8 (UI1-8) (Interleukin 8, IL-8) [212] 2385
A12.05.109 42-0992-0 |WHTepnewnkun-10 (MI1-10) (Interleukin 10, IL-10) [213] 2385
dakTop Hekposa onyxonu-Anbda (PHO-Anbga) (Tumor Necrosis Factor
A12.06.073 42-0993-0 |Alpha, TNF-Alpha, Cachectin) [214] 2385
A12.05.108 42-0989-0 |WHTepnenkun-1Beta (UI1-16eT1a) (Interleukin 1 Beta, IL-1) [210] 2385
13. UHTEP®EPOHOBbIN CTATYC
13.1. UHTepdepoHOBbIi cTaTyC
42-0994-0 |WccneposaHue nHtepdepoHoBoro ctatyca (Study of Interferon Status) [1043] 6850
13.2. MHTepdepoHOoBbIN cTaTyc (4 NoKasaTens) c onpegeneHnem
YYBCTBUTENIbHOCTU K NpenapaTtam uHtepdpepoHa
A12.06.077 42-0995-0 |WHrapoH (Ingaron) [1044] 2790
A12.06.077 42-0996-0 |PeadepoH (Reaferonum) [1047] 2790
13.3. UHTepdepoHOoBbIii cTaTyc (4 NnoKasaTena) c onpeaeneHMem
YYBCTBUTE/IbHOCTU K UHAYKTOPam UHTeppepoHa
A12.06.078 42-0997-0 [AmukcuH (Amixin) [1050] 2790
A12.06.078.005 |42-0998-0 |Karouen (Kagocel) [1051] 2790
A12.06.078.002 |42-0999-0 [Heosup (Neovir) [1052] 2790
A12.06.078.003 |42-1000-0 |UmknodepoHn (Cycloferonum) [1054] 2790




13.4. UHTepdepoHOBbIi cTaTyc (4 NnOKasaTensa) c onpeaeneHmem
YYBCTBUTE/ILHOCTM K UMMYHOMOAYNATOPAM

A12.06.079.006 |42-1001-0 |lanasuT (Galavit) [1055] 2790
42-1002-0 |W3onpuHo3uH (Isoprinosine) [1064] 2790
A12.06.079.011 [42-1003-0 |WmmyHan (Immunal) [1057] 2790
A12.06.079.002 [42-1004-0 |WmyHodaH (Imunofan) [1058] 2790
A12.06.079.004 |42-1005-0 |WmmyHomakc (Immunomax) [1059] 2790
A12.06.079.012 [42-1006-0 |WmyHopukc (Imunorix) [1066] 2790
A12.06.079.001 [42-1007-0 |Jlukonug (Licopid) [1060] 2790
42-1008-0 |ManaBwup (Panavir) [1148] 2790
A12.06.079.003 [42-1009-0 |MonvokcugoHui (Polyoxidonium) [1061] 2790
A12.06.079.009 [42-1010-0 |TaktmsuH (Tactivinum) [1062] 2790
A12.06.079.010 [42-1011-0 |TumoreH (Thymogen) [1063] 2790
14. BUATHOCTUKA AYTOMMMYHHbIX 3AE0/IEBAHUIA
14.1. CuctemHble 3a6oneBaHUA COEAUHUTENIbHOMU TKAHU
AHTuaOepHble aHTuTena (AAA, aHTUHyKNeapHble aHTUTena), CKpUHUHE (Anti-
A12.06.010 42-1012-0 |Nuclear Antibodies, ANA, Screening) [125] 940
AHnTuTena knacca IgG k gycnupansHon HatueHon AHK (aHTn-acAHK 1gG,
aHTn-AHK) (Double-Stranded (Native) DNA IgG Antibodies, Anti-dsDNA 1gG)
A12.06.010.001 |42-1013-0 |[126] 940
A12.06.057 42-1014-0 |AHTuHykneapHsbii paktop (ANA IIFT, HEp-2) [1267] 1230
AxTtuTena k acHK B cbiBopoTke KpOBK, MOATBEPXKOAIOLLMI TECT C
ucnonb3oBaHuem cybctpara Crithidia luciliae, 1IgG, meTogom Henpsimon
nmmyHodntoopecueHumn (Crithidia luciliae indirect fluorescent test (CLIFT))
42-1015-0 |[1586ADN] 1400
42-1016-0 |AHTUTEna Kk numdoumTam, knacca IgG [1588] 1820
AHTUTEna knacca IgG k akcTparmpyemomy HykneapHomy aHTureHy (OHA)
(Extractable Nuclear Antigen, ENA, Anti-Ribonucleoprotein Antibodies, Anti-
A12.06.061 42-1017-0 |RNP) [825] 1655
MaHenb aHTUHYKNEapHbIX aHTUTEN NpU cKnepoaepMun (pasaensHoe
onuncaHue aHTuten kK aHtureHam Scl-70, CENP-A, CENP-B, RP11, RP155,
dunbpunnapuH, NOR9O, Th/To, PM-Sc100, PM-Scl75, Ku, PDGFR, Ro-52),
nmmyHo6noT (Scleroderma (Systemic Sclerosis) Antibody Panel: Anti-Scl-70,
CENP-A, CENP-B, RP11, RP155, dpumbpunnsapuH, NOR9O, Th/To, PM-Sc100,
42-1018-0 |PM-Scl75, Ku, PDGFR, Ro-52, Immunoblotting) [826] 3245
AHTUHYKNeapHble aHTuTena (pasgensHo Sm, RNP/Sm, SS-A (60 k[a), SS-A
(52 kfa), SS-B, Scl-70, PM-Scl, PCNA, CENT-B, dsDNA, Histone,
Nucleosome, Rib P, AMA-M2, Jo-1 aHTureHy), nmmyHo61oT (ANA: Anti-Sm,
RNP/Sm, SS-A (60 kDa), SS-A (52 kDa), SS-B, Scl-70, PM-Scl, PCNA, CENT/
B, dsDNA, Histone, Nucleosome, Rib P, AMA-M2, Anti-Jo-1, Immunoblotting)
42-1019-0 |[827] 4405
AHTuTena knacca IgG k Hykneocomam (aHTUsiAEPHbIE aHTUTeNa), CKPUHUHT
42-1020-0 |(Anti-Nuclear Antibodies, ANA, 1gG, Screening) [956] 1655
CkpuHUHT BonesHen coeguHuTenbHon TkaHu (AT k OHA, aHTUHyKNeapHbIn
42-1021-0 |daktop (AH®)) [4059] 2705
CucTtemMHas KpacHas BonyaHka, obcnegoaHue (AT K Hykneocomam, AT K
kapguonunuHy, 1gG; AT k kapguonunuHy, IgM; aHTuHyKneapHhbIn hakTop
42-1022-0 |(AH®)) [4060] 5070
OnddepeHumansHas guarHoctuka CKB 1 gpyrux peBMaTu4eckmx
42-1023-0 |3aboneBaHun (AT Kk HyKIeocomam, aHTUHyKneapHbin aktop (AHD)) [4061] 2705
Mpodunb «CuctemHas kpacHasa BonyaHka (CKB), MOHUTOPUHT aKTUBHOCTU
(antn-gc-OHK 1gG, C3, C4 koMNoHeHThbl koMnnemeHTa)» (Systemic lupus
erythematosus (SLE) profile, activity monitoring (anti-double-stranded DNA
42-1024-0 |lgG, C3 and C4 complement components) ) [4069] 1830
AHTUTENA K uuTonnasmartudeckum aHtureHam SS-A (Ro) ((SS-A (52k[a)/ SS-
A (60 k[a), IgG (Anti —SS-A, IgG (Anti-SS-A-52 and anti-SS-A-60
42-1025-0 |autoantibodies)) [1215] 1415
AHTWTERa K K uutonnaamaTtnyecknum aHtureHam SS-A (52k[a), IgG (Anti-SS-
42-1026-0 |A-52 autoantibodies, IgG) [1216] 1415
AHTULEeHTpoMepHble aHTuTena CENT-B, 1gG (Anti-Centromere B
42-1027-0 |autoantibodies, 1gG) [1217] 1415
AHTWTENa K 3KCTparmpyemMomy sgepHomMy aHtureHy Sm, IgG (Anti-Sm
A12.06.057 42-1028-0 |autoantibodies, 1gG) [1218] 1415
AHTWUTEna K aKcTparmpyemMbiM saepHbiM aHTureHa RNP/Sm, IgG (Anti-
42-1029-0 |RNP/Sm autoantibodies, 1gG) [1219] 1415
42-1030-0 |AHTuTena k ructoHam (Histone), IgG (Anti-Histone autoantibodies, IgG) [1220] 1415




AHTuTENa K MutoxoHapmsam (AMA-M2), IgG (Anti-AMA-M2 autoantibodies,

A12.06.035 42-1031-0 |lgG) [1221] 2175
AHTUTENA K uMTONnasmaTnyeckum aHtureHam SS-A (60kda), IgG (Anti-SS-A-
42-1032-0 |60 autoantibodies, IgG) [1224] 1415
AHTUTENa K uuTonnasmartuyeckomy aHTtureHy Jo-1, IgG (Anti-Jo-1
42-1033-0 |autoantibodies, 1gG) [1225] 1415
AHTUTENa K umMTonnasmartuyeckum aHtureHam SS-B (La), IgG (Anti-SS-B
42-1034-0 |autoantibodies, 1gG) [1226] 1415
42-1035-0 |AHTuTena k aHtureHy Scl-70, IgG (Anti-Scl-70 autoantibodies, 1gG) [1228] 1415
AHTUTEna Kk pubocomansHomy 6enky P (Rib-P), IgG (Anti-Rib-P
42-1036-0 |autoantibodies, 1gG) [1229] 1415
42-1037-0 |AHTUHYKneapHoble aHTuTena RNP-70 (Anti-RNP-70 autoantibodies) [1232] 1480
14.2. AHTudochonmnuaHbIi CMHAPOM
AnTuTena knaccos IgM 1 1gG k docconunungam (Anti-Phospholipid
A12.06.030 42-1038-0 |Antibodies, APA, IgM, IgG) [137/138] 1230
42-1039-0 |BonyaHouyHbIn aHTukoarynsaHT (BA) (Lupus Anticoagulant, LA ) [190] 1785
AnTuTena knaccos IgG u IgM k doccaTnanncepuny (Anti-
A12.06.075 42-1040-0 |Phosphatidylserine, 1gG, IgM) [966/74] 2455
AHTuTena knaccos IgA, IgM, IgG k kapavonunuHy, ckpuHuHr (Cardiolipin
42-1041-0 |Antibodies IgA, IgM, IgG, aCL, Screening) [967] 1665
A12.06.029 42-1042-0 |AHTuTena knacca IgA k kapguonunuHy (Anticardiolipin IgA, aCL IgA) [968] 1270
A12.06.029 42-1043-0 |AHTuTena knacca IgG k kapgmonunuHy (Anticardiolipin IgG, aCL 1gG) [969] 1345
A12.06.029 42-1044-0 |AHTuTena knacca IgM k kapgnonunuHy (Anticardiolipin IgM, aCL IgM) [997] 1435
AHnTuTena knaccos IgG, IgA, IgM k 6eTa-2-rnukonpoTenHy 1, cymmapHo (Anti-
A12.06.051 42-1045-0 |Beta2-Glycoprotein 1 Antibodies, anti-Beta2-GP1, I1gG, IgA, IgM, Total) [1284] 1500
AHTUTena knaccos IgG u IgM k cbochaTmaunceprH-npoTpPOMBGNHOBOMY
komnnekcy, cymmapHo (Anti-Phosphatidylserine/Prothrombin Antibodies, Anti-
A12.06.075 42-1046-0 |PS/PT, IgG, IgM, Total) [1340] 1615
AHnTuTena knacca IgG k aHHekcuHy V (Annexin V Antibodies, aAnV, IgG)
A12.06.065 42-1047-0 |[1341] 1615
AHnTuTena knacca IgM k aHHekcuHy V (Annexin V Antibodies, aAnV, IgM)
A12.06.065 42-1048-0 |[1342] 1605
A12.06.029 42-1050-0 |AT k kapguonunuHy, IgG, IgM [4062] 2365
[narHocTrka BTOpUY4HOro aHtudoconunmaHoro cuHapoma (AH®, AT k
42-1051-0 |kapgmnonununy, IgG, IgM) [4063] 3650
AHTUdOCHONUNNAHBIN CUHOPOM, Pa3BEPHYTOE Ceporormyeckoe
uccriegosaHue (AH®; AT k kapguonunuHy, 1gG, IgM; AT k 6eTa-2-
42-1052-0 |rnukonpoteuHy 1) [4064] 4925
42-1053-0 |AT k npoTtpombuHy, IgA [1666] 1120
42-1054-0 |AT k npotpombuHy, 1gG [1667APTG] 1120
42-1055-0 |AT k npotpombuHy, IgM [1668APTM] 1120
42-1056-0 |AT Kk npoTPOMOUHY, CKPUHUHT [1669] 1490
A12.06.051 42-1057-0 |AHTUTEna Kk 6eta2rnukonpoTeunHy IgG [1670] 1375
A12.06.051 42-1058-0 |AHTUTEna K 6eta2rnukonpoTenHy IgM [1671AB2M] 1375
42-1059-0 |AHTUTEna Kk 6eta2rnukonpoTenHy IgA [1672] 1260
MaHenb aHTUochonunuaHeix aHtuten, IgG, IgM meTogom aoT-
UMMYHOaHanmn3, KaueCTBEHHbIV TECT B CbiIBOPOTKe kKpoBwu (Anti-Phospholipid
42-1049-0 |Antibodies Panel) [1378] 9945
14.3. UmmyHHble dakTopbl becnnoaua
AHTUTENA aHTUCNEepMarbHble B CbIBOPOTKE KpoBm (Anti-Spermatozoa
A12.06.028 42-1060-0 |Antibodies, ASA, Serum) [223] 1605
AHTUTENa aHTUCNepMarbHble B cnepme (Anti-Spermatozoa Antibodies, ASA,
42-1061-0 [Semen) [224] 1755
14.4. PeBMaTOMAHbDI apPTPUT, NOPAXKEHUA CYCTaBOB
A12.06.019 42-1062-0 |PeBmartougHein caktop (P®) (Rheumatoid Factor, RF) [44] 510
AHTWTENA K LMKNNYECKOMY LMTPyNnnMHupoBaHHomMy nentuay (ALLIT) (Anti-
A12.06.052 42-1063-0 |Cyclic Citrullinated Peptide, anti-CCP) [1204] 1820
AHTuTena knacca IgG k kepatuHy (AHTMKepaTuHOBbIe aHTUTena, AKA,
AHTUcpunarrpuHoBble aHTuTena, A®A) (Anti-Keratin Antibodies, AKA, Anti-
42-1064-0 |Filaggrin Antibodies, AFA, 1gG) [965] 2905
AHTUTEna knacca IgG k MogmumnupoBaHHOMY LUTPYIINIMHUPOBAHHOMY
BMMeHTUHY (aHTu-MLB) (Anti-Mutated Citrullinated Vimentin Antibodies, Anti-
MCYV, Anti-Modified Citrullinated Vimentin Antibodies, Anti-Sa Antibodies, 1gG)
A12.06.062 42-1065-0 |[1332] 1800
42-1066-0 |PeBmartougHein caktop, IgA (PP IgA; Rheumatoid Factor, RF, IgA) [1333] 1480
Kpuctannbl B Ma3ke CMHOBUANbHOWM XUAKOCTU (MOHOYpaT HaTpus,
42-1067-0 |nupodocdart kanbums) (Synovial Fluid Smear, Crystals) [808] 2065




A12.05.010.000.0

42-1068-0

MonekynspHo-reHeTnyeckoe nccnegosanme HLA-B27 (Molecular Genetic
Testing HLA-B27) [1334]

1690

14.5. BackynauTbl U NOpa*KeHUa noyek

A12.06.009

42-1070-0

AHnTuTena knacca IgG k 6asanbHon membpaHe krnyboukoB noyek (aHTn-BMK)
(Glomerular Basement Membrane Antibodies, Anti-GBM, IgG) [807]

2290

42-1075-0

AHTUTena knacca IgG k C1q dakropy komnnemeHTa (Anti-Complement 1q
Antibodies, Anti-C1q, 1gG) [837]

1655

42-1076-0

AHTUTena knacca IgG k npoteuHase-3 (aHTM-PR-3) (Anti-Proteinase-3
Antibodies, PR-3-Antibodies, PR-3 ANCA, 1gG) [955]

1655

A12.06.053

42-1077-0

MaHenb aHTUTEN K aHTUreHaMm aHTUHENTPOMUIBHBIX aHTUTEN (NaHenb
aHTureHos AHLIA), IgG (Anti-Neutrophil Cytoplasmic Antibodies, ANCA, 1gG,
Panel) [821]

4405

42-1078-0

[narHocTvka rpaHynemMaTo3HbIX BaCKyNMTOB (aHTUHYKMeapHbIn hakTop
(AH®), AT k umtonnasme Hevtpodumnos (AHLIA/pANCA, cANCA), 1gG) [4065]

3890

42-1079-0

OwnarHocTuka BbicTponporpeccupytoLlero rmomepynoHedputa (AT k
6a3anbHON MembpaHe kryboukoB novek, AT k yutonnasme HeATpodunos
(AHLIA/pANCA, cANCA), IgG) [4066]

4535

42-1080-0

[narHocTvka ayTOMMMYHHOIO NopaXeHWs MoYeK (aHTUHYKNeapHbI dakTop
(AH®), AT k 6asanbHon meMmbpaHe knyboukos nouek, AT k uuTonnasme
Hentpodunos (AHLA/pANCA, cANCA), IgG) [4067]

5830

A12.06.037

42-1071-0

AHnTuTena knacca IgG k untonnasme Hentpodunos (AHLA) (Anti-Neutrophil
Cytoplasmic Antibodies, ANCA, 1gG) [970]

3055

42-1072-0

AHnTuTena knaccos IgG, IgA, IgM Kk kneTkam COCYAMCTOro 3HAOTENNS
(HUVEC), cymmapHo (Anti-Endothelial Cell Antibodies, AECA, 1gG, IgA, IgM,
Total) [812]

2270

42-1073-0

AHTUTEna K peuenTopy docconunassl A2 (Anti-Phospholipase A2 Receptor
Antibody, PLA2R Antibodies), IgG [822]

3140

42-1074-0

AHTUTEna knacca IgG k muenonepokcuaase (aHTn-MPO) (Myeloperoxidase
Antibody, MPO) [823]

1655

14.6. AyTOUMMYHHble S3HAO0KPMHONATUK: caxapHbli guaber 1-ro TMna

A12.06.020

42-1081-0

AHTuTEna Knacca IgG k 6eTa-knetkam nogxenygovHon xenessl (Anti-Islet
Cell Antibodies, Islet Cell Autoantibodies, ICA) [201]

1800

A12.06.020.001

42-1082-0

AHTuTena knacca IgG k rnytamataekap6bokcunase (aHTu-GAD) (Anti-GAD
Antibodies, Glutamate Decarboxylase Antibodies, AT-GAD, IgG) [202]

2095

42-1083-0

AnTtutena k GAD (rnytamaTtgekapbokcunase), IgG, nuksop (Anti-GAD
(glutamic acid decarboxylase), IgG, CSF) [202CMX]

2295

A12.06.039

42-1084-0

AnTtuTena knacca IgG k nHcynuny (Insulin Autoantibodies, 1AA, 1gG) [200]

1040

A12.06.020

42-1085-0

AHTUTENa K TUpo3nHdoccaTase (IA-2) (Islet Antigen 2 Antibodies, Anti-IA2
Antibodies, I1A-2 Ab, Tyrosine Phosphatase Antibodies) [1285]

2270

42-1086-0

AHTUTENA K aHTUreHam KneTok nogxenyaoyHomn xenesbl GAD/IA-2, cymmapHo
(Anti-GAD/IA2 Antibodies Pool, Glutamic Acid Decarboxylase-65, GAD and
Insulinoma Antigen 2 (Tyrosine Phosphatase, |IA2, ICA-512) Autoantibodies,
Total) [1286]

2270

14.7. AyTOUMMYHHbIe 3HAO0KPUHONATUN: ayTOUMMYHHble 3a6oneBaHuA
LLUTOBUAHOW Kenesbl

A12.06.045

42-1087-0

AHTUTEnNa K TUpeougHon nepokcuaase (AT-TIMO, mukpocoMarnbHbIe
aHtuTena) (Anti-Thyroid Peroxidase Autoantibodies, Antimicrosomal
Antibodies, TPO Antibodies, TPOAb, Anti-TPO) [58]

600

A12.06.017

42-1088-0

AHTuTena K TnpeornobynuHy (AT-TI) (Anti-Thyroglobulin Autoantibodies,
Thyroglobulin Antibodies, Tg Autoantibodies, TgAb, Anti-Tg Ab, ATG) [57]

620

A12.06.036

42-1089-0

AHTUTENA K MMKpOCOMarnbHoW dpakuum TupeouuntoB (AT K MUKPOCOMarbHOMY
aHTureHy tupeouutos, AT-MAIT, AMAT, TupeovaHble aHTUMUKPOCOMAarbHbIE
aHTuTena) (Anti-Thyroid Microsomal Antibodies) [198]

680

A12.06.046

42-1090-0

AHTUTEna Kk peuentopam TTI (AT kK peuenTopamMm TUPEOTPOMNHOro rOPMOHa B
cbiBopoTKe kpoBu, AT-pTTT) (Thyroid-Stimulating Hormone Receptor
Antibodies, TSH Receptor Antibodies, TSHRAbs, TSH binding inhibitor
immunoglobulin, TBII) [199]

2075

14.8. AyTOMMMYHHbIE 3HAO0KPUHONATUU: NOPAXKEeHNEe HAaANOYEYHUNKOB,
AayTOMMMYHHAA NaToONOrnA roHas

A12.06.071

42-1091-0

AHTuTEna knaccos IgA, IgM, IgG k TkaHu AnYHKUKa (aHTMoBapuarbHble
aHTuTena), cymmapHo (Anti-Ovarian Antibodies, AOA, IgA, IgM, 1gG, Total)
[1209]

1880

42-1092-0

AHTuTEna knaccos IgA, IgM, IgG k cTeponanpoayumpyoLwmnM KneTkam
HagnoyeyHuka (ACIIK), cymmapHo (Anti-Steroidal Cell Antibodies, StCAb,
Steroidal Cell Autoantibodies, SCA, IgA, IgM, IgG, Total) [1287]

1655




AHTuTena knaccos IgA, IgM, IgG k cTeponanpoayLUMpyOLLUM KNeTkam sindka,
cymmapHo (Anti-Testicular Steroid-Cell Antibodies, Testicular Anti-Steroidal
Cell Antibodies, Testicular StCAb, Steroidal Cell Autoantibodies, SCA against

42-1093-0 |Testis, IgA, IgM, IgG, Total) [1290] 2270
AHTUTENa K CTepoMANPOAYLIMPYIOLLUM KreTKaM penpoayKTUBHbLIX TKaHewn
42-1094-0 |(Reproductive tissue steroid-producing cells Antibodies) [1291] 3520
14.9. AyTouMMyHHble 3a601eBaHUA KOXU
AHTUTEnNa K 6a3anbHo MmembpaHe koxu, IgG (Basement membrane zone
42-1095-0 |antibodies, IgG) [809] 2875
AHTUTEna knacca IgG k gecmocomam anugepmuca (Desmoglein Antibodies,
42-1096-0 |Desmoglein 1, DSG1 and Desmoglein 3, DSG3 Antibodies, IgG) [813] 3055
AnTnTena knacca IgG k gecmornenHy-1 (Desmoglein 1, DSG1 Antibodies,
42-1097-0 |lgG) [1298] 3055
AHTUTEna knacca IgG k gecmornenHy-3 (Desmoglein 3, DSG3 Antibodies,
42-1098-0 |IgG) [1299] 3055
AHnTuTena knacca IgG k 6enky BP180 (Anti-Bp180 Antibodies, Bullous
42-1099-0 |Pemphigoid (180 kDa) Antibodies, Antibodies to BP Antigen 2, IgG) [1330] 3055
AHnTuTena knacca IgG k 6enky BP230 (Anti-Bp230 Antibodies, Bullous
42-1100-0 |Pemphigoid (230 kDa) Antibodies, Antibodies to BP Antigen 1, IgG) [1331] 3055
Mpodunb «duarHoctuka 6ynnesHbix AepmaTo3oB (AT kK gecmocoMam
anupgepmunca, AT k 6asanbHon membpaHe koxu)» (Bullous Dermatosis
Diagnostics profile (antibodies to epidermis desmosomes, antibodies to skin
42-1101-0 |basal membrane)) [4054] 5050
14.10. AyToumMyHHbIE NOPaXKeHUA XKenya04HO-KULLIEYHOro TpaKTa.
Llennakua
A12.06.066 42-1102-0 |AHTUTEna K aHgomusmio, IgG (Anti-Endomisial Antibodies, 19G, EMA) [972] 1880
AHTUTENa Knacca IgA K 3HOOMU3NIO (aHTUIHOOMU3NINHBIE aHTUTena, AOMA)
A12.06.066 42-1103-0 |(Anti-Endomysial Antibodies, Anti-EMA, I1gA) [810] 1480
AHTUTENA K NapueTarnbHbIM KneTkam xxenyaka, 1gG (Parietal Cell Antibodies,
A12.06.026 42-1104-0 |PCA, Ig G) [805] 1860
AHTuTena knaccos IgA n IgG k peTukynmHy, cymmapHo (Anti-Reticulin
42-1105-0 |Antibodies, ARA, IgA, IgG, Total) [971] 1880
AHTuTEna Kknacca IgG k geamngupoBaHHbIM nenTugam rnuaguHa (Anti-
A12.06.055 42-1106-0 |Deaminated Gliadin Peptide, Anti-DGP, IgG) [270] 1145
AHTUTENa Knacca IgA kK geammanpoBaHHbIM nenTugam rnnaguHa (Anti-
A12.06.055.002 |42-1107-0 |Deaminated Gliadin Peptide, Anti-DGP, IgA) [271] 1040
AHTUTEna knacca IgA K TkaHeBon TpaHcrnoTammuHase (Anti-Tissue
42-1108-0 |Transglutaminase Antibodies, Anti-tTG, tTGA, IgA) [1282] 1655
AHTuTEna knacca IgG k TkaHeBon TpaHcrntoTammHase (Anti-Tissue
A12.06.056 42-1109-0 |Transglutaminase Antibodies, Anti-tTG, tTGA, 1gG) [1283] 1655
AHTuTena knacca IgG k BHyTpeHHeMmy daktopy Kactna (Anti-Intrinsic Factor,
A12.06.059.001 |42-1110-0 |IFAD, Intrinsic Factor Antibodies, IgG) [817] 2000
AHTuTEna knacca IgG k caxapomuueTtam (guarHoctuka 6onesHm Kpona) (Anti-
A12.06.053 42-1111-0 |Saccharomyces Cerevisiae Antibodies, ASCA, 1gG ) [1335] 1480
AHTUTENa Knacca IgA k caxapomuueTam (anarHoctuka 6onesHun Kpona) (Anti-
42-1112-0 |Saccharomyces Cerevisiae Antibodies, ASCA, IgA ) [1336] 1480
AHTuTEna knacca IgA k untonnaame Hentpodunos (AHLLA) (Anti-Neutrophil
A12.06.037 42-1113-0 |Cytoplasmic Antibodies, ANCA, IgA) [1337] 1480
[narHocTuka ayToMMMyHHOroO naHkpeaTtuta u apyrmux lgG4-accoummpoBaHHbIX
3abonesanun (Diagnosis of Autoimmune Pancreatitis and other IgG4-Related
42-1114-0 |Diseases) [944] 2235
CepoamarHoctuka ayTouMMYHHOMO racTputa u nepHUUMo3Hon aHemum (AT K
napueTanbHbIM Knetkam xenyaka; AT K BHyTpeHHemy dakTopy KacTtna)
A12.06.026 42-1115-0 |[4055] 3435
CepogunarHocTuka 6onesHm KpoHa u Hecneununyeckoro S3BeHHOro KonuTa
(HAK) (AHUA/pANCA, cANCA, 1gG; AHLIA/ANCA, IgA; ASCA, 1gG, IgA)
42-1116-0 |[4056] 6385
Llennakusa, ceponormnyeckuii ckpuHuHr (AT k aHaomumsmio, IgA; AT K
42-1117-0 |geammgupoBaHHbIM NenTugam rnvaguHa, 1gG; IgA obu.) [4057] 2600
Llennakus, ceponornyeckast anarHoctuka (AT k aHgommamio, IgA; AT K
42-1118-0 |TkaHeBoOM TpaHcrnytamuHase, IgA, IgG; IgA obu.) [4058] 4470
A12.19.004 42-1119-0 |KanbnpotektuH dpekanbHbin (Fecal Calprotectin) [1338] 3025
AnTtuTena knaccos IgG u IgA k GP2 aHTUreHy LeHTpoaunHapHbIX KNeTok
42-1121-0 |nomxenynoyHon xenesbl (Anti-GP2) [1531AALIK] 2245




A12.06.020

42-1122-0

AHTUTENA K auMHapHbIM KneTkam noaxenyaovHon xenesebl, 1IgG n IgA
CYMMapHO (aHTWUTEeNa K 9K30KPUHHOM YacTu NOMKENYA0YHON XKenesbl,
Autoantibodies against Exocrine Pancreas, Pancreatic Antibodies, PAB)
[1532A1MXK]

1355

42-1123-0

AHTUTENA K 3HTEpoumTam, knacca IgG [1617]

2300

42-1120-0

AHTuTena knaccos IgA n IgG k 6okanoBMaHbIM KrneTkam KuLevHuKa,
cymmapHo (Anti-Intestinal Goblet Cells Antibodies, GAB, IgA, 1gG, Total)
[1530B6KK]

1360

14.11. AyToMMMYHHbIe NOpPa*KeHNA NeYeHn

A12.06.035

42-1124-0

AHTUTEna K MutoxoHapusm, IgG (Mitochondrial Antibodies, AMA, IgG) [804]

2050

A12.06.025

42-1125-0

AHTWTEena K rmagkon myckynartype, IgG (Smooth Muscle Antibodies, SMA,
ASMA, 1gG) [806]

2050

42-1126-0

AHTWTENa K MUKpOCcOMaMm neveHun 1 noyek, IgG (anti-liver kidney microsomal
antibody, anti-LKM, IgG) [819]

2095

42-1127-0

MaHenb aHTUTEN KNacca IgG npy ayToMMMYHHBIX 3ab6oneBaHusax nevenm (AT
K aHTureHam AMA-M2, M2-3E, Sp100, PML, gp210, LKM-1, LC-1, SLA/LP,
SSA/R0-52), ummyHobnoT (Autoimmune Disease Liver Panel: AMA-M2, M2-
3E (BPO), Sp100, PML, gp210, LKM-1, LC-1, SLA/LP, SSA/R0-52, 1gG,
Immunoblotting) [1288]

4405

A12.06.059.000.0

42-1128-0

AHTUTEna knacca IgG k acmanornMkonpoTeEMHOBOMY peLenTopy (aHTu-
ASGPR) (Autoantibodies Against Asialoglycoprotein Receptor, Anti-ASGPR,
IgG) [1289]

2270

14.12. AytoMummyHHble HeBpoaiormyeckue 3abonesaHus

42-1129-0

AHTuTena kK aksanopuHy 4 (NMO), 1gG [936]

3395

42-1130-0

AHTuTena knacca IgG k ckenetHbiM Mbiwuam (ACM) (Anti-Skeletal Muscle
Antibodies, AStMA, 1gG) [937]

1785

42-1131-0

AHTtuTena knaccos IgG u IgM k raHrnnosmgam (nanH-6not: GM1; GM2-GM3-
GM4; GD1a, GD1b, GD2-GD3, GT1a, GT1b, GQ1b, cynbdatuabl), cyMMapHo
(Anti-GM1 Antibodies, Anti-GQ1b Antibodies, Anti-Gangliosideantibodies,
Ganglioside Antibodies Panel, Total) [938]

8135

42-1132-0

MwnosuT-cneumdpuyHblie aHTuTeNa knacca IgG (nanH-6not: Mi-2, Ku, PM-Scl
100/75; Jo1 PL-7 PL-12 EJ OJ; SRP, SSA (Ro52)) (Myositis-Specific Panel)
[939]

6260

A12.06.074

42-1133-0

AHTUTENA K aueTuUnxonmHoBomy peuenTtopy (AxP, guarHoctika mmacteHun),
cymmapHo (Acetylcholine Receptor Antibodies, Anti-AChR, Total) [803]

6080

42-1134-0

AHTVMHenpoHaneHble aHTUTena knacca IgG (nanH-6not: Hu (ANNA1), Yo-1
(PCA1), CV2, Ma2, Ri (ANNA2), amdundunauH) (Anti-Neuronal Antibodies, Blot-
Line (Hu (ANNA1), Yo-1 (PCA1), CV2, Ma2, Ri (ANNA2), Amphiphysin)) [953]

8135

42-1135-0

AnTtuTena knacca IgG NMDA (N-meTtun-D-acnapTtat) rnyramaTHOMY
peuenTopy B cbiBopoTke(N-Methyl-D-Aspartate Receptor Antibodies 1gG)
[954]

6260

42-1136-0

AnTtuTena k NMDA rnytamatHomy peuentopy, |gG, onpegeneHne B nukeope
(aHTM-NMDAR 1gG, N-methyl-D-Aspartate Receptor Antibodies, CSF)
[954CMX]

3340

42-1137-0

OnvroknoHaneHbIV IgG B nukBope (LepebpocnuHanbsHOM XNOKoCcTh) n
cbiBopoTke kpoBu (Oligoclonal 1IgG, Cerebrospinal Fluid (CSF), Serum) [4049]

6260

42-1138-0

CBoboaHble nerkve uenv UMMyHOrnobynmHoB kanna v naMmbaa B nvkesope
(Cerebrospinal Fluid Concentration of Immunoglobulin Free Light Chains)
[1541]

1975

A09.05.296

42-1139-0

N-TepMuHanbHbIV NponenTug npokonnareHa 1 odwwun (Procollagen Type 1 N-
terminal Propeptide, P1NP, Total) [204]

2270

42-1140-0

AHTUTENa K MuenuHy IgG, metoa Henpsimon nmmyHodhntoopecueHumm (Anti-
myelin antibody, 1gG, IF) [1538]

1665

42-1141-0

AxTtuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMNIIEKCA KanveBbiX KaHanos),
IgG, cbiBopoTka kposu (VGKC-associated proteins LGI1 and CASPR2
antibodies, serum) [1581CB]

6790

42-1142-0

AxTtuTena k LGI1 n CASPR2 (KOMNOHEHTbI KOMMNIIEKCA KanveBbiX KaHanos),
IgG, nukeop (VGKC-associated proteins LGI1 and CASPR2 antibodies, CSF)
[1581CMX]

6790

42-1143-0

AHTUTENA K peuenTtopam HeripoHoB Tunos NMDA,CASPR, LGI, AMPA1,
AMPA2, GABAR1 knacca IgG, pa3genbHo, onpegeneHne B CbiIBOPOTKE
[1582CB]

15015

42-1144-0

AHTUTENAa K peuenTtopam HeripoHoB Tunos NMDA,CASPR, LGI, AMPA1,

AMPA2, GABAR1 knacca IgG, pasgensHo, onpegenexue B nuksope [1582]

15165




AHTUHEeNpoHanbHble aHTuTena, lgG, metoa Henpsamomn
nmmyHodpnyopecueHuum (Neuronal antibodies, 1gG, Indirect

42-1145-0 |immunofluorescence (IIF)) [1584AN] 3640
KomnnekcHoe uccrnenoBaHune Ans UCNONb30BaHUS B ANarHOCTUKe
paccestHHOro ckrneposa: onpeaeneHve onuroknoHanesHoro 1gG (nukeop,
42-1147-0 |cbiBOpOTKa) M cBOBOAHbLIX NErkvx Lenen ummyHornobynuHos (nukeop) [1537] 7815
AT AHTuHenpoHanbHble B nuksope, IgG (Neuronal antibody liquor, 1gG)
42-1148-0 |[1584CMX] 3350
14.13. AytoummyHHble 3a6oneBaHUA Nerkux u cepaua
BocnanutenbHble mnokapauonatum (AT k MutoxoHapusm (AMA), AT k
42-1152-0 |cepge4dHon myckynatype) [4068] 3115
AHTUTEna knacca IgG k cepgevHon myckynaType (Muokapay),
42-1149-0 |aHTUMMOKapamaneHele aHTuTena (Anti-Heart Antibodies, 1gG) [815] 1615
AKTVBHOCTb aHIMOTEH3MH-NpeBpaLyaLero gepmenTa (Ald) cbiBOPOTKM
42-1150-0 |kpoBu (Angiotensin Converting Enzyme, ACE, Serum) [844] 3055
42-1151-0 |HeontepuH (HI) B cbiBopoTKe KpoBu (Neopterin, Serum) [923] 2270
14.14. UmmyHHble TpoMmbBoLUTONEeHUU
AHTuTEna knacca k IgG Tpombountam, Henpsamon TecT (Platelet Antibodies
42-1153-0 |IgG, Indirect) [973] 4650
15. ANNEPTONOINMYECKUE UCCNEQOBAHUA
15.1. Annepronoruyeckue uccneaosaHus, texHonorma ImmunoCAP
A09.05.118 42-1154-0 |Alternaria alternata (m6) IgE, ImmunoCAP [6830M6] 1190
A09.05.118 42-1155-0 |Alternaria alternata, rAlt a 1 (m229) IgE, ImmunoCAP [6846M229] 2500
A09.05.118 42-1156-0 |Candida albicans (m5) IgE, ImmunoCAP [6833M5] 860
A09.05.118 42-1157-0 |Cladosporium herbarum (m2) IgE, ImmunoCAP [6834M2] 860
A09.05.118 42-1158-0 |Penicillium notatum (P.chrysogenum) (m1) IgE, ImmunoCAP [6832M1] 860
A09.05.118 42-1159-0 |Phadiatop Infant ImmunoCAP, IgE [6801PI] 2880
A09.05.118 42-1160-0 |Anbda-nakranbbymuH (nBos d4) (f76) IgE, ImmunoCAP [6806F76] 2500
AmBpO3uns BbICOKas, nonbiHoNUCTHasa, nAmb a1 (w230) IgE, ImmunoCAP
A09.05.118 42-1161-0 |[6814W230] 2500
A09.05.118 42-1162-0 |AHanac (f210) IgE, ImmunoCAP [6903F210] 860
A09.05.118 42-1163-0 |AnenbcuH (f33) IgE, ImmunoCAP [6882F33] 860
A09.05.118 42-1165-0 |BanaH (f92) IgE, ImmunoCAP [6877F92] 860
A09.05.118 42-1166-0 |Bapanuna (f88) IgE, ImmunoCAP [6901F88] 860
A09.05.118 42-1167-0 |Bepesa (t3) IgE, ImmunoCAP [6809T3] 890
Bbepesa 6opogasyaras, rBet v1/PR-10 6enok (t215) IgE, ImmunoCAP
A09.05.118 42-1168-0 |[6810T215] 2500
A09.05.118 42-1169-0 |Bepesa 6opopasyatas, rBet v2, rBet v4 (1221) IgE, ImmunoCAP [6811T221] 1890
A09.05.118 42-1170-0 |Beta-nakrornobynuH, (nBos d5) (f77) IgE, ImmunoCAP [6808F77] 2500
BuwHs (f242), IgE, ImmunoCAP (Cherry, Prunus avium, IgE, ImmunoCAP)
A09.05.118 42-1171-0 |[66633] 860
A09.05.118 42-1172-0 |loBsaguHa (f27) IgE, ImmunoCAP [6878F27] 860
A09.05.118 42-1173-0 |I'peumnxa (f11), IgE, ImmunoCAP [6886F11] 990
pnbbl (WwamnuHboHbl) (f212), IgE, ImmunoCAP (Mushrooms, Agaricus
A09.05.118 42-1174-0 |hortensis, IgE, ImmunoCAP) [66643] 860
pywa (f94), IgE, ImmunoCAP (Pear, Pyrus communis, IgE, ImmunoCAP)
A09.05.118 42-1175-0 |[66634] 990
A09.05.118 42-1176-0 |OomawHas neinb (Greer Labs.) (h1) IgE, ImmunoCAP [6819H1] 860
Opoxokn nekapckme (Saccharomyces cerevisiae) (f45) IgE, ImmunoCAP
A09.05.118 42-1178-0 |[6879F45] 860
A09.05.118 42-1180-0 |KasewnH, monoko (nBos d8) (f78) IgE, ImmunoCAP [6807F78] 2500
A09.05.118 42-1181-0 |Kakao (f93) IgE, ImmunoCAP [6870F93] 860
A09.05.118 42-1182-0 |Kaptodpens (f35) IgE, ImmunoCAP [6887F35] 860
A09.05.118 42-1183-0 |Kuen (f84) IgE, ImmunoCAP [6898F84] 860
A09.05.118 42-1184-0 |Knew, gomawHen neinu / D. farina (d2) IgE, ImmunoCAP [6818D2] 860
A09.05.118 42-1185-0 |Knew gomawHen neinv / D. pteronyssinus (d1) IgE, ImmunoCAP [6817D1] 890
A09.05.118 42-1186-0 |Komap (i71) IgE, ImmunoCAP [6908171] 990
Kodpe (f221), IgE, ImmunoCAP (Coffee, Coffea spp., IgE, ImmunoCAP)
A09.05.118 42-1187-0 |[66627] 860
A09.05.118 42-1188-0 |Kowka, rFel d1 (e94) IgE, ImmunoCAP [6841E94] 1990
A09.05.118 42-1190-0 |KpeseTtka (f24) IgE, ImmunoCAP [6894F24] 890
A09.05.118 42-1189-0 |Kowka, nepxotb (e1) IgE, ImmunoCAP [6804E1] 890
A09.05.118 42-1191-0 |Kypuua, nepo (e85) IgE, ImmunoCAP [6861E85] 860
A09.05.118 42-1192-0 |Ilatekc (k82) IgE, ImmunoCAP [6917K82] 860
A09.05.118 42-1193-0 |JlumoH (f208) IgE, ImmunoCAP [6889F208] 860




ManwuHa (f343), IgE, ImmunoCAP (Raspberry, Rubus idaeus, IgE,

A09.05.118 42-1194-0 |ImmunoCAP) [66635] 860
A09.05.118 42-1195-0 |MangapuH (f302) IgE, ImmunoCAP [66636] 860
A09.05.118 42-1196-0 |Mwunganse (f20) IgE, ImmunoCAP [66631] 860
A09.05.118 42-1197-0 |Monoko ko3be (f300) IgE, ImmunoCAP [66618] 860
A09.05.118 42-1198-0 |Monoko koposbe (f2) IgE, ImmunoCAP [6805F2] 860
A09.05.118 42-1199-0 |Mopkosb (f31) IgE, ImmunoCAP [6891F31] 860
A09.05.118 42-1200-0 |Msaco kypuubl (f83) IgE, ImmunoCAP [6873F83] 860

OBanbbymuH, anbbymuH andHbin, nGal d2 (f232) IgE, ImmunoCAP
A09.05.118 42-1201-0 |[6848F232] 1690
A09.05.118 42-1202-0 |Osec (f7) IgE, ImnmunoCAP [6884F7] 860
A09.05.118 42-1203-0 |Osomykomng, nGal d1 (f233) IgE, ImmunoCAP [6849F233] 2500
A09.05.118 42-1204-0 |Oscsanuua nyrosas (g4) IgE, ImmunoCAP [66603] 860
A09.05.118 42-1205-0 |Orypey (f244) IgE, ImmunoCAP [66604] 860
A09.05.118 42-1206-0 |OpgyBaH4uK 06bIkHOBEHHbIV (W8) IgE, ImmunoCAP [66646] 860
A09.05.118 42-1207-0 |Nenvumnnud G (c1) IgE, ImmunoCAP [6911CA1] 990
A09.05.118 42-1209-0 |MNonbiHb 06bIKHOBEHHasA (W6) IgE, ImmunoCAP [6874W6] 790
A09.05.118 42-1211-0 |MNonbiHb 06bIkHOBEHHas, nArtv3 (w233) IgE, ImmenoCAP [6816W233] 2500
A09.05.118 42-1212-0 |NMomungop (f25) IgE, ImmunoCAP [6881F25] 860
A09.05.118 42-1213-0 |MNwennua (f4) IgE, ImmunoCAP [6869F4] 890
A09.05.118 42-1214-0 |Pwuc (f9) IgE, ImmunoCAP [6892F9] 860
A09.05.118 42-1215-0 |CsuHuHa (f26) IgE, ImmunoCAP [6893F26] 860
A09.05.118 42-1216-0 |Cmecb annepreHoB nnecexnn (mx2) IgE, ImmunoCAP [6822MX2] 1500
A09.05.118 42-1217-0 |Cmecb annepreHoB nbinbubl gepesbeB (1x9) IgE, ImmunoCAP [6821TX9] 1390
A09.05.118 42-1218-0 |Cmecb getckux nuuiesblx annepreHos (fx5) IgE, ImmunoCAP [6914FX5] 1500
A09.05.118 42-1219-0 |Cmechb nuuiesbix annepreHos (fx15) IgE, ImmunoCAP [6883CF] 1500

Cwmechb nbinbLbl paHHeuBeTywmx nyroebix Tpae (gx1) IgE, ImmunoCAP
A09.05.118 42-1220-0 |[6868GX1] 1190
A09.05.118 42-1221-0 |Cobaka, rCan f 1 (e101) IgE, ImmunoCAP [6843E101] 2500
A09.05.118 42-1222-0 |Cobaka, nepxotb (€5) IgE, ImmunoCAP [6803E5] 890
A09.05.118 42-1223-0 |CoeBble 606bI (f14) IgE, ImmunoCAP [6871F14] 890
A09.05.118 42-1225-0 |TumocpeeBka nyrosas, rPhl p7, rPhl p12 (g214) IgE, ImmunoCAP [6813G214] 2090
A09.05.118 42-1226-0 |Tpecka atnaHTnyeckas (f3) IgE, ImmunoCAP [6880F 3] 890
A09.05.243 42-1227-0 |Tpuntasa, ImmunoCAP [6829TP] 2600
A09.05.118 42-1228-0 |TwikBa (f225) IgE, ImmunoCAP [6888F225] 860

42-1229-0 |®yHayk (f17) IgE, ImmunoCAP [6896F17] 860

A09.05.118 42-1230-0 |Yan nuctosom (f222) IgE, ImmunoCAP [66628] 860
A09.05.118 42-1231-0 |A6noko (f49) IgE, ImmunoCAP [6875F49] 860
A09.05.118 42-1232-0 |AunyHbin 6enok (f1) IgE, ImmunoCAP [6836F1] 1090
A09.05.118 42-1233-0 |AunuHbin xentok (f75) IgE, ImmunoCAP [6837F75] 860
A09.05.118 42-1234-0 |Phadiatop ImmunoCAP, IgE [6802PH] 3395
A09.05.118 42-1235-0 |MonbiHb ropbkas (wb) IgE, ImmunoCAP [6920W5] 860
A09.05.118 42-1236-0 |Cobaka, rCan f 2 (€102) IgE, ImmunoCAP [6844E102] 2500
A09.05.118 42-1237-0 |Jlnsoumm anua, nGal d4 (k208) IgE, ImmunoCAP [6851K208] 2500
A09.05.118 42-1238-0 |Cosg, rGly m 4/PR-10 (f353) IgE, ImmunoCAP [6855F353] 2500

Bblunii cbIBOPOTOYHbIV anbbymuH, nBos d6 BSA (e204) IgE, ImmunoCAP
A09.05.118 42-1239-0 |[6847E204] 2500
A09.05.118 42-1243-0 |O6wumn Ig E ImmunoCAP [6922] 860
A09.05.118 42-1244-0 |Cmecb annepreHoB nnecHesblx rpubkos (mx1) IgE, ImmunoCAP [6823MX1] 1540
A09.05.118 42-0231-0 |Tumocpeeka nyrosas, rPhl p1, rPhl p5 (g213) IgE, ImmunoCAP [6812G213] 2090
A09.05.118 42-0237-0 |MNonbiHb o6bIkHOBEHHas, nArtv1 (w231) IgE, ImmunoCAP [6815W231] 2090
A09.05.118 42-2284-0 |Apaxuc (f13) IgE, ImmunoCAP [6872F13] 860

15.2. UmmyHorno6ynuH E obuiuii

MmmyHorno®ynuHel knacca E (obwuii IgE, nmmyHornobynvH E obwuin)
A09.05.054.001 |42-1245-0 |(Immunoglobulin E Total, IgE Total) [67] 765

15.3. OnpepeneHune cneuundpuyeckux IgE: KOmMnaeKcHble annepronaHenu

MaHenb pasHble anneprexbl (IgE): Cmeck annepreHoB TpaBbl: KOMIOCOK

OYLUUCTBIN, POXb MHOTOMNETHSAS, TUMOMEEBKA, POXb KYNbTUBMPOBAHHas,

OyxapHUK LLEePCTUCTbIN; Poxb MHoroneTHss; MNoaopoxHuk; MNonbiHb

06blkHOBeHHas; CoeBble 600b1; Apaxuc; Jlowaak, nepxoTk; Cobaka,

anutenun; Kowka, anutenuit; MNweHndHas myka; MopkoBb; KopoBbe MOMOKO;

®yHayk; Mnecenb Alternaria tenuis; Anynbi 6enok; Knew, Dermatophagoides

pteronyssinus; Onbxa; Knew, Dermatophagoides farinae; bepésa; llewmnHa

42-1246-0 |ob6blkHOBEHHas [665] 5220




MaHenb pasHble anneprensbl 1* (IgE) : CMech annepreHoB Tpasbl: KONTOCOK
OYWMWCTBIN, POXb MHOTOMNETHSS, TMUMOMeeBKa, POXb KyrNbTUBMPOBaHHas,
OyxapHUK LLEPCTUCTbINA; Poxb MHoronetHsas; MNogopoxHuk; MNonbiHb
ob6bikHoBeHHas; Knew, Dermatophagoides pteronyssinus; lNnecexb Alternaria
tenuis; Onbxa; Knew Dermatophagoides farinae; bepésa; JlewnHa
06bIKHOBEHHASA

42-1247-0 |*BcnomoratenbHbii ans 42-1246-0 [6706] 2610
MaHenb pasHble anneprexbl 2* (IgE): CoeBble 606bI; Apaxuc; Jlowaap,
nepxoTb; Cobaka, anutenui; Kowka, anutenun; lMweHnyHas myka; MopkoBb;
KopoBbe momnoko; dyHayk; AndHbin 6enok
42-1248-0 |*BcnomoratenbHbii ans 42-1246-0 [6707] 2610
MaHenb negmaTtpuyeckas: gomaluHAsA nbinb (knew, Derm. Pteronyssinus),
aomawHasa neinb (knew Derm. Farinae), 6epésa, cmecbk TpaB (poXb NoceBHas
(Secale cereale), TumodeeBka nyrosas (Phleum pratense), oBcaHHMLa
nyroeas (Festuca elatior = pratensis), parirpac Bbicokun (Arrhenaterum
elatius), konocok gywuctbin (Anthoxanthum odoratum), koctep 6e3ocTbif
(Bromus inermis), nbipen nonay4nii (Agropyron repens), exa cbopHas
(Dactylis glomerata), nnesen (Lolium perrene), NMCOXBOCT NyroBow
(Alopecurus pratensis), 6yxapHuk wepctucTbii (Holcus lanatus),cBuHopon
nane4yatbin (Cynodon dactylon)), kowka - anUTenuin u WepcTb, cobaka -
anuTenun u wepctb, Npnbok Alternaria Alternata, kopoBbe Monoko, anbda-
naktanbbymuH, 6eta-nakrornobynuH, KazenH, AnYHbIN BENoK, SUYHbIN
XKENTOK, Obl4UI CLIBOPOTOYHBIV anbbymMuH, coeBble 606bI, MOPKOBb,
42-1249-0 |kapTodensb, nweHnyHas Mmyka, yHayK, apaxuc [670] 5220
42-1250-0 |MNaHenb pecnupaTopHble anneprexsol, IgE (Respiratory Panel, IgE) [666] 5220
42-1251-0 |Anneprounn ALEX2 (Allergy Explorer 2), o 300 anneprotectos [1881] 19900
42-1252-0 |PecnupatopHas naHens PROTIA Allerqy-Q [6010] 5670
42-1253-0 |ATtonnyeckas naHens PROTIA Allerqy-Q [6011] 4650
15.4. Onpegenexue cneundpuyeckux IgE: nuwesble annepreHbl
Cwmecb nuweBbIX annepreHoB 1: anenbcuH, 6aHaH, A6noko, nepcuk, IgE
(FP15 (F33, F49, F92, F95), Food Panel: Orange, Banana, Apple, Peach,
B03.002.004 42-1257-0 |IgE)* [637] 1610
Cwmech NuLEeBbIX annepreHoB 2: KMBW, MaHro, 6aHaH, aHaHac, Ige (FP50
(F84, F91, F92, F210), Food Panel: Kiwi Fruit, Mango, Banana, Pineapple,
42-1258-0 |IgE)* [638] 1610
Cwmech NuLEeBbIX annepreHoB 3: CBUHMHA, KypyHOE MSICO, FoBSANHA,
6apaHuHa, IgE (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken
42-1259-0 |Meat, Lamb, IgE)* [639] 1610
A09.05.118 42-1260-0 |AHaHac, IgE (Pineapple, IgE, F210) [677] 690
A09.05.118 42-1261-0 |AnenbcuH, IgE (Orange, IgE, F33) [998] 785
A09.05.118 42-1262-0 |Apaxwuc, IgE (Peanut, IgE, F13) [611] 720
A09.05.118 42-1263-0 |BaHaH, IgE (Banana, IgE, F92) [676] 710
A09.05.118 42-1264-0 |BapaHnuHa, IgE (Lamb, IgE, F88) [673] 710
42-1265-0 |Beta-nakrornobynuH, IgE (Beta Lactoglobulin, IgE, F77) [649] 710
A09.05.118 42-1267-0 |I'penndpyt, IgE (Grapefruit, IgE, F209) [636] 710
42-1268-0 |I'peyHeBas myka, IgE (Buckwheat, IgE, F11) [641] 710
42-1270-0 |Kanycra kovaHHas, IgE (Cabbage, IgE, F216) [642] 710
A09.05.118 42-1271-0 |Kaptodpens, IgE (Potato, IgE, F35) [646] 710
A09.05.118 42-1273-0 |Kny6Huka, IgE (Strawberry, IgE, F44) [634] 710
A09.05.118 42-1274-0 |Koposbe monoko, IgE (Milk, IgE, F2) [608] 710
A09.05.118 42-1275-0 |Kpabsl, IgE (Crab, IgE, F23) [614] 710
A09.05.118 42-1276-0 |KpeseTtku, IgE (Shrimp, IgE, F24) [615] 710
A09.05.118 42-1277-0 |KypuHoe msco, IgE (Chicken Meat, IgE, F83) [651] 710
A09.05.118 42-1278-0 |JlumoH, IgE (Lemon, IgE, F208) [635] 710
A09.05.118 42-1280-0 |Mopkosb, IgE (Carrot, IgE, F31) [617] 710
A09.05.118 42-1281-0 |OBcsiHas myka, IgE (Oat, IgE, F7) [648] 710
42-1284-0 |MNuBHble gpoxoku, IgE (Brewer's Yeast, IgE, F403) [655] 785
42-1285-0 |[Mpoco, IgE (Common Millet, IgE, F55) [647] 710
A09.05.118 42-1286-0 |MweHnyHas myka, IgE (Wheat, IgE, F4) [610] 715
A09.05.118 42-1287-0 |Puc, IgE (Rice, IgE, F9) [652] 710
A09.05.118 42-1288-0 |CsuHuHa, IgE (Pork, IgE, F26) [644] 710
A09.05.118 42-1289-0 |Cenbpepein, IgE (Celery, IgE, F85) [619] 715
A09.05.118 42-1290-0 |CoeBble 606kl, IgE (Soybean, IgE, F14) [612] 715
A09.05.118 42-1291-0 |Tomarsl, IgE (Tomato, IgE, F25) [616] 715
A09.05.118 42-1294-0 |OyHayk, IgE (Hazelnut, IgE, F17) [613] 715
A09.05.118 42-1295-0 |Wokonag, IgE (Chocolate, IgE, F105) [633] 715
A09.05.118 42-1297-0 |Awunbi 6enok, IgE (Egg White, IgE, F1) [607] 715
42-1299-0 |Kakao, IgE (Cacao, IgE, f93) [6007] 950




Cwmecb nuweBbix annepreHoB 15: anenbcuH, 6aHaH, A6noko, nepcuk, IgE

42-1300-0 |(FP15; Food Panel 15: Orange, Apple, Banana, Peach, IgE) [6008] 1670
Cwmecb nuLeBbIX annepreHoB 5: AnYHbIN 6enok, MOnoko, Tpecka, NeHnYHas
Myka, apaxuc, coesble 606bl, IgE (FP5; Food Panel 5: Egg White, Milk,
42-1301-0 |Codfish, Wheat, Peanut, Soybean, IgE) [6013] 1670
42-1302-0 |Poxb/ pxxaHas myka, IgE (Rye, IgE, f5) [6015] 950
42-1303-0 |Kode, IgE (Coffee, IgE, f221) [6018] 950
42-1306-0 |Ipywa, IgE (Pear, IgE, f94) [6021] 950
42-1305-0 |Mwungans, IgE (Almond, IgE, f20) [6020] 950
42-1308-0 |OpyeaHuuk, IgE (Dandelion, IgE, w8) [6023] 950
42-1307-0 |Jlyk, IgE (Onion, IgE, f48) [6022] 950
42-1309-0 |Anbda-naktoansbymuH, IgE (Alpha lactalbumin, IgE, f76) [6121] 660
15.5. OnpegeneHue cneyndudeckunx IgE: 6bIToBblE annepreHbl
A26.06.006 42-1313-0 |Mnecenb Aspergillus fumigatus, IgE (Aspergillus fumigatus, IgE, M3) [625] 715
42-1314-0 |MNnecenb Candida albicans, IgE (Candida albicans, IgE, M5) [626] 715
A09.05.118 42-1315-0 |MNnecenb Alternaria tenuis, IgE (Alternaria tenuis, IgE, M6) [627] 715
Knewy Dermatophagoides pteronyssinus (D1), IgE (Dermatophagoides
A09.05.118 42-1317-0 |pteronyssinus, IgE, D1) [621] 715
Cwmecb annepreHoB gomaluHen neinu 1: Dermatophagoides pteronyssinus,
Dermatophagoides farinae, gomaluHsas nbinb, TapakaH, IgE (Dust Panel 1,
42-1319-0 |IgE) [6004] 1670
15.6. OnpepgeneHue cneuundpuueckux IgE: annepreHbl }) KMBOTHbIX
Cwmecb annepreHoB JOMAaLUHWX IPbI3YHOB: 3NUTENUA MOPCKOW CBUHKM,
ANUTENWIN KponuKa, aNUTENNIA XOMsiKa, Kpbica, Mbiwb, IgE (EP70 (E6, E82,
E84, E87, E88), Animal Panel: Guinea Pig Epithelium, Rabbit Epithelium,
42-1320-0 |Hamster Epithelium, Rat, Mouse, IgE)* [1070] 1755
A09.05.118 42-1321-0 |Kowka, IgE (Cat Dander-Epithelium, IgE, E1) [605] 715
A09.05.118 42-1323-0 |TapakaH, IgE (Cockroach, IgE, 16) [620] 715
A09.05.118 42-1324-0 |Mopckas csuHka, anutenui, IgE (Guinea Pig Epithelium, IgE, E6) [660] 690
A09.05.118 42-1325-0 |BonHucTein nonyrau, nepo, IgE (Budgerigar Feathers, IgE, E78) [661] 690
42-1328-0 |Ap nyensl megoHocHown, IgE (Honey Bee Venom, IgE, i1) [6009] 660
42-1329-0 |MepxoTb nowaaw, IgE (Horse dander, IgE, e3) [6017] 660
42-1330-0 |Cobaka (e5), IgE (Dog (e5), IgE) [6001E5] 690
42-2285-0 |Osua, anutenun (€81) IgE, ImmunoCAP [6919E81] 860
15.7. OnpegeneHue cneynududeckux IgE: annepreHbl NbibLbl PacTeHU
Cwmecb annepreHoB TpaBsbl: exa cOopHasi, OBCSHHMLA MyroBasl, POXb
MHOroneTHss, TuModpeeka, MaTnuk nyrosow, IgE (GP1 (G3, G4, G5, G6,
G8), Grass Panel 1: Orchard Grass, Meadow Fescue, Perennial Rye Grass,
B03.002.004 42-1331-0 |Timothy Grass, June Grass (Kentucky Bluegrass), IgE)* [600] 1300
Cwmecb annepreHoB TpaBbl: KONOCOK OYLLIUCTbLINA, POXb MHOTOMNETHSS,
TUModeeBKa, POXb KynbTUBMPOBaHHas, byxapHuk wepctucteiv, Ige (GP3
(G1, G5, G6, G12, G13), Grass Panel: Sweet Vernal Grass, Perennial Rye
B03.002.004 42-1332-0 |Grass, Timothy Grass, Cultivated Rye Grass, Velvet Grass, IgE)* [601] 1595
Cwmecb annepreHoB AepeBbEB: OfbXa, NeLuHa 06bIKHOBEHHas, uBa, bepesa,
ay6, IgE (TP9 (T2, T4, T12, T3, T7), Tree Panel: Alder, Hazelnut, Willow,
A09.05.118 42-1333-0 |Birch, Oak, IgE)* [603] 1595
Cwmecb annepreHoB COpHOM TpaBbl: aMBpo3nsi NOMbIHHOMUCTHAS, MObIHb
00ObIKHOBEHHas!, MOAOPOXHUK, Mapb Genas, YyepTtononox pycckui, Ige (WP1
(W1, W6, W9, W10, W11), Weed Panel: Common Ragweed, Mugwort,
B03.002.004 42-1334-0 |English Plantain, Lamb's Quarters, Russian Thistle, IgE)* [604] 1595
A09.05.118 42-1335-0 |Bepesa, nbinbua, IgE (Birch, IgE, T3) [657] 690
A09.05.118 42-1338-0 |lMonbiHb 06bIKHOBEHHAS, Nbinbua, IgE (Mugwort, IgE, W6) [658] 690
A09.05.118 42-1339-0 |MonbiHb ropekas, IgE (Wormwood, IgE, W5) [659] 690
A09.05.118 42-1340-0 |OBcsanuua nyroeag, IgE (Meadow Fescue, IgE, g4) [6016] 950
A09.05.118 42-1341-0 |Ambposus (w1), IgE (Ambrosia (w1), IgE) [6002W1] 690
15.9. OnpepeneHune cneumdpuyeckux IgG: nuiiesble annepreHbl
Cwmecb nuweBbIX annepreHoB 3: CBUHMHA, KypyHOE MSICO, roBAAMNHA,
6apanwuHa, IgG (FP73 (F26, F27, F83, F88), Food Panel: Pork, Beef, Chicken
42-1345-0 |Meat, Lamb, 1gG)* [6613] 1515
Onpepenenne cneundpuyeckmx MMmyHornobynuHos knacca G (IgG) k
A09.05.054.004 |42-1346-0 |nuwesbiMm annepreHam (Basic Food Profile, IgG) [231ALL] 21590
A09.05.118 42-1350-0 |BaHaH, IgG (Banana, 1gG, F92) [6671] 785
'peyHeBas myka (F11), annepreH-cneundpunyeckme IgG (Buckwheat, IgG, F11)
A09.05.118 42-1355-0 |[6644] 785
KypuHoe msaco (F83), annepreH-cneuundpunyeckme IgG (Chicken Meat, IgG,
A09.05.118 42-1363-0 |F83) [6603] 785




A09.05.118 42-1364-0 |JlumoH (F208), annepreH-cneunduyeckme IgG (Lemon, 1gG, F208) [6609] 785
A09.05.118 42-1367-0 |OBcsaHas myka (F7), annepren-cneundgunyeckume IgG (Oat, IgG, F7) [6661] 785
MueHble gpoxokmn (F403), annepreH-cneumnduyeckue IgG (Brewer’s Yeast,
A09.05.118 42-1370-0 |lgG, F403) [6610] 785
A09.05.118 42-1374-0 |CsuHuHa (F26), annepreH-cneuunduyeckue IgG (Pork, IgG, F26) [6653] 785
LWokonapg (F105), anneprex-cneundmyeckune IgG (Chocolate, 1gG, F105)
A09.05.118 42-1380-0 |[6665] 785
Cneumnduyeckne nmmyHornobynuHel knacca G (IgG) K NMWweBbIM aHTUreHaM:
Food Xplorer (FOX). (Specific IgG to food antigens: Food Xplorer (FOX))
A09.05.118 42-1384-0 |[1880] 23890
15.10. OnpepeneHue cneundpuueckux IgG: 6biToBbIe annepreHbl
Mnecenb Cladosporium herbarum (M2), annepren-cneuunduyeckue 1IgG
42-1387-0 |(Cladosporium herbarum, IgG, M2) [6615] 785
Knew, Dermatophagoides microceras (D3), annepreH-cneumduyeckue IgG
42-1392-0 |(Dermatophagoides microceras, 1gG, D3) [6634] 785
HomawHas neine/Greer (H1), annepren-cneundguyeckme 1gG (House Dust —
42-1393-0 |Greer, IgG, H1) [6635] 785
15.12 Annepronoruyeckue uccnenoBaHus, TexHonorua Ankopbuo
Anbda-naktansbymuH (nBos d4) (f76), IgE (Alpha Lactalbumin, nBos d4
A09.05.118 42-1396-0 |(f76), IgE) [6024AB] 695
KasewnH, monoko (nBos d8) (f78), IgE (Casein, milk, nBos d8 (f78), IgE)
A09.05.118 42-1397-0 |[6025AB] 695
Beta-nakrornobynuH, (nBos d5) (f77), IgE (Beta Lactoglobulin, nBos d5 (f77),
A09.05.118 42-1398-0 |IgE) [6026AB] 695
Bepesa 6opogasyaras, rBet v1 (1215), IgE (Birch, Betula verrucosa, rBet v1
A09.05.118 42-1399-0 |(t215), IgE) [6027AB] 695
Bepesa 6opogasyaras, rBet v2 (1216), IgE (Birch, Betula verrucosa, rBet v2
A09.05.118 42-1400-0 |(t216), IgE) [6028AB] 695
MonbiHb 06bIkHOBEHHas, NArtv3 (w233), IgE (Mugwort, Artemisia vulgaris,
A09.05.118 42-1401-0 |nArtv3 (w233), IgE) [6029AB] 695
Cwmecb annepreHoB nnecenn (mm2), IgE (Mixed mold allergen (mm2), IgE)
B03.002.004 42-1402-0 |[6030AB] 695
HOomawHsas neinb (Hollister —Stier) (h2), IgE (House dust (Hollister —Stier)(h2),
A09.05.118 42-1403-0 |IgE) [6031AB] 695
Kowwka, cbiBOpOTOYHbIN anbbymuH, rFel d2 (e220), IgE (Cat, serum albumin,
A09.05.118 42-1404-0 |rFel d2 (e220), IgE) [6032AB] 695
Cobaka, cbiBOpoTOYHbIN anbbymuH, nCan f3 (e221), IgE (Dog, serum albumin,
A09.05.118 42-1405-0 |nCan f3 (e221), IgE) [6033AB] 695
Bblunii cbIBOPOTOYHbIV anbbymuH, nBos d6 BSA (e204), IgE (Bovine serum
A09.05.118 42-1406-0 |albumin, nBos d6 BSA (e204), IgE) [6034ABE] 695
OBanbbymuH, anbbymmH anyHbin, nGal d2 (f67), IgE (Ovalbumin, egg
A09.05.118 42-1407-0 |albumin, nGal d2 (f67), IgE) [6035AB] 695
OBomykong anua, nGal d1 (f68), IgE (Ovomucoid egg, nGal d1 (f68), IgE)
A09.05.118 42-1408-0 |[6036AB] 695
KonanbbymuH anua, nGal d3 (f69), IgE (Conalbumin egg, nGal d3 (f69), IgE)
A09.05.118 42-1409-0 |[6037AB] 695
JInzouum sanua, nGal d4 (k208), IgE (Lysozyme eggs, nGal d4 (k208), IgE)
A09.05.118 42-1410-0 |[6038AB] 695
A09.05.118 42-1411-0 |Cosg, rGly m4 (f353), IgE (Soy, rGly m4 (f353) IgE) [f353] 695
A09.05.118 42-1412-0 |Apaxwuc, rAra h8 (f352), IgE (Peanut, rAra h8 (f352), IgE) [6040AB] 695
A09.05.118 42-1413-0 |Malassezia spp. (m227), IgE [6041AB] 695
Cwmecb nyrosbix Tpas (gm1), IgE (Mixed meadow grasses (gm1), IgE)
A09.05.118 42-1414-0 |[6042AB] 695
Cwmecb nuwebix annepreHos (fm21), IgE (Mixed food allergen (fm21), IgE)
A09.05.118 42-1415-0 |[6043AB] 695
A09.05.118 42-1416-0 |Ap ockl natHucTom (i2), IgE (White-faced hornet (i2), IgE) [6044AB] 695
An ocbl 06bikHOBEHHOM (i3), IgE (Common wasp (Yellow jacket) (i3), IgE)
A09.05.118 42-1417-0 |[6045AB] 695
A09.05.118 42-1418-0 |Komap (i71), IgE (Mosquito (i71), IgE) [6046AB] 695
A09.05.118 42-1419-0 |Ap wepwinga (i75), IgE (European hornet (i75), IgE) [6047AB] 695
A09.05.118 42-1420-0 |Nenvumnnud V (c2), IgE (Penicilloyl V (c2), IgE) [6048AB] 695
A09.05.118 42-1421-0 |Orypey (f244), IgE (Cucumber (f244), IgE) [6049AB] 695
A09.05.118 42-1422-0 |Asokago (f96), IgE (Avocado (f96), IgE) [6050AB] 695
A09.05.118 42-1423-0 |Apbys (f329), IgE (Watermelon (f329), IgE) [6051AB] 695
A09.05.118 42-1424-0 |Monoko ko3be (f300), IgE (Goat's milk (f300), IgE) [6052AB] 695
A09.05.118 42-1425-0 |Yan (f222), IgE (Tea (f222), IgE) [6053AB] 695
A09.05.118 42-1426-0 |AdmeHsb (f6), IgE (Barley (f6), IgE) [6054AB] 695
A09.05.118 42-1427-0 |A6pukoc (f237), IgE (Apricot (f237), IgE) [6055AB] 695
A09.05.118 42-1428-0 |BuwHsa (f242), IgE (Cherry (f242), IgE) [6056AB] 695




A09.05.118 42-1429-0 |ManuHa (f111), IgE (Manuna (f111), IgE) [6057AB] 695
A09.05.118 42-1430-0 |MangapuH (f302), IgE (Mandarin (f302), IgE) [6058AB] 695
A09.05.118 42-1431-0 |BaknaxaH (f262), IgE (Eggplant (f262), IgE) [6059AB] 695
A09.05.118 42-1432-0 |Bpokkonu (f260), IgE (Broccoli (f260), IgE) [6060AB] 695
A09.05.118 42-1433-0 |YecHok (f47), IgE (Garlic (f47), IgE) [6061AB] 695
pnbbl (WwamnuHboHbl) (f212), IgE (Mushroom (champignon) (f212), IgE)
A09.05.118 42-1434-0 |[6062AB] 695
A09.05.118 42-1435-0 |MNopgconHeyHuk (w204), IgE (Sunflower (w204), IgE) [6063AB] 695
A09.05.118 42-1436-0 |Pomauka (w206), IgE (Chamomile (w206), IgE) [6064AB] 695
A09.05.118 42-1437-0 |CmopoaumHa kpacHas (f322), IgE (Red currant (f322), IgE) [6065AB] 695
Cwmecb nuweBbix annepreHos (fm2), IgE (Tpecka, kpaboBoe MACO, KpeBeTKHU,
A09.05.118 42-1438-0 |mungumn) [6066AB] 1595
Cwmecb nuwebix annepreHoB (fm4), IgE (Tpecka, nocock/cemra, cenbab,
A09.05.118 42-1439-0 |[ckymbpus, kambana) [6067AB] 1270
Cwmecb nuweBbix annepreHoB (fm5), IgE (anMyHbIn Genok, MONoKo KOpOBbE,
A09.05.118 42-1440-0 |Tpecka, nweHuua, apaxumc, coesble 606b1) [6068AB] 1775
Cwmecb nuweBbix annepreHoB (fm6), IgE (necHown opex, 6pa3unbckuin opex,
A09.05.118 42-1441-0 |munHaansb, Kokoc, rpeukumn opex) [6069AB] 1240
Cwmecb nuwebix annepreHos (fm7), IgE (ropox, daconb 6enas, Tomarsl,
A09.05.118 42-1442-0 |mopkoBb, kapTodens) [6070AB] 1270
Cwmecb nuweBbix annepreHos (fm10), IgE (nweHunua, poxb, OBEC, MOTEH)
A09.05.118 42-1443-0 |[6071AB] 1595
Cwmecb nuweBbix annepreHos (fm18), IgE (anenbcuH, NUMOoH, rpenndpyT,
A09.05.118 42-1444-0 [mangapun) [6072AB6] 2080
Cwmecb nuweBbix annepreHos (fm22), IgE (cbip LWBenuapckuin, colp Yeaep,
A09.05.118 42-1445-0 |cblp € nneceHbo, cbip daam, ceip Mayaa) [6073AB] 1105
Cwmecb nuweBbix annepreHoB (fm24), IgE (Tpecka, KpeBeTku, MMAMK, TyHeL,
A09.05.118 42-1446-0 |[nocock/cemra) [6074AB] 1155
Cwmecb nuweBbix annepreHos (fm70), IgE (3cTparoH, TMMbsAH, MaopaH,
A09.05.118 42-1447-0 [nobuctok) [6075AB] 1375
Cwmecb nuwebix annepreHoB (fm71), IgE (TMWH, kapaamoH, rBo3guka,
A09.05.118 42-1448-0 |[myckaTHbI opex) [6076AB] 1375
Cwmecb nuweBbix annepreHoB (fm72), IgE (cemeHa cdeHxens, 6a3unnuk,
A09.05.118 42-1449-0 [umbBupb, aHuc) [6077AB] 1105
Cwmecb nuwebix annepreHos (fm101), IgE (AanyHbIn 6enok, MONOKO KOpPOBLE,
nweHuua, poxb, KYKypy3a, ANYHbIN XXENTOK, ?-nakroansbymuH, ?-
A09.05.118 42-1450-0 |naktanbbymuH, Ka3ewH, rnioTeH, colp Yegep) [6078AB] 1105
Cwmecb nuweBbix annepreHos (fm104), IgE (BuwHA, nepcuk, abpukoc, crnvea)
42-1451-0 |[6079AB] 1325
Cwmecb nepbeB ntuy (em1), IgE (rycuHbie nepbs, KypuHbIe Nepbs, YTUHbIE
A09.05.118 42-1452-0 |[nepbs, nepbsa nHatoka) [6080AB] 1105
Cmecb nepbeB gekopaTtmBHbIX NTUY (em72), IgE (Nnepbsa BOHUCTOrO
nonyrawyvka, nepbs ANMHHOXBOCTOrO NMOMyras, Nepbsi KAHapenKK, nepbs
42-1453-0 |nonyras xako) [6081AB] 1095
Cwmecb 9a0B Hacekombix (im100), IgE (nyena megoHocHas, oca
42-1454-0 |obblkHOBEHHas, TapakaH-npycak, wepweHb eBponerickuin) [6082AB] 620
Cwmecb annepreHoB NbinbLbl AepeBbeB (paHHee LBeTeHune) (tm2), IgE (onbxa
cepas, 6epesa 6opogasyartas, neLmnHa/opeLlH1K, amepUKaHCKUA SSICEHb)
42-1455-0 |[6083AB] 1220
Cwmecb annepreHoB nbinbLbl AepeBbeB (No3aHee useteHune) (tm3), IgE (kneH
42-1456-0 |aceHenucTHbIA, Ay6, uBa, TONoMb TpexrpaHHbin) [6084AB] 1505
Cwmecb annepreHoB NbinbLbl AepeBbeB (paHHee LBeTeHune) (tm5), IgE (onbxa
42-1457-0 |cepas, newmnHa/opeLlHvK, BA3, UBa, TONONb TpexrpaHHbin) [6085AB] 1105
Cmecb annepreHoB NbinbLbl AepeBbeB (No3aHee useTeHune) (tm6), IgE (kneH
42-1458-0 |aceHenucTHbIA, 6epesa 6opogasyaTas, 6yk, Ay6, rpeukui opex) [6086AB] 1470
Cwmecb annepreHos nnecenn (mm1), IgE (Penicillium notatum, Cladosporium
herbarum, Aspergillus fumigatus, Mucor racemosus, Alternaria alternata
42-1459-0 |[(tenuis) [6087AB] 1595
42-1460-0 |BuHorpap (f259), IgE (Grape (f259), IgE) [6088AB] 1000
42-1461-0 |Kpesetka turposas (f179), IgE (Tiger shrimp (f179), IgE) [6089AB] 1000
42-1462-0 |Jlocock/cemra (f41), IgE (Salmon (f41), IgE) [6090AB] 1000
42-1463-0 |Cenbpb (f205), IgE (Herring (f205), IgE) [6091AB] 1000
42-1464-0 |Ckymbpus (f206), IgE (Mackerel (f206), IgE) [6092AB] 1000
42-1465-0 |Bpasunbckun opex (f18), IgE (Brazil nut (f18), IgE) [6094AB] 1000
42-1466-0 |lopox (f12), IgE (Pea (f12), IgE) [6097AB] 1000
42-1467-0 |®aconb 6enas (f15), IgE (White bean (f15), IgE) [6098AB] 1000
42-1468-0 |Obing (f87), IgE (Melon (f87), IgE) [6099AE] 1000
42-1469-0 |Poxb (f5), IgE (Rye (f5), IgE) [6100AB] 660




42-1470-0 |ImoteH (f79), IgE (Gluten (f79), IgE) [6101AB] 1000
42-1471-0 |Coip Weenuapckun (f70), IgE (Swiss cheese (f70), IgE) [6102AB] 1000
42-1472-0 |Kambana (f254), IgE (Plaice (f254), IgE) [6093ABE] 1000
42-1473-0 |Kokocosblii opex (f36), IgE (Coconut (f36), IgE) [6095AB] 660
42-1474-0 |I'peukuin opex (f256), IgE (Walnut (f256), IgE) [6096AB] 1000
42-1475-0 |Coip Yeppep (f81), IgE (Cheese, Cheddar (f81), IgE) [6103AB] 730
42-1476-0 |Coip c nnecenbto (f82), IgE (Cheese, Mold-type (f82), IgE) [6104AB] 730
42-1477-0 |Cobip Opam (f150), IgE (Cheese, Edam (f150), IgE) [6105AB] 730
42-1478-0 |Coip Naypa (f198), IgE (Cheese, Gouda (f198), IgE) [6106AB] 730
42-1479-0 |TyHeu (f40), IgE (Tuna (f40), IgE) [6107AB] 730
42-1480-0 |Kykypysa (f8), IgE (Corn (f8), IgE) [6108AB] 730
42-1481-0 |Cnusa (f255), IgE (Plum (f255), IgE) [6109AB] 730
42-1482-0 |OctparoH (TapxyH) (f272), IgE (Tarragon (f272), IgE) [6110AB] 730
42-1483-0 |TumbsaH (f273), IgE (Thyme (f273), IgE) [6111AB] 730
42-1484-0 |ManopaH (f274), IgE (Marjoram (f274), IgE) [6112AB] 730
42-1485-0 |ITobuctok (f275), IgE (Lovage (f275), IgE) [6113AB] 730
42-1486-0 |TmuH (f265), IgE (Caraway (f265), IgE) [6114AB] 730
42-1487-0 |KappamoH (f267), IgE (Cardamon (f267), IgE) [6115AB] 730
42-1488-0 |I'Bo3guka (f268), IgE (Clove (f268), IgE) [6116AB] 730
42-1489-0 |Cewmsa deHxens (f219), IgE (Fennel seed (f219), IgE) [6117AB] 730
42-1490-0 |Basunnuik (f269), IgE (Basil (f269), IgE) [6118AB] 730
42-1491-0 |WmbBupsb (f270), IgE (Ginger (f270), IgE) [6119AB] 730
42-1492-0 |AHuc (f271), IgE (Anise (f271), IgE) [6120AB] 730
42-1493-0 |MNenunumnnux G, IgE (Penicilloyl G, IgE, ¢1) [6012] 800
42-1494-0 |Popmanbgerng / dopmanuH, IgE (Formaldehyde/ Formalin, IgE, k80) [6014] 800
Cwmecb annepreHoB JOMALLHKX IPbI3YHOB: 3NUTENUIA MOPCKOW CBUHKM,
42-1495-0 |anutenun kponuka, anutenun [1070AB] 1790
42-1496-0 |Exa cbopHas (g3), IgE (Dactylis glomerata (g3), IgE) [6122AB] 690
42-1497-0 |MNnesen/Pavirpac mHoronetHun (g5), IgE (Lolium perenne (g5), IgE) [6123AB] 690
42-1498-0 |Oscsanuua nyrosas (g4), IgE (Festula elatior (g4), IgE) [6124AB] 990
42-1499-0 |TumocpeeBka nyrosas (g6), IgE (Phleum pratense (g6), IgE) [6125AB] 690
42-1500-0 |Msatnuk nyrosou (g8), IgE (Poa pratensis (g8), IgE) [6126AB] 690
42-1501-0 |Ananac (f210), IgE (Pineapple (f210), IgE) [6127AB] 690
42-1503-0 |BanaH (f92), IgE (Banana (f92), IgE) [6129AB] 690
42-1502-0 |Kuen (f84), IgE (Kiwi (f84), IgE) [6128AB] 690
42-1504-0 |Mepcuik (f95), IgE (Peach (f95), IgE) [6130AB] 690
42-1505-0 |PosmapwH (f335), IgE (Rosmarinus officinalis (f335), IgE) [6131AB] 690
42-1506-0 |KypuHoe msco (f83), IgE (Chicken (f83), IgE) [6159AB] 690
42-1507-0 |Puc (f9), IgE (Rice (f9), IgE) [6160ABE] 690
42-1508-0 |A6noko (f49), IgE (Apple (f49), IgE) [6161AB] 690
42-1509-0 |Bepesa 6opogasyatas (13), IgE (Betula verrucosa (t3), IgE) [6162AB] 690
MonbiHb 06bIkHOBEHHasA (Artemisia vulgaris) (w6), IgE (Mugwort (w6), IgE)
42-1510-0 |[6163AB] 690
MonbiHb ropbkas (Artemisia absinthium) (w5), IgE (Wormwood (w5), IgE)
42-1511-0 |[6164AB] 690
OnuTtenun mopckon ceuHkK (€6), IgE (Guinea pig epithelium (e6), IgE)
42-1512-0 |[6165AB] 690
Mepbs BonHUcTOro nonyranymka (e78), IgE (Budgerigar feathers (e78), IgE)
42-1513-0 |[6166AB] 690
42-1514-0 |Onutenun n wepctb oBubl (€81), IgE (Sheep epithelium (e81), IgE) [6167AB] 690
42-1515-0 |KypuHble nepbs (€85), IgE (Chicken feathers (e85), IgE) [6168AB] 690
42-1516-0 |BapanuHa (f88), IgE (Mutton (f88), IgE) [6169AB] 690
42-1517-0 |Mamnro (f91), IgE (Mango (f91), IgE) [6170AB] 690
42-1521-0 |Knew, Dermatophagoides pteronyssinus (d1), IgE [6174AB] 790
42-1518-0 |AnenbcuH (f33), IgE (Orange (f33), IgE) [6171AB] 790
42-1522-0 |Dermatophagoides farinae (d2), IgE [6175AB] 790
42-1519-0 |Onutenun kowkm (e1), IgE (Cat epithelium (e1), IgE) [6172AB] 790
42-1520-0 |Monoko kopoBsbe (f2), IgE (Milk (f2), IgE) [6173AB] 690
42-1523-0 |AunuHbin 6enok (f1), IgE (Egg white (f1), IgE) [6176AB] 790
42-1524-0 |Auvunbin xentok (f75), IgE (Egg yolk (f75), IgE) [6177AB] 790
42-1525-0 |MweHwnua (f4), IgE (Wheat (f4), IgE) [6178AB] 790
42-1526-0 |3Onutenun cobakm (e2), IgE (Dog epithelium (e1), IgE) [6179AB] 790
HomawHas neinb (Greer Labs, Inc.) (h1), IgE (House Dust — Greer (h1), IgE)
42-1527-0 |[6180AB] 790
42-1528-0 |Tpecka (f3), IgE (Codfish (f3), IgE) [6132ABE] 790
42-1529-0 |Apaxuc (f13), IgE (Peanut (f13), IgE) [6133AB] 790
42-1530-0 |CoeBble 606kI (f14), IgE (Soybean (f14), IgE) [6134AB] 790




42-1531-0 |®yHayk (f17), IgE (Hazelnut (f17), IgE) [6135AB] 790
42-1532-0 |Kpabosoe msco (f23), IgE (Crab meat (f23), IgE) [6136ABE] 690
42-1537-0 |MNneceHb Penicillium notatum (m1), IgE [6141AB] 790
42-1533-0 |Kpesetku (f24), IgE (Shrimp (f24), IgE) [6137AB] 690
42-1538-0 |MNneceHb Cladosporium herbarum (m2) IgE [6142AB] 790
42-1534-0 |Tomarsl (f25), IgE (Tomato (f25), IgE) [6138AB] 790
42-1539-0 |MNneceHb Aspergillus fumigatus (m3), IgE [6143ABE] 790
42-1535-0 |Mopkosb (f31), IgE (Carrot (f31), IgE) [6139AB] 690
42-1536-0 |TapakaH-npycak (i6), IgE (Cockroach; Blatella germanica (i6), IgE) [6140AB] 790
42-1540-0 |Candida albicans (m5), IgE [6144AB] 790
42-1541-0 |Alternaria alternata (tenuis) (m6), IgE [6145AB] 790
42-1542-0 |IlaTtekc (k82), IgE (Latex (k82), IgE) [6146AB] 690
42-1543-0 |MNekapckue gpoxoku (f45), IgE (Yeast (f45), IgE) [6147AB] 790
42-1544-0 |Wokonag (f105), IgE (Chocolate (f105), IgE) [6148AB] 790
42-1546-0 |JlumoH (f208), IgE (Lemon (f208), IgE) [6150AB] 690
42-1547-0 |'penndpyT (f209), IgE (Grapefruit (f209), IgE) [6151AB] 690
42-1548-0 |Ipeyva (f11), IgE (Buckwheat (f11), IgE) [6152AB] 690
42-1549-0 |Kanycra 6enokoyaHHas (f216), IgE (Cabbage (f216), IgE) [6153AB] 690
42-1550-0 |TeikBa (f225), IgE (Pumpkin (f225), IgE) [6154AB] 690
42-1551-0 |CsuHuHa (f26), IgE (Pork (f26), IgE) [6155AB] 690
42-1552-0 |loBspuHa (f27), IgE (Beef (f27), IgE) [6156AB] 690
42-1553-0 |Kaptodpens (f35), IgE (Potato (f35), IgE) [6157AB] 690
42-1554-0 |Osec (f7), IgE (Oat (f7), IgE) [6158AB] 690
42-1555-0 |MNepxotb nowaam (e3), IgE (Horse dander (e3), IgE) [6181AB] 690
42-1556-0 |Onbxa cepas (t2), IgE (Alnus incana (t2), IgE) [6182AB] 690
42-1557-0 |JlewmHa obbikHoBeHHas (t4), IgE (Corylus avellana (t4), IgE) [6183AB] 690
42-1558-0 |MopgopoxHuk (W9), IgE (Plantago lanceolata (w9), IgE) [6184AB] 690
16. UCCNEAOBAHUE CNEPMbI U CBA3AHHDIE TECTbI
16.1. CeeTtoonTUyecKoe uUccaesosaHne cnepmaTto3omaos
Cnepmorpamma (MiccnegoBaHue asgkynaTa ¢ OLeHKon Mopdonorum no
B03.053.002 42-1559-0 |Kptorepy) [5999] 1790
16.3. AHTUCNepMmaibHble aHTUTeNa
AHTUTENa aHTUCNepMarbHble B CbIBOPOTKE KpoBM (Anti-Spermatozoa
A12.06.028 42-1560-0 |Antibodies, ASA, Serum) [223] 1605
AHTUTENa aHTUCnepMarbHble B cnepme (Anti-Spermatozoa Antibodies, ASA,
42-1561-0 |Semen) [224] 1755
MAR-TecT, IgA (konnyecTBeHHOE onpeaeneHe Hanninsa/oTCyTCTBYS
aHTHCcnepmMarnbHbIX aHTUTEN Kracca A C UCMOMb30BaHMEM NATEKCHbIX YacTuy,
Ha noBepxHocTu cnepmato3omnaoB) (MAR-test — Mixed Antiglobulin Reaction,
42-1562-0 |IgA) [597] 650
MAR-TecT, IgG (konuyecTBeHHOE onpefeneHne Hannyuna/oTCyTCTBNS
aHTHcnepmarnbHbIX aHTUTen krnacca G ¢ MCNonb30BaHWEM NATEKCHbIX YacTuy,
Ha noBepxHocTu cnepmato3omnaoB) (MAR-test — Mixed Antiglobulin Reaction,
42-1563-0 |lgG ) [598] 650
17. UCCNEQOBAHUA XKENYU
17.1. UcchepoBaHue }eNn4yHOro KamHsa
42-1564-0 |WccnegoaHue xenyHbix kamHew (Gallstones diagnosis) [1570XKK] 4265
18. UMTOJIOTMHECKME UCCNNIEAOBAHUA
18.1. XXupgKocTHaa umrtonorusa, oKkpawmsaHume no NanaHukonay
YKupkocTtHast uutonorus. Lintonornyeckoe nccnegosaHve buomatepuana
A08.20.017.001 |42-1565-0 |wewku maTtkm (okpamBaHue no MNanaHukonay) [518] 1455
LinTonornyeckoe 1 UMMYyHOLIMTOXMMUYECKOE UCCNESOBAHME C Mapkepamm
p16INK4a v Ki-67 anga nogresepxaeHns gucnnasnm B Maskax CriM3ucTon
42-1566-0 |wenkn matkm [547N] 8290
18.2. OKpawwuBaHue no ManaHukonay ? Pap-tecrt
LinTonornyeckoe nccnegosaHne buomarepmnana LWenkn maTku (OKpalLumBaHue
42-1568-0 |no lNManaHukonay, Pap-tect) (Cytological Examination: Cervix, Pap-test) [517] 980
LinTonornyeckoe nccnegosaHue buomarepuana cockoboB ByrbBbI 1
Bnaranuvwa, KpoMe LIenkn MmaTkm (okpawmeaHue no NanaHukonay, Pap-TtecT)
A08.20.017 42-1569-0 |[519] 980
18.3. OKpawusaHue no PomaHosckomy-f'mmse
LinTonornyeckoe uccnegoBaHue cockoba (Maska) crm3ncTorn obonoyku
nonocTtun Hoca (ogHa nokanusauwms) (Cytological Examination: Scrapings
A08.08.002 42-1587-0 |(Smear) of Nasal Mucous Membrane (1 Localization)) [512] 1145




A08.16.007

42-1588-0

VMccnepgoBaHme aHOOCKONUMYECKOro maTepmana Ha Hanuume Helicobacter pylori
(Examination of Endoscopic Material: Presence of Helicobacter pylori) [514]

1145

42-1570-0

LinTonornyeckoe nccnegoBaHue matepuana, nony4eHHoro npu
XUPYPrUYecKnX BMeLLATENbCTBAX M OPYrMX CPOYHbIX UCCIEAOoBaHNAX
(Cytological Examination of Material Obtained during Surgical Procedures and
Other Urgent Research) [500]

1215

A08.01.002

42-1571-0

WccnepoBaHue cockoboB 1 0TNEYaTKOB C MOBEPXHOCTU KOXM U CIIU3UCTbIX
(Examination of Scrapings and Prints of Skin and Mucous Membranes) [502]

680

A08.03.001

42-1572-0

WccnepoBaHue cockoboB 1 0TNEYaTKOB OMyXOnewn U onyxonenonobHbIX
obpasoBaHun (Examination of Scrapings and Prints Tumor and Tumor Like
Formations) [503]

940

A08.16.007

42-1573-0

WccnepoBaHue aHgockonuyeckoro matepuana (Examination of Endoscopic
Material) [5043H[]

940

A08.08.006

42-1574-0

MccnepgoBaHms npombiBHbIX BOA 6poHXoB (MccnegoBaHne CMbIBOB C
6ponxoB) (Examination of Bronchial Washouts) [504CBEP]

940

A08.20.017

42-1575-0

WccnepoBaHue cockoboB LENKM MaTkv U LiepBrKanbHOroO KaHarna
(Examination of Scrapings: Cervix and Cervical Canal ) [505]

730

A08.20.017

42-1576-0

LinTonornyeckoe nccnegoBaHue anUTENNS WEWKM MaTKy C onmMcaHMeM no
TepmuHonorndeckon cucteme betecaa (The Bethesda System - TBS)
(Cytological Examination of Cervical Epithelium with Description on The
Bethesda System, TBS) [5055]

660

A08.20.004

42-1577-0

WccnepoBaHne acnvpaTta 13 nonoctu matkm (Maskm) (Examination of Uterine
Aspiration ) [506ACIM]

790

A08.20.017

42-1578-0

WccnepoBaHme oTnevaTka ¢ BHyTpumatodHow cnvpanu (BMC) (Examination
of Imprint Intrauterine Device, IUD) [506BMC]

855

A08.28.012

42-1579-0

Wccnepgosanne moun (Examination of Urine) [507MOU]

785

A08.20.015

42-1580-0

WccnepoBaHne BblaeneHmn na mosnovHom xxenesbl (Examination of Breast
Discharge) [507MXXE]

785

A08.09.010

42-1581-0

VMccnepoBaHme TpaHccyaaToB, akccyaaToB, cekpeToB (Examination of
Transudates, Exudates, Secrets) [507T3C]

785

A08.09.011

42-1582-0

WccnegosaHmne mokpoThl (Examination of Sputum) [508]

1240

A08.20.015

42-1583-0

VMccnepoBaHme nyHKTaToB Mono4vHon xenesbl (Examination of Punctates:
Breast) [509M>KE]

730

A08.01.002

42-1584-0

WccnepoBaHme nyHkTaToB koxu (Examination of Punctates: Skin) [509KOXK]

940

A08.06.001

42-1585-0

VMccnepnoBaHme NyHKTaToB ApyrMx opraHoB v TkaHen (Examination of
Punctates: Other Organs and Tissues) [510]

1240

A08.22.004

42-1586-0

LinTonornyeckoe nccnegoBaHue nyHkTaTa LWUMTOBUAHOM Xene3bl C ON1CaHneMm
no TepMuHonoruyeckon knaccudpukauum betecaa (The Bethesda System for
Reporting Thyroid Cytopathology (TBSRTC), Fine-Needle Aspiration (FNA))
[510B]

730

18.4. KoHcynbTauma rotosbiX NpenaparTos

A08.30.007

42-1589-0

KoHcynbTaums roToBbIX LIUTONOrMYECKUX NpenapartoB (04HO CTEKMO)
(Consultation of Finished Cytological Preparations (1 Glass)) [5000]

505

42-2290-0

lMporpamma CKpUHUHra paka wenku matku — onpegenenne OHK BMNY u
LMTONOrMYEeCcKoe nccneaoBaHme cockoba LWekn MaTky U LepBUKATbHOMO
KaHana MeTo4oM XMUAKOCTHOM uutonorum [2019]

2000

19. TMCTO/IOTMYECKUE UCCNENOBAHUA

19.3 NMaTonoro-aHaToMU4YeCcKue uccreaoBaHna buoncuintHoro marepmana

32-001-1

MaTonoro-aHaToMM4ecKkoe nccnegoBaHne G1MoncuHOro (onepaunoHHOro)
maTtepvana (3HAOCKOMMYECKOro, 0gHa fokanuaaums)

2200

2200

32-027-1

MaTonoro-aHaToMu4eckoe nccrnegoBaHne BUONCUINHOrO (ONepaLuoHHOro)
mMaTtepvana npegcraTenbHou xxenesbl (12 - 16 30H)

5060

5060

32-028-1

MaTonoro-aHaToMu4eckoe nccrnegoBaHne BUONCUINHOrO (ONepaLuoHHOro)
mMatepuana ¢ npuMeHeHNeM UMMYHOTMCTOXMMUYECKNX METOO0B C
MCMOmNb30BaHNEM 3 aHTUTEN

5500

5500

32-029-1

MaTonoro-aHaToMM4ecKkoe nccnegoBaHne G1UonNcuHOro (onepaunoHHOrO)
mMartepvana npu BocnanuTenbHbIX 3a601eBaHMAX KULLEYHMKa

2420

2420

32-1327-1

MaTonoro-aHaToMM4ecKkoe nccnegoBaHne G1UonNcuHOro (onepaunoHHOrO)
MaTepuana nepBoW KaTeropmMm CrIoXXHOCTU (Manoro onepauuoHHOro - OgHa
nokanusaums, go 4 dparmeHToB, MeHee 5 ky6.cm)

2200

32-1328-1

MaTonoro-aHaToMu4eckoe nccrnegoBaHne BUONCUINHOrO (ONepaLuoHHOro)
mMaTepuana BTOPOW KaTeropmm CroXxHocTu (60nbLLIOro onepaLmoHHoro - ot 5
Ky6.CM)

4000




MaTonoro-aHaTomMu4yeckoe nccrnegoBaHne GMONCMMHONO (oNepaumMoHHOro)

32-1354-1 |matepuana xenyaka c oueHkon no OLGA n OLGIM (go Tpex nokanusauuii) 2530
20. ULUTOTEHETUYECKUE NCCNEQOBAHUA
20.1. LutoreHeTUYECKMe UccneaoBaHUA
WccnepoBaHue kapmnoTuna (KONMYECTBEHHbBIE Y CTPYKTYPHbIE aHOManum
A12.05.013 42-1639-0 [xpomocom) (Karyotype) [7811] 3690
Wccneposanue kapunoTuna (KonnmyecTBeHHbIE U CTPYKTYPHbIE aHOManmu
A08.30.029.002 |42-1640-0 |xpomocom) c obsi3aTensHON Bbigayen kapuorpammel [7312] 5475
42-1641-0 |Kapuotun nnoga (abopTtHbin matepuan) [7313] 16490
MonekynsipHbI CKDUHWHI Ha MUKpoZeneumn/ MMKpoaynankauum XpoMocom
42-1642-0 |[7642] 8230
42-1643-0 |WccneposaHue xpoMocoM B abOpTUBHOM MaTepuane, CKpUHUHE [777729] 6990
WccneposaHue xpomocom B abopTMBHOM MaTepuare, pacluMpeHHoe
42-1644-0 |[777750] 16190
42-1645-0 | XpOMOCOMHbIN MUKPOMATPUYHbIV aHanu3 [777794] 25190
42-1646-0 [XMA abopTtHoro matepuana [777795] 14490
21. OHKOTEHETUYECKUE UCCNEQOBAHUA
21.1. OHKOreHeTU4YECKUE Uccne0BaHUA
LintoreHeTnyeckunin aHanm3 KneTok KOCTHOro moara (kapmotun) (Cytogenetic
A08.30.029.001 |42-1647-0 |analysis of bone marrow (karyotype)) [777731] 6190
MUP ananua xumepHoro reHa BCR/ABL - 1(9;22), onpegeneHune tvna
TpaHckpunta BCR/ABL reHa - kayectBeHHas MNLUP (PCR analysis of the
chimeric BCR/ABL gene - t(9;22), determination of the BCR/ABL gene
42-1648-0 |transcript type - qualitative PCR) [777732] 2190
MUP ananua oTHocuTenbHoM akcnpeccun reHa BCR/ABL p210 -
konuyecteeHHas RQ lMNUP (B peansHoM BpemeHn) (PCR analysis of the
relative expression of the BCR/ABL p210 gene - quantitative RQ PCR (real
42-1649-0 |time) [777733] 4390
WccnepgoBaHne mytaumoHHoro ctatyca BCR-ABL reHa (MeTog npsiMoro
cekBeHmpoBaHusa no CaHrepy) (BCR-ABL1 Mutation Analysis using direct
A27.05.017 42-1650-0 |Sanger sequencing, qualitative) [777741BCL] 8090
AHanns xumepHoro reHa BCR-ABL (FISH, konud.) (Analysis of chimeric gene
42-1651-0 |BCR-ABL, FISH, quantitative) [777734] 8690
AHanns nepectpoek reHa FGFR1 (FISH, konuu4.) (Analysis of gene
42-1652-0 |rearrangements FGFR1 (FISH, quantitative)) [777735] 8690
AHanus nepectpoek reHa PDGFRBeta(FISH, konuny.) (Analysis of gene
42-1653-0 |rearrangements PDGFRBeta (FISH, quantitative)) [777736] 8690
AHanns xumepHoro reHa FIP1L1/PDGFRAIpha(FISH, konny.) (Analysis of
42-1654-0 |chimeric gene FIP1L1/PDGFRAIpha (FISH, quantitative)) [777737] 8690
AHanns mytaumi B 12 ak3oHe JAK2 rena (MUP, ka4.) (Analysis of JAK2 Exon
42-1655-0 |12 mutations (PCR qualitative)) [777738] 4390
AHanns mytaumm B reHe MPL, MNMLUP, kavyectBeHHbIn (Analysis of MPL gene
42-1656-0 |mutations, PCR, qualitative) [777739] 4390
AHanus mytaumn, geneumn, nHcepumi B reHe CALR (MLUP, ka4.) (Analysis of
42-1657-0 |CALR gene mutations, deletions, insertions, PCR, qualitative) [777740] 4390
KapuoTtun oHkoremaTonornyeckuin (Karyotype, Hematologic Disorders,
42-1658-0 |Peripheral Blood) [777769KQ] 6490
AHanns xumepHoro reHa PML/RARAIpha -t(15;17) (MNLUP, ka4.) (Analysis of
42-1659-0 |chimeric gene PML/RARAIpha -1(15;17) (PCR, qualitative)) [777742PML] 2290
AHanns xumepHoro reHa RUNX1/RUNX1T1 -(8;21) ( MUP, ka4.) (Analysis of
42-1660-0 |chimeric gene RUNX1/RUNX1T1 -t(8;21) (PCR, qualitative)) [777743RUN] 2290
AHanns xumepHoro reHa CBFBeta/MYH1- inv(16),t(16;16) (MLP, kay)
(Analysis of chimeric gene CBFBeta/MYH1- inv(16),t(16;16) (PCR,
42-1661-0 |qualitative)) [777744CBF] 2290
AHanns nepectpoek 5 xpomocomsbl (FISH, konund.) (Analysis of chromosome 5
42-1662-0 |rearrangements (FISH, quantitative)) [777753Q5] 9090
AHanns nepectpoek 7 xpomocomsbl (FISH, konuny) (Analysis of chromosome 7
42-1663-0 |rearrangements (FISH, quantitative)) [777748Q] 9090
AHanuns nepectpoek MLL rena (FISH, konuy.) (Analysis of MLL gene
42-1664-0 |rearrangements (FISH, quantitative)) [777749MLL] 9090
AHanus nepectpoek 3q (FISH, konuy.) (Analysis of 3q rearrangements (FISH,
42-1665-0 |quantitative)) [7777473Q] 9090
AHanns geneummn 12p (FISH, konny.) (Analysis of 12p deletion (FISH,
42-1666-0 |quantitative)) [777751P] 9090




Ananns geneummn 20q (FISH, konny.) (Analysis of 20q deletion (FISH,

42-1667-0 |quantitative)) [777752Q20] 9090
AHanns xumepHoro reHa MLL/AF4 -t(4;11) (MLUP, ka4.) (Analysis of chimeric

42-1668-0 |gene MLL/AF4 -1(4;11) (PCR, qualitative)) [777745MLL] 2290
AHanns xumepHoro reHa E2A/PBX1 - t(1;19) (MNUP, ka4.) (Analysis of chimeric

42-1669-0 |gene E2A/PBX1 - 1(1;19) (PCR, qualitative)) [777746E2A] 2290
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion

42-1670-0 |(FISH, quantitative)) [777791TP53] 8690
AHanns geneummn TP53 rena (FISH, konuy.) (Analysis of TP53 gene deletion

42-1671-0 |(FISH, quantitative)) [777754TP53] 9090
AHanns nepectpoek IGH reHa (FISH, konuy.) (Analysis of IGH gene

42-1672-0 |rearrangements (FISH, quantitative)) [777755IGH] 9090
AHanns TpaHcnokaumm t(4;14)(p16;932) (FISH, konun4.) (Analysis of

42-1673-0 |translocation t(4;14)(p16;932) (FISH, quantitative)) [777756TH] 8690
AHanus tpaHcnokaumm t(11;14)(q13;932) (FISH, konuny.) (Analysis of

42-1674-0 |translocation t(11;14)(q13;q32) (FISH,quantitative)) [777757TQQ] 9090
AHanns moHocomumn, geneumm 13 xpomocomsbl — (del(13), -13) (FISH, konwny.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

42-1675-0 |(FISH,quantitative)) [777792DEL] 8690
AHanns moHocomun, geneummn 13 xpomocomsbl — (del(13), -13) (FISH, konwny.)
(Analysis of chromosome 13 monosomy, deletion — (del(13), -13)

42-1676-0 |(FISH,quantitative)) [777758DEL] 9090
AHanns tpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of

42-1677-0 |translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) [777793I1GH] 8690
AHanns tpaHcnokaumm t(14;16) (IGH/MAFB) (FISH, konuy.) (Analysis of

42-1678-0 |translocation t(14;16) (IGH/MAFB) (FISH,quantitative)) [777759I1GH] 9090
AHanns nepectpoek ATM reHa (FISH, konuy.) (Analysis of ATM gene

42-1679-0 |rearrangements (FISH, quantitative)) [777761ATM] 9090
AHanns tpucommm 12 xpomocomsbl (+12) (FISH, konud.) (Analysis of

42-1680-0 |chromosome 12 trisomy (FISH, quantitative)) [777762Q12] 9090
AHanus Bcex cneumduyeckmx abeppaunin Ha napadmHOBbIX cpe3ax
(rnctoFISH, konuy.) (Analysis of all specific aberrations on paraffin slides

42-1681-0 |(FISH Histology, quantitative)) [777774TQQ] 10990
AHanns TpaHcnokaumm t(11;14)(q13;932) Ha napadMHOBbLIX cpe3ax
(rncTtoFISH, konuy.) (Analysis of translocation t(11;14)(q13;932) on paraffin

42-1682-0 |slides (FISH Histology, quantitative)) [777790TQ] 8690
AHanus tpaHcnokaumm t(11;18)(g21;921) (FISH, konuny.) (Analysis of

42-1683-0 |translocation t(11;18)(q21;921) (FISH, quantitative)) [777763TQQ] 9090
AHanus nepectpoek reHa BCL- 6 (der(3)(q27)) (FISH, konwny.) (Analysis of

42-1684-0 |BCL- 6 gene rearrangements (der(3)(q27) (FISH, quantitative)) [777764BCL] 9090
AHanns nepectpoek reHa BCL- 6 (der(3)(q27)) Ha napadnHOBLIX cpe3ax
(MvctoFISH, konuy.) (Analysis of BCL- 6 gene rearrangements (der(3)(q27))

42-1685-0 |on paraffin slides (FISH Histology, quantitative)) [777771BCL] 10990
AHanns nepectpoek MYC reHa ( 1(8;14)(q24;932)-1(2;8)(p11;q24), t(8
;22)(g24;911)) (FISH, konwny.) (Analysis of MYC gene rearrangements
(t(8;14)(924;932)-1(2;8)(p11;924), t(8 ;22)(924;911) (FISH, quantitative))

42-1686-0 |[777765MYC] 9090
AHanns TpaHcnokaumm t(2;5)(p23;935) (FISH, konund.) (Analysis of

42-1687-0 |translocation t(2;5)(p23;935) (FISH, quantitative)) [777766TQQ] 8690
AHanns TpaHcnokaumm t(2;5)(p23;935) Ha napaduHoBbIX cpe3ax (rmcToFISH,
konwnd.) (Analysis of translocation t(2;5)(p23;935) on paraffin slides (FISH

42-1688-0 |Histology, quantitative)) [777772TPQ] 10990
AHanns nepectpoek BCL2 reHa
t(14;18)(932;921),t(2;18)(p11;921),1(18;22)(921;q11) (FISH, konuy4.) (Analysis
of BCL2 gene rearrangements
t(14;18)(q32;921),t1(2;18)(p11;921),1(18;22)(921;911) (FISH, quantitative))

42-1689-0 |[777767BCL2] 9090
AHanns nepectpoek BCL2 reHa Ha napadmHoBbIX cpe3ax (rmcToFISH,
konwnd.) (Analysis of BCL2 gene rearrangements on paraffin slides (FISH

42-1690-0 |Histology, quantitative)) [777773BCL2] 10990
KauecTBeHHasi oLeHKa Hanmumsi comatmyeckon mytaumm V617F B 14 ak30He
reHa JAK2 (Qualitative assessment of presence of gene JAK2 617F somatic

A27.05.012.000.00142-1691-0 |mutation) [7262S1-PH] 1945

42-1692-0 |MaHenb MNepBuyHbIN Muenognbpos [OBC132] 13290

42-1693-0 |MNaHenb KpynHoknetoyHasa numdoma [OBC134] 19890

42-1694-0 |MNaHenb Jlumdoma 13 kneTok MaHTMnHOM 3oHbl [OBC135] 19890

42-1695-0 |MNaHenb Jlumdoma Bepknta [OBC136] 19890

42-1696-0 |MaHenb N'nepaosnHodunbHbIn cuHapom [OBC137] 25590

42-1697-0 |MNaHenb ®onnukynsapHaa numcgpoma [OBC138] 19890




42-1698-0 |MaHenb MANT-nnmdoma [OEC139] 25590
42-1699-0 |MNaHenb AcceHunanbHasa TpombounTemus [OBC140] 13290
42-1700-0 |MNaHenb NctuHHasa nonuuntemns [OBC141] 9890
42-1701-0 |MNaHenb OuddysHas B-kpynHokneToyHas numdpoma [OBC142] 19890
MaHenb XpoHudecknit mnenonenkos (Panel Chronic myelogenous leukemia,
42-1702-0 |CML) [OBC143] 10790
42-1703-0 |MaHenb OcTpble nuMdobnacTtHble nenkosbl [OBC144] 10190
42-1716-0 |Mytaumm B reHe POLE [777722] 5890
42-1717-0 |Mytaumm B reHe IDH2 [777723] 8190
A27.30.051 42-1718-0 |Mytauwmm B reHe IDH1 [777724] 8190
42-1719-0 |Mytaumsa PIK3CA [777725] 8190
42-1720-0 |OnpegeneHue TpaHcnokaummn 1p/19q [777726] 7790
42-1721-0 |Onpepgenexue metunuposaHusa reHa MGMT [777727] 8190
42-1722-0 |OnpegeneHune abepauunn C228T n C250T B reHe TERT [777728] 5890
42-1723-0 |Mytaumm B reHe MET [777730] 8590
MonekynspHo-reHeTu4Yeckoe UccneaoBaHue onepauuoHHoro Matepuana
LMTOBUOHOW Xenesbl Ansa onpegeneHusa mytauui reHoB KRAS, NRAS,
HRAS, BRAF, TERT (Molecular genetic study of thyroid surgical material to
42-1724-0 |determine mutations of KRAS, NRAS, HRAS, BRAF, TERT genes) [582] 8790
KoHcynbTaTuBHbLIA NPOCMOTP 1 MOMEKYNSPHO-reHeTUYeckoe nccneaoBaHme
42-1725-0 |[wwmToBuaHOM xenesbl. [583] 15215
AHanns oTHocuTenbHon akcnpeccum reHa BCR/ABL p190, konnyectseHHas
RQ MNUP (s peansHom BpeMeHn) (PCR analysis of the relative expression of
42-1726-0 [the BCR/ABL p190 gene — quantitative RQ PCR (real time)) [7655] 5390
MyTaumMoHHOBIN cTaTyc reHoB BapuabenbHbIX Y4acTKOB UMMYHOrMOGYNMHOB
42-1727-0 |IGHV, NUP (IGHV mutational status, PCR) [777702] 13590
22. TEHETUMECKUWE NPEAPACMOJ/IOXKEHHOCTU
22.1. O6pa3s }KU3HU U reHeTUYecKue GpaKTopbl
MoaroTtoBka k onepauun (reHsl MTHFR, MTRR, MTR, F2, F5) (Preparation for
42-1728-0 |Surgery (Genes MTHFR, MTRR, MTR, F2, F5)) [110IT1] 4790
MoarotoBka k onepaunn (reHel MTHFR, MTRR, MTR, F2, F5) (6e3 onucaHus
pe3ynbTaToB Bpavom-reHeTukom) (Preparation for Surgery (Genes MTHFR,
42-1729-0 |MTRR, MTR, F2, F5) (without Description)) [110I'T1/E3] 3490
OnacHocTb Npu Nnpueme opanbHbIX KOHTpaLenTuBoB (reHbl F2, F5) (Risk of
42-1730-0 |Oral Contraceptives, Ocs (Genes F2, F5)) [118[T1] 2690
OnacHocTb Npu Nnpueme opanbHbIX KOHTpaLenTuBOB (reHbl F2, F5) (6e3
onucaHua pesynbTaTtoB Bpadom-reHeTnkoMm) (Risk of Oral Contraceptives,
42-1731-0 |OCs (Genes F2, F5) (without Description)) [118IT1/53] 1490
22.2. PenpoAyKTUBHOE 340pOBbe
HapyLueHus cnepmaToreHesa, 6 mapképos (Mukpogeneuun nokyca AZF)
A10.20.001 42-1732-0 |(Spermatogenesis disorders (6 AZF)) [7252AZFI] 2090
HapylieHusa cnepmaToreHesa, 6 mapképos (Mykpodeneummn nokyca AZF) (6es
42-1733-0 |onucaHus pe3ynbTaToB reHeTukoMm) [725263] 990
>KeHckoe 6ecnnogue n ocrnoxHeHne 6epemeHHocTu (reHsl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD, HLA lII; kapnoTtun) (Female Infertility,
Pregnancy Complication (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT,
42-1734-0 |RHD, HLA II; Karyotype)) [109I'T] 30285
Xouy cTaTb Mamoii: ocnoxHeHust 6epemeHHocTu (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (Want to Become a Mother: Pregnancy
Complications (Genes F2, F5, MTHFR, MTRR, MTR, ACE, AGT, RHD))
42-1735-0 |[108IM] 25490
Xouy cTaTb Mamoii: ocnoxHeHust 6epemeHHocTu (reHbl F2, F5, MTHFR,
MTRR, MTR, ACE, AGT, RHD) (6e3 onucaHusi pesynbtaToB Bpa4yom-
reHeTukom) (Want to Become a Mother: Pregnancy Complications (Genes F2,
F5, MTHFR, MTRR, MTR, ACE, AGT, RHD) (without Description))
42-1736-0 |[108IT1/B3] 17090
CKIMTOHHOCTb K TpoMB03aM npy 6epeMEHHOCTM: MUHMMarbHas NaHenb (reHbl
F2, F5) (Thrombotic Tendency in Pregnancy: Minimum (Genes F2, F5))
42-1737-0 |[1311M1] 2490
CKIMOHHOCTb K TpoMB03aM npy 6epeMEHHOCTM: MUHMMarbHas NaHenb (reHbl
F2, F5) (6e3 onucaHns pesynbTtaToB Bpavyom-reHeTmkoMm) (Thrombotic
Tendency in Pregnancy: Minimum (Genes F2, F5) (without Description))
42-1738-0 |[1311T1/B3] 1190




42-1739-0

MpuBbIYHOE HEBbIHALLMBaHWE BepeMEHHOCTH, B T. Y. CKITOHHOCTb K
Tpombo3am npu 6epeMeHHOCTU: paclumpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (Habitual Miscarriage, Thrombotic Tendency in
Pregnancy: Extended Panel (Genes MTHFR, MTRR, MTR, F2, F5)) [140[T1]

4190

42-1740-0

MpvBbIYHOE HeBbIHaLLIMBaHWE 6epeMeHHOCTH, B T. Y. CKITOHHOCTb K
Tpombo3am npu GepeMeHHOCTU: paclunpeHHas naHens (reHsl MTHFR,
MTRR, MTR, F2, F5) (6e3 onnucaHns pe3ynbTaTtoB Bpa4oM-reHETUKOM)
(Habitual Miscarriage, Thrombotic Tendency in Pregnancy: Extended Panel
(Genes MTHFR, MTRR, MTR, F2, F5) (without Description)) [140IT1/53]

2890

42-1741-0

BoO3HUKHOBEHME M30MMPOBaHHbLIX MOPOKOB pa3BuTus y nnoaa (reHsl MTHFR,
MTRR, MTR) (Isolated Malformations in Fetus (Genes MTHFR, MTRR, MTR))
[13711]

2490

42-1742-0

BoO3HUKHOBEHME M30MMPOBaHHbLIX MOPOKOB pa3BuTus y nnoaa (reHsl MTHFR,
MTRR, MTR) (6e3 onvcaHusi pe3ynbTaToB BpavyoM-reHeTrkoMm) (Isolated
Malformations in Fetus (Genes MTHFR, MTRR, MTR) (without Description))
[1371T1/B3]

1190

42-1743-0

TpomboTnyeckne oCnoXHEHUs Npu cTumynsauum osynsauum (reHsl F2, F5)
(Thrombotic Complications of Ovulation Induction (Genes F2, F5)) [1411T1]

2690

42-1744-0

TpomMBOoTNYECKME OCNOXHEHNS NPU CTUMYNALMU oBYnsiumm (reHel F2, F5) (6e3
onuncaHus pedynbTaTtoB Bpadom-reHeTukom) (Thrombotic Complications of
Ovulation Induction (Genes F2, F5) (without Description)) [1411T1/B3]

1390

42-1745-0

BpoxaeHHas runepnnasusa HagnoyevHukos, reH CYP21A2, u.m. (Gene
CYP210HB, Freq. Mut.) [7802CYI]

7590

42-1746-0

OnacHocTb npu Npueme opanbHbIX KOHTpaLenTBoB (reHsl F2, F5) (Risk of
Oral Contraceptives, Ocs (Genes F2, F5)) [118IT1]

2690

42-1747-0

OnacHocTb npu Npueme oparnbHbIX KOHTpaLenTMBoB (reHel F2, F5) (6e3
onvcaHusa pesynbtaTtoB Bpadom-reHeTmkom) (Risk of Oral Contraceptives,
OCs (Genes F2, F5) (without Description)) [118I'T1/B3]

1490

42-1748-0

O6wmeH donueson kucnotel (reHsl MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR)) [120I'T1]

3290

42-1749-0

O6wmeH cponueson kucnotel (reHsl MTHFR, MTRR, MTR) (6e3 onucaHus
pe3ynbTaToB Bpadom-reHeTnkom) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description)) [120IT1/B3]

1990

A27.05.040

42-1750-0

HacnepncTtBeHHbIe criydaun paka MOMOYHOW Xernesbl U/Mnv SUYHUKOB (reHbl
BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
BRCA1, BRCA2)) [124T1]

4590

A27.05.040

42-1751-0

HacnepncTtBeHHbIe criydaun paka MOMOYHOW Xernesbl U/Mnv SUYHMKOB (reHbl
BRCA1, BRCA2) (6e3 onvcaHus pe3ynbTaToB Bpavyom-reHeTmkom) (Hereditary
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
Description)) [1241T1/B3]

3690

42-1752-0

HacnepncTtBeHHbIe criydaun paka MOMoYHoM xernesbl u/nunu sndHnkos BRCA1,
BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer ) [12441T1]

6090

42-1753-0

Mysxckoe 6ecnnogue (reHbl AR, CFTR; AZF-pervoH; kapuotun) (Male Sterility
(Genes AR, CFTR; AZF-Region; Karyotype)) [1071T1]

29265

42-1754-0

"eHeTnyeckne dakTopbl Myxckoro 6ecnnogus (reHsl AR, CFTR; AZF-pervoH)
(Genetic Factors of Male Infertility (Genes AR, CFTR; AZF-Region)) [1461T1]

17790

42-1755-0

HapyLueHus cnepMmaToreHesa: paclumpeHHas naHens (AZF-pernoH)
(Impairment of Spermatogenesis: Full Panel (AZF-Region)) [76611]

11390

A27.05.001

42-1756-0

HapyLueHus cnepmaToreHesa: paclumpeHHasi naHens (AZF-pernoH) (6e3
OnvcaHusa pesynbTaTtoB Bpavyom-reHeTmkom) (Impairment of Spermatogenesis:
Full Panel (AZF-Region) (without Description)) [766153]

10590

42-1757-0

"ecTo3bl n peTonnaueHTapHaa HegoctatodHocTb [1391TTH]

10890

42-1758-0

"ecTo3bl 1 cheTonNnaleHTapHas HeJOCTAaTOYHOCTh (6e3 onucaHus
pe3ynbTaToB Bpavyom-reHeTukom) [139TH/B3]

9790

42-1759-0

HacnepncTtBeHHbIe criydaun paka MOno4YHoOM xenesbl u/unu andHmnkos CHEK2,
NBS1 (Hereditary Breast and/or Ovarian Cancer) [155T1]

1790

42-1760-0

HacnepncTtBeHHbIe criydaun paka MOno4YHoOM xenesbl u/unu andHmnkos CHEK2,
NBS1 (Hereditary Breast and/or Ovarian Cancer) (6e3 onncaHusi pe3ynbTaTtos
Bpavom-reHeTmkom) [1551T1/B3]

1190

22.3. HLA-TunupoBaHue un pesyc-pakTop

42-1761-0

Onpepgenenne pesyc-daktopa (Rh factor Definition) [7821RH]

7390

42-1762-0

Onpepgenexne reHoTuna pesyc-akropa (RH factor Genotype) [7207TP®l]

11770




42-1763-0

Onpepenexuve reHoTuna pesyc-dakTopa (6e3 onncaHns pesynbTaToB Bpa4yoM-
reHeTmkoMm) (Genotype of RH factor Definition (without Description)) [720753]

11390

42-1764-0

Pesyc-caktop nnoga. Boisenenune reHa RHD nnoga B kposu matepu (RHD
gene of the fetus in the mother's blood) [3314GR]

8510

A12.05.010

42-1765-0

MonekynspHo-reHeTnyeckoe nccnegosanHme HLA-B27 (Molecular Genetic
Testing HLA-B27) [1334]

1690

A12.05.010

42-1766-0

Tunupoaxue reHoB cuctembl HLA Il knacca (reHsl DRB1, DQA1, DQB1)
(System Human Leukocyte Antigen (HLA) Class II, Typing (Genes DRB1,
DQA1, DQB1)) [7831HL]

5290

22.4. Cuctema cBepTbiBaHUA KPOBU

42-1767-0

Tpombo3bl: paclumpeHHasi naHens (reHsl F2, F5, MTHFR, MTRR, MTR)
(Thrombosis: Advanced Panel (Genes F2, F5, MTHFR, MTRR, MTR))
[1141]

4390

42-1768-0

Tpombo3bl: paclumpeHHas naHens (redsl F2, F5, MTHFR, MTRR, MTR) (6e3
onvcaHus pesynbTaTtoB Bpadyom-reHeTukom) (Thrombosis: Advanced Panel
(Genes F2, F5, MTHFR, MTRR, MTR) (without Description)) [1141T1/B3]

3580

42-1769-0

PaclumpeHHoe nccnegoBaHne reHoB cucTeMbl remocTtasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (Extended Study
of Hemostatic System (Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB,
ITGA2, ITGB3, F7, PAI-1)) [19IT1]

5090

42-1770-0

PaclumpeHHoe nccnegoBaHne reHoB cucteMbl remocTtasa (reHbl F2, F5,
MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1) (6e3 onucaHus
pe3ynbTaToB Bpavom-reHeTkoM) (Extended Study of Hemostatic System
(Genes F2, F5, MTHFR, MTR, MTRR, F13, FGB, ITGA2, ITGB3, F7, PAI-1)
(without Description)) [19IT1/B3]

3790

42-1771-0

Tpombo3bl: cokpalleHHas naHens (reHbl F2, F5) (Thrombosis: Minimum
(Genes F2, F5)) [123I1]

2690

A27.05.002

42-1772-0

Tpombo3bl: cokpalleHHas naHens (reHbl F2, F5) (6e3 onncaHns pesynbtatos
BpayoM-reHeTukom) (Thrombosis: Minimum (Genes F2, F5) (without
Description)) [123I'T1/B3]

1490

42-1773-0

UccnepoBaHue reHa cmbpuHoreHa, nonumopdusm FGB c.-467G>A
Fibrinogen gene study, polymorphism FGB c.-467G>A [125T1]

2290

A27.05.018

42-1774-0

UccneposaHue reHa pmbpuHoreHa, nonumopduam FGB c.-467G>A (6e3
onuncaHus pe3ynbTaTtoB Bpadom-reHeTukom) Fibrinogen gene study,
polymorphism FGB c.-467G>A (without description) [125'T1/B3]

990

42-1775-0

N'nepromoumnctemHemus (reHsl MTHFR, MTRR, MTR)
(Hyperhomocysteinemia (Genes MTHFR, MTRR, MTR)) [138IT1]

3190

A27.05.003

42-1776-0

M'nepromoumnctemHemus (reHsl MTHFR, MTRR, MTR) (6e3 onucaHuns
pe3ynbTaToB Bpavom-reHeTmkoM) (Hyperhomocysteinemia (Genes MTHFR,
MTRR, MTR) (without Description)) [138IT1/B3]

1890

42-1777-0

MMneparperaums TpombounToB, nonumopduam reHa ITGA2 ¢.759 C>T
Hyperaggregation of platelets, gene polymorphism ITGA2 ¢.759 C>T [122[T1]

2690

42-1778-0

neparperauusi TpombouuToB, nonumopduam reHa ITGA2 ¢.759 C>T (6e3
onvcaHus pesynbTaTtoB BpadyoM-reHeTukom) Hyperaggregation of platelets,
gene polymorphism ITGA2 ¢.759 C>T (without description) [122[T1/B3]

1490

42-1779-0

TpombouuTtapHein peuentop ¢ubpuHoreHa (reH ITGB3) (Platelet Fibrinogen
Receptor (Gene ITGB3)) [72011]

1530

42-1780-0

TpombouuTtapHeIn peuentop dpubpuHoreHa (reH ITGB3) (6e3 onucaHus
pesynbTaToB Bpavom-reHeTukoM) (Platelet Fibrinogen Receptor (Gene ITGB3)
(without Description)) [720163]

990

22.5. bonesHu cepaua 1 cocyaos

42-1781-0

ApTepuanbHasa runepTeHsus, nonHasa naHens (reHosl ACE, AGT, NOS3)
(Arterial Hypertension: Full Panel (Genes ACE, AGT, NOS3)) [1291]

9010

42-1782-0

ApTepuanbHasa runepTeHsus, nonHasa naHens (reHol ACE, AGT, NOS3) (6e3
onucaHua pesynbTaTtoB Bpadom-reHeTnkom) (Arterial Hypertension: Full Panel
(Genes ACE, AGT, NOS3) (without Description)) [129IT1/B3]

3790

42-1783-0

ApTepuanbHas runepTeH3usi, CBs3aHHasi C HapyLeHUsiMu B
peHnHaHrnotTeHanHoson cucteme (reHol ACE, AGT) (Arterial Hypertension,
Renin-Angiotensin System Disorder (Genes ACE, AGT)) [1211T1]

2990

42-1784-0

ApTepuanbHas runepTeH3usi, CBsA3aHHasi C HapyLeHUsiMu B
peHnHaHrnoTeHanHoeon cucteme (reHol ACE, AGT) (6e3 onucanuns
pe3ynbTaToB Bpavom-reHeTukoMm) (Arterial Hypertension, Renin-Angiotensin
System Disorder (Genes ACE, AGT) (without Description)) [121IT1/B3]

1690




ApTepuanbHas runepTeH3uns, CBA3aHHas C HapyleHusimu B paboTe
aHgotenmanbHo NO-cuHTasbl (reH NOS3) (Arterial Hypertension, Endothelial

42-1785-0 |NO-Synthase Disturbance (Gene NOS3)) [76111] 1790
ApTepuanbHas runepTeHsus, cBa3aHHas ¢ HapyleHuaMmu B paboTte
aHgotenmanbHo NO-cuHTasbl (reH NOS3) (6e3 onucaHusa pesynbTaToB
Bpadom-reHeTnkom) (Arterial Hypertension, Endothelial NO-Synthase
A27.05.031 42-1786-0 |Disturbance (Gene NOS3) (without Description)) [761163] 1390
22.6. bone3Hu }KenypouHO-KMLLIEYHOrO TPaKTa
BonesHb KpoHa (reHel DLG5, NOD2, OCTN1, OCTNZ2) (Crohn's Disease
42-1787-0 |(Genes DLG5, NOD2, OCTN1, OCTN2)) [1171T1] 8290
42-1788-0 |Oeduunt anbda-1-aHtutpuncuna, SERPINA1, u.m. [77797] 1590
42-1789-0 |MopaxeHnsi neyeHu, reibl ATP7B, PNPLA3, SERPINA1, u.m. [77799] 7190
42-1790-0 [HeankoronbHbIn XnpoBow renaTos, reH. PNPLA3, y.m. [77801] 2490
22.7. Bone3Hu LeHTPaNbHO HepPBHOW CUCTEMbI
MpeapacnonoxeHHOCTb K aTtepockneposy n 6onesHn Anburerimepa
42-1791-0 |(Alzheimer's Disease) [7641B-API] 2490
22.8. OHKonoruyeckue 3abonesaHus
HacnepncTtBeHHbIe criydaun paka MOMOYHOW Xernesbl U/Mnv SUYHMKOB (reHbl
BRCA1, BRCA2) (Hereditary Breast and/or Ovarian Cancer, HBOC (Genes
A27.05.040 42-1792-0 |BRCA1, BRCA2)) [1241T1] 4590
HacnepncTtBeHHbIe criydaun paka MOMOYHOW Xernesbl U/Mnv SNYHUKOB (reHbl
BRCA1, BRCA2) (6e3 onvcaHus pe3ynbTaToB Bpavyom-reHeTmkom) (Hereditary
Breast and/or Ovarian Cancer, HBOC (Genes BRCA1, BRCA2) (without
A27.05.040 42-1793-0 |Description)) [1241T1/B3] 3690
HacnepncteeHHble criydan BRCA-accoumMpoBaHHOro paka y MyXuduH: pak
rpyaHON, NOXKENYAOYHON, NpeacTaTernbHON xenes, pak sudek (reHsl BRCA1,
BRCAZ2) (Hereditary Breast Cancer In Men: Cancer of Breast, Pancreatic,
42-1794-0 |Prostate, Testicular Cancer (Genes BRCA1, BRCA2)) [1541T1] 4590
HacnegcrteeHHble crniyqyan BRCA-accoummpoBaHHOIO paka y My>X4mH: pak
rpyaHoOW, NO4XKENyAO4YHOW, NpeacTaTenbHOM xenes, pak andek (reHsl BRCA1,
BRCAZ2) (6e3 onucaHusa pesynbtaToB Bpavyom-reHeTukom) (Hereditary Breast
Cancer In Men: Cancer of Breast, Pancreatic, Prostate, Testicular Cancer
42-1795-0 |(Genes BRCA1, BRCA2) (without Description)) [154T1/B3] 3690
HacnegcrteeHHble criydan paka MOoYHoON xenesbl u/unu andHnkos BRCA1,
42-1796-0 |BRCA2, CHEK2, NBS1 (Hereditary Breast and/or Ovarian Cancer ) [12441T1] 6090
CemenHbIn MegynnsapHbIA pak LWMTOBUAHOM xenesbl (3k3oHbl 10, 11, 13, 14,
15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15
42-1797-0 |Gene RET)) [7004MRI] 20690
CWHAPOM MHOXECTBEHHOW 3HOOKPMHHOM Heonnasun 2B Tuna (reH RET)
42-1798-0 |(Multiple Endocrine Neoplasia Type 2B (Gene RET)) [7005B2I] 8560
CUHAPOM MHOXECTBEHHOW 3HOOKPMHHOM Heonnaaum 2A tuna (3k3oHbl 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))
42-1799-0 |[7006A2I] 12490
KonnyecTtBeHHoe onpeaeneHne COOTHOLLIEHNSE HOPMarbHOMo U MyTaHTHOrO
annenewv 617V/617F B 14 ak3oHe reHa JAK2 (Quantification of wild-type and
42-1800-0 |mutant allelic ratio of gene JAK2 617V/617F) [7260] 4770
42-1801-0 |AHanus mytauui B reHe BRAF (V600E) (MNLP, kay) [7653] 6290
42-1802-0 |AHanus nepectpoek 1 xpomocoMbl (FISH, konny.) [7654] 10490
Onpepenenne mytaumi B reHax BRCA1, BRCA2, ATM, CHEK2 metonom
cekBeHMpoBaHuA cnegytowero nokoneHuns (NGS) B buoncuiiHom matepuane
n kposn (BRCA1, BRCA2, ATM, CHEK2 genes analysis by Next-Generation
42-1803-0 |Sequencing (NGS) in biopsy specimens and blood) [7672] 71610
HacnencTtBeHHble cnyvaun paka npeacraTtensHou xenesbl (reH HOXB13)
42-1804-0 |(Hereditary prostate cancer (HOXB13 gene)) [7648] 3690
22.9. HapyweHua obmeHa BewecTs
HacnepncTtBeHHas npegpacnonoXeHHOCTb K caxapHoMy anabety 1-ro Tmna no
TpeM nokycam reHoB cuctembl HLA |l knacca (reHsl DRB1, DQA1, DQB1)
(Hereditary Predisposition to Diabetes Type 1 (Insulin-Dependent Diabetes),
42-1805-0 |HLA Class Il (Genes DRB1, DQA1, DQB1)) [1161T1] 4690
HacnepncteeHHas npegpacnonoXeHHOCTb K LIeNuakum no Nokycam reHoB
42-1806-0 |cuctembl HLA Il knacca (DQA1, DQB1) [70151T1] 4690
CuHapom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))
A27.30.015 42-1807-0 |[7003UGI] 2190
OcTteonopos: nonHas naxens (reHbl CALCR, COL1A1, VDR) (Osteoporosis:
42-1808-0 |Full Panel (Genes CALCR, COL1A1, VDR)) [153ITT1] 9010




42-1809-0

Octeonopo3s: nonHasa naHenb (reHsl CALCR, COL1A1, VDR) (6e3 onucanuns
pe3ynbTaToB Bpavom-reHeTukom) (Osteoporosis: Full Panel (Genes CALCR,
COL1A1, VDR) (without Description)) [153I'T1/B3]

3790

42-1810-0

OcTteonopo3s: cokpalleHHasn naHenb (reHbsl CALCR, COL1A1) (Osteoporosis:
Abridged Panel (Genes CALCR, COL1A1)) [115IM]

5950

42-1811-0

OcTteonopos: cokpallieHHasn naHenb (reHbl CALCR, COL1A1) (6e3 onucaHus
pe3ynbTaToB Bpavom-reHeTukom) (Osteoporosis: Abridged Panel (Genes
CALCR, COL1A1) (without Description)) [115I'T1/B3]

2590

42-1812-0

Octeonopos: peuentop ButamuHa D (reH VDR) (Osteoporosis, Vitamin D
Receptor (VDR) (Gene VDR)) [7014A-VDRI]

1735

42-1813-0

Octeonopos: peuentop ButammHa D (reH VDR) (6e3 onncaHus pesynstaTos
Bpadom-reHeTnkom) (Osteoporosis, Vitamin D Receptor (VDR) (Gene VDR)
(without Description)) [701463]

1390

42-1814-0

O6wmeH onmeson kucnotol (reHel MTHFR, MTRR, MTR) (Folic Acid
Metabolism (Genes MTHFR, MTRR, MTR)) [120I'TT]

3290

42-1815-0

O6wmeH onuesoin kucnotsl (reHel MTHFR, MTRR, MTR) (6e3 onncaxus
pe3ynbTaToB Bpavom-reHeTukom) (Folic Acid Metabolism (Genes MTHFR,
MTRR, MTR) (without Description)) [120T1/B3]

1990

42-1816-0

JlaktasHas HegocTaTodHocTh (reH MCM6) (Adult Lactase Deficiency (Gene
MCM®6) [7691LCl]

790

42-1817-0

HacnegcrteeHHbI remoxpomaTos, | Tun (reH HFE) (Hemochromatosis Type 1
(Gene HFE)) [7779HFEI]

990

42-1818-0

Onabetr MODY2, reH GCK, m. [7017]

12490

42-1819-0

Onabetr MODY3,red HNK-1, m.. [7018]

12490

22.10. dapmakoreHeTUKa

42-1820-0

UHrmbutopel AMN®, dpnysactatuH, 6nokatopsl peuentopos ATII.
MporHosnpoBaHmne HedhponpoTEKTMBHOIO addekta nHrmbutopos AlNd npu
HeanabeTndeckmx 3aboneBaHuax. FeHeTnYeckne mapkepbl 3pHEKTUBHOCTH
aTeHonona npv apTepuanbHOW rMnepTeH3nn ¢ runepTpodmeit nesoro
Xenygodka unu Tepanumn onyBactaTMHOM NpY UleMrU4eckon 6onesHu
cepaua. OnpegeneHne HanMuus NONMMMOPEU3MOB reHa aHrMOTEH3NH-
npespatuatowero oepmenta (reH ACE) (ACE Inhibitors, Fluvastatin, ATII
Receptor Blockers. Forecasting Renoprotective Effect of ACE Inhibitors in Un-
Diabetic Diseases. Genetic Markers of Effectiveness of Atenolol in
Hypertension with Left Ventricular Hypertrophy or Fluvastatin Therapy in
Ischemic Heart Disease. Detection of Polymorphisms of Gene of Angiotensin-
Converting Enzyme (Gene ACE)) [1421T1]

2190

42-1821-0

JlosapTtaH/npbecapTaH. [eHeTU4eCKnii Mapkep pycka HapyLLeHUA
meTabonuama 6nokaTopoB peLenTopoB aHrMoTeH3nHa |l: no3apTaHa u
npbecaptaHa no Tmny ocnabneHns n yCuneHust ux rmnoTeH3NBHOIO AENCTBIS,
cooTBeTCTBEHHO. OnpeaenexHve Hanuyms NonMMopdu3mMoB reHa LuToxpoma
CYP2C9 (Losartan/Irbesartan. Genetic Marker of Risk of Metabolic Disorders
Blockers of Receptors of Angiotensin I, Losartan and Irbesartan Type of
Weakening and Strengthening their Hypotensive Action, Respectively.
Detection of Polymorphisms of Cytochrome CYP2C9) [7261D-CY]

990

42-1822-0

MeToTpekcaT. _['eHeTu4eckme Mapkepbl NOBbLILLIEHHOMO pyUcka pasBUTUSA
NoBOYHBIX peakuuin Npyu NpuemMe MeToTpekcaTa Ha hoHe neveHus
peBMaTougHoro aptputa. MeToTpekcat: HapyleHve MmeTabonuama
donmeson knucnotbl. OnpegeneHne Hannyuusa NONIMMOPEU3IMOB FreHOB
depmeHTOB peakumin ponatHoro umkna (Methotrexatum. Genetic Markers of
Increased Risk of Development of Adverse Reactions in Taking Methotrexate
for Treatment of Rheumatoid Arthritis. Methotrexate Disrupts Metabolism of
Folic Acid. Determining Presence of Polymorphisms of Genes of Enzymes of
Folate Cycle Reactions, Genes MTHFR, MTRR, MTR) [1481T1]

2590

42-1823-0

HecTepougHble npoTnBoBOCNanuTenbHble npenapaTtol. [eHeTudecknii Mmapkep
MOBbILLEHHOTO pUCKa pa3BUTUS NOBOYHBLIX peakunii B OpMe XenyaoUHbIX
kpoBoTeueHun npu npueme HIBI (MbynpodeH, TEHOKCMKaM, HAaNPOKCEH, HO
He AMKnodeHak) No TUMy BO3HUKHOBEHUS XKENYA0UYHbIX KPOBOTEYEHNH,
CBSI3aHHbIX C HapyLleHneM nx metabonusma. OnpegeneHme Hanuuus
nonumopduamoB reHa uutoxpoma CYP2C9 (Nonsteroidal Anti-Inflammatory
Drugs. Genetic Marker of Increased Risk of Adverse Reactions in Form of
Intestinal Bleeding in Taking NSAID (Ibuprofen, Tenoxicam, Naproxen, not
Diclofenac) by Type of Gastro Bleeding Associated with Violation of their
Metabolism. Detection of Polymorphisms of Cytochrome CYP2C9) [7261C-
CY]

990




42-1824-0

CynbdhOoHUNMOYeBMHa U ee NMPOM3BOAHbIE: _XroprnponaMua, Tonasamua,
rmmbeHknamug n Tondytamug. 'eHeTu4eckuin Mapkep pucka pas3BuTus
HexxenaTerbHbIX TEKAapCTBEHHbIX peakuuin Mo TUMY rMIoriMKeMUn Npw
npuemMe nepoparnbHbIX CaxapOCHMXaLWMX CPeACTB, CBA3aHHbIX C
HapyweHueM ux metabonusma. OnpeaeneHne Hanuuus nonuMopcnamos
reHa uutoxpoma CYP2C9 (Sulfonylurea and Derivatives: Chlorpropamide,
Tolazamide, Glibenclamide and Tolbutamide. Genetic Marker of Risk of
Adverse Drug Reactions by Type of Hypoglycemia in Taking Oral
Hypoglycemic Agents, Associated with Violation of Metabolism. Detection of
Polymorphisms of Cytochrome CYP2C9) [7261B-CY]

990

A27.05.026

42-1825-0

UHTepnenkmH-28B (UJ1-28B), reHoTunmMpoBaHue (MccnegoBaHme
reHeTUYeCKNX MapKepoB, onpeaensowmx 3OEKTUBHOCTE NIeYeHNS
XpoHuyeckoro renatuta C nHtepdgpepoHom n pubasmpuHom) (Interleukin 28
Beta IL28B, Genotyping (Study of Genetic Markers Determining Effectiveness
of Treatment of Chronic Hepatitis C in Interferon and Ribavirin)) [2447]

750

42-1826-0

Beta-agpeHobnokatopsl. F'eH CYP2D6. dapmakoreHeTuka (beta-Adrenergic
Blockers. Gene CYP2D6) [7259BETA]

5190

42-1827-0

eHOTUNMpPOBaHWe anraponupuMmnanH gervaporeHassl (DPYD)
(Dihydropyrimidine dehydrogenase (DPYD)) [7623]

3690

22.11. Cuctema AEeTOKCMKaLUMU KCEHOBMOTUKOB U KaHL,eporeHoB

42-1828-0

LinTtoxpom CYP2D6 (ren CYP2D6) (Cytochrome CYP2D6 (Gene CYP2D6))
[7259]

5190

A27.05.045

42-1829-0

Lintoxpom CYP2C9: nonumopdusmel 430 C/T (CYP2C9*2) n 1075 A/C
(CYP2C9*3) [7261CY]1]

990

42-1830-0

Lintoxpom P450 2C19. l'eHoTnnupoBaHue no mapkepy CYP2C19
(Cytochrome P450 2C19. Genotyping for the CYP2C19 marker) [7622]

3090

22.12. Ycnyru Bpada-reHeTUKa

42-1831-0

OnvcaHve pe3ynbTaToB reHeTudeckoro Tecta 1 kateropum cnoxHoctu (NeNe
720163, 761163, 701463, 125IM1/B3, 720763) (Genetic Test Results:
Description of the 1-st Category Complexity) [14600P1]

530

42-1832-0

OnvcaHve pe3ynbLTaToB reHeTUYecKoro Tecta 2 kateropum cnoxHoctu (NeNe
118IM/B3, 121IM/B3, 123IM/B3, 131IM/B3, 141IM/B3, 115IM/B3,

1241 T1/B3, 1541 T1/B3) (Genetic Test Results: Description of the 2-nd
Category Complexity) [14610P2]

1060

42-1833-0

OnvcaHuve pe3ynbTaToB reHeTu4eckoro Tecta 3 kateropmm cnoxHoctu (NeNe
122IT/B3, 129IM/B3, 120IM/B3, 137IM/B3, 138IM/B3, 153IT1/B3,
110rM/B3, 114IT/B3, 140IM/B3, 766163, 725863, 134T1/B3, 135IM/B3,
136I'T1/B3) (Genetic Test Results: Description of the 3-rd Category
Complexity) [14620P3]

2120

42-1834-0

OnvcaHve pe3ynbLTaToB reHeTu4eckoro Tecta 4 kateropumm cnoxHoctu (NeNe
1441 T/B3, 143IT/B3, 139I'M/B3, 145IT1/B3, 108I'M/B3, 19I'M/B3) (Genetic
Test Results: Description of the 4-th Category Complexity) [14630P4]

4775

22.13. OnpepgeneHue nona nnoga

42-1835-0

OnpepgeneHve nona nnoga. BeisBneHne Y-xpoMocoMbl Nnofa B KPOBU
matepu (Y-chromosome of the fetus in the mother's blood) [3316]

1390

22.14. AytouMmMyHHble 3aboneBaHus

42-1836-0

Mcopwnas, Tunuposanne HLA-Cw6 [77802]

2590

23. HACNEACTBEHHbIE MOHOIEHHbIE 3ABOJIEBAHUA U COCTOAHUA

23.1. HacneactBeHHble MOHOTEHHbIE 3aboneBaHMA M COCTOAHUA

42-1837-0

AbunoTtpodus cetyatku, Tun PpaHdeckeTTn (reHsl ABCA4, BEST1, RPEG5,
GUCY2D, CEP290, CNGA3, CRB1, CNGB3) [7803ABCA]

11390

42-1838-0

AkpoaepmaTut aHTeponaTnyeckuin. NMouck mytauuin B reHe SLC39A4, m.
(Acrodermatitis Enteropathica, Gene SLC39A4, Mut.) [7624SLC]

27290

42-1839-0

AnbOuHuam rnasokoxHbii TMN 1A. Mounck mytaumn B reHe TYR, M. (Albinism
Oculocutaneous Type IA, Gene TYR, Mut.) [7804TYR]

19690

42-1840-0

AHemunsa [darimoHaa-bnekdena. MNMounck mytaumn B reHe RPS19, m. (Diamond-
Blackfan Anemia 1, DBA1, Gene RPS19, Mut.) [7881RPS]

19690

42-1841-0

ApTporpunos guctaneHblii (cuHgpom ®pumena-LLengonHa). MNonck YyacTbix
mMyTauun B reHe MYH3, 4. m. (Arthrogryposis Distal Type 2A, Gene MYH3,
Freq. Mut.) [7107]

11390

42-1842-0

Atakcua ®pugpenixa. MNMouck mytauuin B reHe FXN, m. (Friedrich Ataxia, Gene
FXN, Mut.) [7905FRDA]

19690

42-1843-0

Atakcua ®pugpenixa. MNMouck yactoix MyTaumm B reHe FXN, 4. m. (Friedrich
Ataxia, Gene FXN, Freq. Mut.) [7808FRDAI]

4390




ATtenocTteoreHes (aucnnasusa ge na Wanens). MNonck mytaumii B reHe
SLC26A2, m. (Atelosteogenesis Il, De la Chapelle Dysplasia, Gene SLC26A2,

42-1844-0 |Mut.) [7108] 21590
[narHoctuka atpocdhum 3puTensHOro Hepea Jlebepa, 4. M. MUTOXOHAPUANBHON
n apoepHon OHK (Leber Hereditary Optic Neuropathy, detection of frequent
42-1845-0 |mutations of mitochondrial and nuclear DNA) [76100HKI] 5490
ATpodus 3puTtensHoro Hepea Jlebepa. MNonck yacTbix MyTaumn B
muToxoHapuansHon OHK, 12 4. m. (Leber Hereditary Optic Neuropathy,
42-1846-0 |LHON, Mitochondrial DNA, 12 Freq. Mut.) [7109LEI] 15890
ATpodus 3pUTENBHOIO HEPBA C rMYXOTONW. [MoNCK MyTaunii B «rOpsiumnx»
yyacTtkax reHa OPA1, «ropsay.» yy. m. (Optic Atrophy With Or Without
Deafness, Ophthalmoplegia, Myopathy, Ataxia And Neuropathy, Gene OPA1,
42-1847-0 |Hot-Point Mut.) [77610PA1] 11390
AyTOMMMYHHbI nuMmdonponudepaTnBHbIN CUHAPOM. IMoMCK MyTaLmMi B reHe
TNFRSF6, m. (Autoimmune Lymphoproliferative Syndrome, ALPS, Gene
42-1848-0 |TNFRSF6, Mut.) [7706 TNFRSF] 27290
AyTOMMMYHHbIM nnMmconponudepaTBHbIN CUHAPOM. MoncKk MyTaumn B
«ropsunx» ydactkax reHa TNFRSF6, «ropsd.» y4. M. (Autoimmune
Lymphoproliferative Syndrome, ALPS, Gene TNFRSF6, Hot-Point Mut.)
42-1849-0 |[7705TNFRS] 7990
Adbasua nepsuyHasa nporpeccupytowas. MNMouck mytauun B reHe GRN, M.
42-1850-0 |(Aphasia Primary Progressive, Gene GRN, Mut.) [7770GRN] 21590
AxoHgponnasus. MNMounck YacTbix myTaumi B reHe FGFR3, 4. m.
42-1851-0 |(Achondroplasia, Gene FGFRS3, Freq. Mut.) [7809FGFR3I] 12490
42-1852-0 |BokoBsown amunotpoduyeckuin cknepos (BAC), SOD1, m. [77710] 5690
42-1853-0 |BokoBow ammoTpoduyeckuin cknepos, Corf72, u.m. [77706] 3590
BonesHb becTta. Nounck Bcex n3BecTHbIX MyTaumi B reHe BEST1, m. (Best
Vitelliform Macular Dystrophy, All Known Mutations, Gene BEST1, Mut.)
42-1854-0 |[7709BEST] 33890
42-1855-0 |BonesHb Bexyeta, TnuposaHne HLA B51 [77800] 2590
BonesHb BunbcoHa-KoHoBanosa. NMouck 4acteix MyTtaumi B reHe ATP7B, u.

42-1856-0 |m. (Wilson Disease, Gene ATP7B, Freq. Mut.) [7810ATP7BI] 4090
42-1857-0 |BonesHb BunbcoHa-KoHoBanosa, ak3om [7069] 73630
BbonesHb MannepeopaeHa-LUnatua. Monck yacTtebix myTauun B reHe PANK2, u.

M. (Neurodegeneration With Brain Iron Accumulation 1, Gene PANK2, Freq.

42-1858-0 |Mut.) [7812PANK2] 7990
BonesHb NepctmanHa-LUTpeyccnepa-LenHkepa. MNonck mytauuin B reHe

42-1859-0 |PRNP, m. (Gerstmann-Straussler Disease, Gene PRNP, Mut.) [7813PRNP] 14790
BonesHb KoygeHa. Mouck mytauuin B reHe PTEN, m. (Cowden Syndrome 1,

42-1860-0 |Gene PTEN, Mut.) [7775PTEN] 30590
BonesHb Kpentudenbara-Akoba. Monck mytaumn B reHe PRNP, m.

42-1861-0 |(Creutzfeldt-Jakob Disease, Gene PRNP, Mut.) [7814PRNP] 14790
BonesHb Jlepmutt-Ayknoc. Monck mytaumn B reHe PTEN, m. (Lhermitte-

42-1862-0 |Duclos Syndrome, Gene PTEN, Mut.) [7776PTEN] 30590
Bonesxb Hoppu. Mounck mytaumn B reHe NDP, m. (Norrie Disease, Gene NDP,

42-1863-0 |Mut.) [7816NDP] 11390

42-1864-0 |BonesHb MNapkuHcoHa, KOMNNEKCHas AMarHocTuka, Y.m. [77701] 5890
BbonesHb YHdeppuxTa-IlyHadopra. MNMouck mytauui B reHe CSTB, m.
(Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,

42-1865-0 |Mut.) [7818CSTB] 14790
BbonesHb YHdheppuxTa-flyHgdopra. MNMouck yacteix MyTaumi B reHe CSTB, u.
M. (Progressive Myoclonic Epilepsy 1A Unverricht and Lundborg, Gene CSTB,

42-1866-0 |Freq. Mut.) [7817CSTB] 7390

42-1867-0 |BonesHb ®abpn, GLA, m. [77715] 7790
BonesHb Wtaprapata (reHsl ABCA4, BEST1, RPE65, GUCY2D, CEP290,

42-1868-0 |CNGA3, CRB1, CNGB3) [7819ABCA4] 11390
Bpaxugaktunusa tun B1. Mownck mytaumn B reHe ROR2, m. (Brachydactyly

42-1869-0 |Type B1, Gene ROR2, Mut.) [7820ROR2] 14790
BpoxaeHHas runepnnasunda HagnoveyHunkos, reH CYP21A2, y.m. (Gene

42-1870-0 |CYP210HB, Freq. Mut.) [7802CYI] 7590
BpoxaeHHast HeuyBCTBMTENBHOCTbL Kk 6onu ¢ aHrapo3om. MNouck myTauuii B
reHe NTRK1, m. (Congenital Insensitivity To Pain With Anhidrosis, CIPA,

42-1871-0 |Gene NTRK1, Mut.) [7992NTR] 40790
eneoduanyeckasa aucnnasms. Monck mytaumm B reHe ADAMTSL2, m.

42-1872-0 |(Geleophysic Dysplasia 1, Gene ADAMTSL2, Mut.) [7711ADAMTS] 60690
remocpmnusa. Mownck mytaumi B reHe gaktopa IX npy remogpunum B, m.

42-1873-0 |(Hemophilia B, Gene Factor IX, Mut.) [7822B] 24990




42-1874-0

MeTtremornobuHemusi, CYB5R3 m. (Methemoglobinemia, Gene CYB5R3,
Mut.) [7908DIA1]

27290

42-1875-0

eHTMHIrTOHONOAOBHOE 3abonesanne, Tun 2, JPH3, u.m. [77707]

2490

42-1876-0

eHTMHIrTOHONOOO6HOE 3abonesanne, TN 4 TBP, 4.m. [77709]

2490

42-1877-0

reHTVIHI'TOHOI'IOJJ,O6HbIe 3a6OJ'IeBaHMFI, KOMMNNeKCcHaa AMarHoCcTuka, 4.M.
[77702]

3890

42-1878-0

Mnep-IgD cuHgpom. MNonck myTaumi B «ropsdmxy yvactkax reHa MVK,
«ropsd.» yd. M. (Hyper-IgD Syndrome, Gene MVK, Hot-Point Mut.) [7989MVK]

5590

42-1879-0

Mmnep-IgD cuHgpom. Monck myTtaumii B reHe CD40LG, m. (Hyper-IgD
Syndrome, Gene CD40LG, Mut.) [7778MVK]

33890

42-1880-0

Minep-IgM cuHgpom. Mouck mytaumii B reHe CD40LG, m. (Hyper-IgM
Syndrome, Gene CD40LG, Mut.) [7823CD]

19690

42-1881-0

MMnepkanueMmnyeckuii nepunoanveckuin napanumy. Nonck mytauuin B 3k3oHax
13 1 24 reHa SCN4A, m. (Hyperkalemic Periodic Paralysis Type 2, Exons 13,
24 Gene SCN4A, Mut.) [7898SCN4A]

17590

42-1882-0

MMnokanuemmnyeckuin nepuoguyeckuin napanud. NMouck mytauun B ak3oHax 12,
18 1 19 reHa SCN4A, m. (Hypokalemic Periodic Paralysis Type 1, Exons 12,
18, 19 Gene SCN4A, Mut.) [7603SCN4A]

14790

42-1883-0

Mnodoccharemmyecknin BUTamMnH D-pe3nCTEHTHBIM paxuT (MOYEYHbIN
docdaTHbIn guabeT). MNonck mytaumi B reHe PHEX, m. (Hypophosphatemic
Vitamin D-Resistant Rickets, Gene PHEX, Mut. ) [7126]

66690

42-1884-0

MmnoxoHaponnasus. Nonck YyacTtbix myTauun B reHe FGFR3, 4. m.
(Hypochondroplasia, Gene FGFR3, Freq. Mut.) [7906FGFR3I]

12490

42-1885-0

"momepyoumMTO3 NoYek runonnacTuieckoro Tmna. Mouck myTtauuii B reHe
HNF1B, m. (Renal Cysts And Diabetes Syndrome, Gene HNF1B, Mut.)
[7784HNF1B]

30590

42-1886-0

[ednumT KapHMTUHA CUCTEMHBIV NEPBUYHBLIN. [ToncKk MyTaumi B reHe
SLC22A5, M. (Systemic Primary Carnitine Deficiency, SPCD, Carnitine
Deficiency Systemic Primary, CDSP, Gene SLC22A5, Mut.) [7128]

33890

42-1887-0

OunacTtpodmyeckasn gucnnasus. MNMouck mytauuin B reHe SLC26A2, m.
(Diastrophic Dysplasia, Gene SLC26A2, Mut.) [7129]

21590

42-1888-0

OuctanbHaa moTopHas HenponaTtua tvn V. Monck mytaumi B reHe BSCL2, m.
(Distal Hereditary Motor Neuropathy, DHMN, Gene BSCL2, Mut.) [7927BSCL]

24990

42-1889-0

OvcTtanbHas cnuHanbHas aMMoTpodus BPOXAEHHAs C Napanuyom
anadparmel. Mounck mytaumn B reHe IGHMBP2, m. (Distal Spinal Muscular
Atrophy 1, DSMA1, Gene IGHMBP2, Mut.) [7131IGlI]

52090

42-1890-0

OvcTtanbHas cnuHanbHas aMMoTpodus BPOXAEHHAs HENMPOrPeCccUpyoLLas.
Mounck myTaumn B «ropsumx» yqactkax reHa TRPV4, «ropsay.» y4. m. (Distal
Spinal Muscular Atrophy Congenital Non-Progressive, Gene TRPV4, Hot-
Point Mut.) [7132]

14790

42-1891-0

UxTtnos dynnesHbin. Mouck mytauun B reHe KRT2, m. (Ichthyosis Bullosa Of
Siemens, Gene KRT2, Mut.) [7T604KRT2]

24990

42-1892-0

MxTnos BynbrapHbin. MNMounck yacteix Mytaumm B reHe FLG, 4. m (Ichthyosis
Vulgaris, Gene FLG, Freq. Mut.) [7133]

11390

42-1894-0

KocTHasa reteponnasusa nporpeccupytowas. lNMovck mytaumn B reHe GNAS, m.
(Progressive Osseous Heteroplasia, POH, Gene GNAS, Mut.) [7140]

30590

42-1895-0

KpaHnomeTadusapHasa gucnnasuns. NMonck mytaumi B «ropsumx» ydactkax
reHa ANKH, «ropsa4.» y4. M. (Craniometaphyseal Dysplasia, Gene ANKH, Hot-
Point Mut.) [7141]

11390

42-1896-0

KpaHnomeTtadusapHasa gucnnasusd. MNMouck mytauum reHa ANKH, m.
(Craniometaphyseal Dysplasia, Gene ANKH, Mut.) [7142]

40790

42-1897-0

KpaHnocuHocTtos. MNonck mytaumi B reHe TWIST1, m. (Craniosynostosis Type
2, Gene TWIST1, Mut.) [7143]

14790

42-1898-0

KpaHnocuHocTtos. MNonck myTtaumi B reHe MSX2, M. (Craniosynostosis Type 2,
Gene MSX2, Mut.) [7717MSX2]

11390

42-1900-0

JInnogucTtpocpmsa cemeriHasa yactmyHas. Nomck MmyTaumm B «ropsaymx
yyacTtkax» reHa LMNA, «ropsay.» yd. m. (Familial Partial Lipodystrophy 2,
FPLD 2, Gene LMNA, Hot-Point Mut.) [7834LMNA]

7990

42-1901-0

JIunoguctpocpumsa cemeriHas yactmyHas. lNonck mytaumi reHa LMNA, m.
(Familial Partial Lipodystrophy 2, Gene LMNA, Mut.) [7835LMNA]

33890

42-1902-0

MaHanbynoakpanbHasa gucnnasus ¢ nunoguctpodument. Nonck mytaumi B
3k30Hax 8, 9 reHa LMNA, m. (Mandibuloacral Dysplasia, Exons 8, 9 Gene
LMNA, Mut.) [7720LMNA]

7990

42-1903-0

MeBanoHoBas aunaypwus. Nouck mytaumii B reHe MVK, m. (Mevalonic
Aciduria, Gene MVK, Mut.) [7605MVK]

33890




MeTtremornobmHemus, CYB5R3 u.Mm. (Methemoglobinemia, Gene CYB5R3,

42-1904-0 |Freq. Mut.) [7836DIA1] 7390
MwuoknoHuyeckasa anctonms. MNonck mytaumi B reHe SGCE, m. (Myoclonic
42-1905-0 |Dystonia, Gene SGCE, Mut.) [7147] 40790
MwuoToHuuveckasa auctpodums. MNMounck YacTbix myTaumi B reHe DMPK;, 4. m.
42-1906-0 |(Myotonic Dystrophy 1, Gene DMPK, Freq. Mut.) [7838DMPKI] 2590
42-1907-0 |MwuoTtoHunyeckasa guctpodus, Tun 2, CNBP (ZNF9), u.m. [77705] 2490
MwnoTtoHua TomceHa-bekkepa. MNonck yacTtbix myTauun B reHe CLCN1, 4. m.
42-1908-0 |(Myotonia Congenita, Gene CLCN1, Freq. Mut.) [7148] 11390
MuToxoHApuanbHble 3aboneBaHuns, KOMMNIEKCHasA AMarHocTyKa:
42-1909-0 |mutoxoHgpuansHaa OHK, y.m. [77704] 5890
MonekynsipHbI CKPUHUHI Ha MUKpoZeneumn/ MUKpoaynankauum XpoMocom
42-1910-0 |[7642] 8230
MykoBucupnaos. MNMouck yacteix Mytaumi B reHe CFTR, 4. m. (Cystic Fibrosis,
A27.05.036 42-1911-0 |Gene CFTR, Freq. Mut.) [77911] 17190
Xopes N'eHTUHrTOHa. Monck YacTbix myTauun B reHe IT15, 4. m. (Chorea
42-1912-0 |Huntington, Gene IT15, Freq. Mut.) [7815HDI] 1990
Mporpeccupytowasn meiwevHas guctpodus OiowenHHa/bekkepa (MMONO),
A27.05.032 42-1915-0 |geneuun n gynnukauumn reHa DMD [79720UCI] 7390
MbiweyHaa auctpodums, Tmn dykyama. Momck mytaumn B reHe FKTN, m.
42-1919-0 |(Muscular Dystrophy Fukuyama-Type, Gene FKTN, Mut.) [7934FKTN] 40790
MbiweyHasa anctpodusa Imepu-Apendyca. MNMouck mytauuin B reHe FHL1, m.
42-1920-0 |(Emery-Dreifuss Muscular Dystrophy, Gene FHL1, Mut.) [7163] 27290
MbiweyHasa gnctpodusa Imepu-Apendyca. MNMouck mytauun B reHe LMNA, m.
42-1921-0 |(Emery-Dreifuss Muscular Dystrophy, Gene LMNA, Mut.) [7999LMNA] 33890
MbiweyHaa anctpodusa Imepu-Lpencyca. MNMonck mytTauuin B reHe amMepuHa
npu X-cuenneHHon opme, M. (Emery-Dreifuss Muscular Dystrophy, X-
42-1922-0 |Linked Gene Emerine, Mut.) [7935] 14790
Hanuam MULIBRAY. Mownck mytaumi B reHe TRIM37, m. (Muscle-Liver-Brain-
42-1923-0 |Eye, Gene TRIM37, Mut.) [7936TRIM] 11390
HapyweHus getepmuHaumm nona. MNMouck mytauunm reHa SRY, m. (Disorders
42-1924-0 |Sex Determination, Gene SRY, Mut.) [7903SRY] 7990
HapyweHus getepmuHaumm nona. AHanus Hanmuus reHa SRY, m. (Disorders
42-1925-0 |Sex Determination, Analysis Gene SRY, Mut.) [7846SRY]] 8490
HacnencteeHHas HeliponaTtusi ¢ NOABEPXKEHHOCTLIO Napanuyy oT cAaBneHus!.
Mounck mytaumn B reHe PMP22, m. (Hereditary Neuropathy with Liability to
42-1931-0 |Pressure Palsies, HNPP, Gene PMP22, Mut.) [7902PMP] 17590
HacnencrBeHHbIN aHrMOHEBPOTUYECKMI oTeK. Monck myTaumi B reHe C1NH,
42-1932-0 |m. (Hereditary Angioedema Type |, Gene C1NH, Mut.) [7725C1NHI] 26090
HacnegcrteeHHbI remoxpomaTos, | Tun (reH HFE) (Hemochromatosis Type 1
42-1933-0 |(Gene HFE)) [7779HFEI] 990
HesapalueHue pogHunykos. Monck mytaumn B reHe ALX4, m. (Parietal
42-1934-0 |Foramina, PFM, Gene ALX4, Mut.) [7847ALX4] 17590
HelponaTtua ¢ napanuyamum oT cgasnenusi, PMP22, npeneuun n gynnukauum
42-1935-0 |(Charcot-Marie-Tooth disease type 1A (CMT1A)) [7952PMP] 4590
[narHoctrka HacneacTBeHHbIX OPM HEMPOCEHCOPHOM TYroyxocTh (reHbl
GJB2, GJB3, GJB6, POU3F4, WFS1) u. m. (Diagnosis of hereditary
sensorineural hearing loss (GJB2, GJB3, GJB6, POU3F4, WFS1 genes))
42-1936-0 |[7961GJB2I] 5490
HelipoceHcopHasa HecuHapoMaribHasa TyroyxoCTb, NOMHbIA aHanu3 reHa GJB2
A27.05.033 42-1937-0 |[7963GJB2I] 11390
HentponeHnus. Mounck mytaumn B reHe ELA2, m. (Neutropenia Severe
42-1938-0 |Congenital 1 Autosomal Dominant, SCN1, Gene ELA2, Mut.) [7910ELA2] 19690
HedpoHodTua. Momnck mytaumn B reHe NPHP1, m. (Nephronophthisis 1,
42-1939-0 |NPHP1, Gene NPHP1, Mut.) [7849NPHP1] 16090
HedpoTnueckuin cungpom. Momck mytaumn B reHe NPHS1, m. (Nephrotic
42-1940-0 |Syndrome Type 1, NPHS1, Gene NPHS1, Mut.) [7166] 60690
Hedpotnueckuin cungpom. Momck mytauun B reHe NPHS2, m. (Nephrotic
42-1941-0 |Syndrome Type 1, NPHS1, Gene NPHS2, Mut.) [7167] 27290
HopMokanuemuyeckuin nepmogmyeckmin napanudy. lNMovck mytaumin B ak3oHe 13
reHa SCN4A, m. (Normokalemic Periodic Paralysis, Exon 13 Gene SCN4A,
42-1942-0 |Mut.) [7997SCN] 7990
OkynodapuHreansHas mbleyHas guctpodus. MNonck yactbix MyTaumn B
reHe RABPN1, 4. M. (Oculopharyngeal Muscular Dystrophy, OPMD, Gene
42-1943-0 |RABPN1, Freq. Mut.) [7957RABPN] 2590
OnpepgeneHne HepaBHOBECHOW NanoHM3auumnm X-XxpoMoCoMbl npu X-
CLIeNmEeHHbIX peLieccuBHbIX 3aboneBaHuax y gesoyvek (Non-Random X
42-1944-0 |Chromosome Inactivation in Females) [7701XI] 10590




42-1945-0

OcHoBHble HacneacTBeHHble 3abonesaHus (reHbl CFTR, GJB2, PAH, SMN)
(Main Hereditary Diseases (Genes CFTR, GJB2, PAH, SMN)) [1261T1]

26990

42-1946-0

OcTteoneTpo3s peueccuBHbIv (MpaMmopHasa 6onesHb kocten). MNMouck mytauun B
reHe TCIRG1, m. (Osteopetrosis Autosomal Recessive 1, OPTB1, Gene
TCIRG1, Mut.) [7168]

40790

42-1947-0

OcTteoneTpo3s peueccuBHbI (MpamopHasa 6onesHb kocTen). MNonck YacTbix
myTauun B reHe TCIRG1, 4. M. (Osteopetrosis Autosomal Recessive 1,
OPTB1, Gene TCIRG1, Freq. Mut.) [7958 TCIRG]

7390

42-1948-0

MepBuyHas runepTpodmyeckas octeoapTponaTusi (naxnaepMonepmnocTos).
Mownck mytaumn B reHe HPGD, m. (Hypertrophic Osteoarthropathy, Primary,
Autosomal Recessive, 1, Gene HPGD, Mut.) [7727HPGD]

24990

42-1949-0

MepBuyHasa neroyHas runepteHaus. MNMouck mytauun B reHe BMPR2, m.
(Primary Pulmonary Hypertension 1, PPH1, Gene BMPR2, Mut.) [7728BMPR]

50990

42-1950-0

Mepuoguyeckasn 6onesHb. Monck mytauun B reHe MEFV, m. (Familial
Mediterranean Fever, FMF, Gene MEFV, Mut.) [7851MEFVI]

34990

42-1951-0

Mepuoguyeckasn 6onesHb. MNMonck YacTbix MyTauui B reHe MEFV, 4. m.
(Familial Mediterranean Fever, FMF, Gene MEFV, Freq. Mut.) [7012MEI]

5090

42-1952-0

MurmeHTHaa aereHepauus cetyatkm (reHsl ABCA4, BEST1, RPEG5,
GUCY2D, CEP290, CNGA3, CRB1, CNGB3) [7853RP2]

12690

42-1953-0

MukHoaunsocTtos. MNMonck myTtaumi B reHe CTSK, m. (Pyknodysostosis, PKND,
Gene CTSK, Mut.) [7176]

21590

42-1954-0

lMHeBMOTOpaKC NepBUYHbINA CMOHTaHHLIN. Monck myTauun B reHe FLCN, m.
(Primary Spontaneous Pneumothorax, PSP, Gene FLCN, Mut.) [7998FLCN]

40790

42-1955-0

Monnaaktunus. MNouck myTtaumi B reHe SHH, m. (Polydactyly, Gene SHH,
Mut.) [7636SHH]

11390

42-1956-0

Monnaaktnnus. Mouck myTtauni B reHe GLI3, m. (Polydactyly, Gene GLI3,
Mut.) [7730GLI3]

60690

42-1957-0

Mporepua XatunHcoHa-Imndgopaa. MNonck mytaumii B reHe LMNA, m.
(Hutchinson-Gilford Progeria Syndrome, Gene LMNA, Mut.) [7180]

33890

42-1958-0

MceBookcaHToMa anactudeckas. Monck yacTbix myTauuni B reHe ABCCG, 4. M.

(Pseudoxanthoma Elasticum, Gene ABCC®6, Freq. Mut.) [7183]

7990

42-1959-0

Pabgomuonus (Mmornobunypus). Monck mytaumn B reHe LPINT, m.
(Myoglobinuria Acute Recurrent Autosomal Recessive, Gene LPIN1, Mut.)
[7759LPIN]

66690

42-1960-0

PeTtunHowmsuc. Mounck mytauuin B reHe RS1, m. (Retinoschisis 1 X-Linked
Juvenile, RS1, Gene RS1, Mut.) [7185]

21590

42-1961-0

CewmeiiHas runepxonectepmHeMus (KOMNeKcHasa anarHoctumka - redsl LDLR,
APOB, PCSKO9) [7649]

6290

42-1962-0

CewmenHas runepxonectepmHemus, reH APOB100 [7647]

3290

42-1963-0

CewmenHas runepxonectepmHemusi, red LDLR [7645]

8990

42-1964-0

CewmenHas runepxonectepmHemust, reH PCSK9 [7646]

8085

42-1965-0

CewmenHas nepuoanyeckas nuxopagka. lNMovck mytaumn B reHe TNFRSFIA, m.
(TNF-Receptor-Associated Periodic Syndrome, TRAPS, Gene TNFRSFIA,
Mut.) [7799TNFR]

5590

42-1966-0

CemeiHbIn remodaroymTapHbii Mg ornctTmoumntos. lNonck Mmytaumi B reHe
PRF1, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene PRF1, Mut.)
[7916PRF]

19690

42-1967-0

CemeiHbIn remodaroymTapHbii iumdornctTmoumntos. lNomnck Mmytaumi B reHe
STX11, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STX11,
Mut.) [7917STX]

14790

42-1968-0

CemeiHbIn remodaroymTapHbii InmdornctTmoumntos. Nomnck Mmytaumii B reHe
STXBP2, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene STXBP2,
Mut.) [7915STXB]

40790

42-1969-0

CemeiHbIn remodaroymTapHbii InmdornctTmoumntos. Nomnck Mmytaumii B reHe
UNC13D, m. (Familial Hemophagocytic Lymphohistiocytosis, Gene UNC13D,
Mut.) [7914UNC]

60690

42-1970-0

CemeiHbIn remodaroumMTapHbin TMMEOrncTnounTos. MNMonck YacTbix MyTauui
B reHe UNC13D, 4. m. (Familial Hemophagocytic Lymphohistiocytosis, Gene
UNC13D, Freq. Mut.) [7914UNC1]

7390

42-1971-0

CemenHbIn MegynnsapHbIA pak LWMTOBUAHOM xenesbl (3k3oHbl 10, 11, 13, 14,
15 reHa RET) (Familial Medullary Thyroid Cancer (Exons 10, 11, 13, 14, 15
Gene RET)) [7004MRI]

20690

42-1972-0

CemenHbIn MegynnsapHbIA pak LWATOBUOHOW Xenesbl. [Monck myTauuin B
3k30Hax 5, 8 renHa RET, m. (Familial Meddulary Thyroid Cancer, Exons 5, 8
Gene RET, Mut.) [7798RET)]

11390




42-1973-0

CewmenHbIn xonogoBow aytoBocnanuteneHbli cuHapoMm NLRP3 m. (Familial
Cold Autoinflamatory Syndrome, FCAS, Gene NLRP3, Mut.) [7797CIAS1]

40790

42-1974-0

CeHcopHasa nonuHenponatms, NGF m. (Hereditary Sensory and Autonomic
Polyneuropathy, Gene NGF, Mut.) [7858NGFB]

17590

42-1975-0

CuHgpom CINCA, reH NLRP3 m. (Chronic Infantile Neurologic Cutaneous
Articular, Gene NLRP3, Mut.) [7733CIAS1]

40790

42-1976-0

CuHgpom TAR. Mounck mytauun B reHe RBM8A, m. (Thrombocytopenia-
Absent Radius Syndrome, TAR-Syndrome, Gene RBM8A, Mut.) [7186]

21590

42-1977-0

CwuHppom Aapckora-CkoTTa (thaumoreHutanbHas gucnnasus). lNonck mytaumi
B reHe FGD1, M. (Aarskog-Scott Syndrome, Faciodigitogenital Syndrome,
Faciogenital Dysplasia, Gene FGD1, Mut.) [7859FGD1]

49390

42-1978-0

CuHagpom Anbctpoma. Nonck mytaumii B «ropsiimxy» ydactkax reHa ALMS1,
«ropsd.» y4. M. (Alstrom syndrome, Gene ALMS1, Hot-Point Mut.) [7187]

14790

42-1979-0

CuHgpom AngepceHa. MNonck myTtaumii B reHe KCNJ2, m. (Andersen-Tawil
Syndrome, Gene KCNJ2, Mut.) [7861KCNJ2]

17590

42-1980-0

CuHagpom AHTnn-bukcnepa. MNonck myTtaumii B ak3oHe 9 reHa FGFR2, m.
(Antley-Bixler Syndrome, ABS, Exon 9 Gene FGFR2, Mut.) [7913FGFR]

8290

42-1981-0

CuHgpom Anepa (akpouedanocnHaaktunums). NMonck YacTbix MyTauui B reHe
FGFR2, u. m. (Apert Syndrome, AS, Gene FGFR2, Freq. Mut.) [7862FGFR2]

11390

42-1982-0

Cwungpom ApTta. MNonck myTtaumi B reHe PRPS1, m. (Art's Syndrome, Gene
PRPS1, Mut.) [7863PRPS1]

24990

42-1983-0

CuHppom BaHasn-Pannu-Pysanbbaka. Monck mytaumin B reHe PTEN, m.
(Bannayan-Ruvalcaba-Riley Syndrome, Gene PTEN, Mut.) [7796PTEN]

30590

42-1984-0

CuHgpom Bepta-Xora-Abtoba (BXM). Mouck myTtaumi B reHe FLCN, m. (Birt-
Hogg-Dube Syndrome, BHD, Gene FLCN, Mut.) [7703FLCN]

40790

42-1985-0

CwuHppom BoyaHa-KoHpaau (BKC, uepebporenatopeHanbHbIn CUHOPOM).
Mownck mytaumn B reHe EMG1, m. (Bowen Conradi Syndrome, BCS, Gene
EMG1, Mut.) [7189]

18210

42-1986-0

CuHagpom BbepHcTaga (cvMHApOM Kyp4daBbix Bonoc). [lonck mytauumii B reHe
BCS1L, m. (Bjornstad Syndrome, Gene BCS1L, Mut.) [7734BCS]

17590

42-1987-0

Cunppom Baapaenbypra-Llaxa. MNonck mytaumii B reHe EDNRB, M.
(Waardenburg-Shah Syndrome, Gene EDNRB, Mut.) [7867EDNRB]

24990

42-1988-0

CuHapom BaapaeHnbypra. MNMouck mytaumn B reHe PAX3, m. (Waardenburg
Syndrome, WS, Gene PAX3, Mut.) [7866PAX3]

27290

42-1989-0

CwuHgpom Ban gep Byga. MNouck myTtaumi B reHe IRF6, m. (Van der Woude
Syndrome, Gene IRF6, Mut.) [7190]

30590

42-1990-0

CuHgpom Buckotta-Ongpuya (CBO). Mounck mytauuin B reHe WAS, m.
(Wiskott-Aldrich Syndrome, WAS, Gene WAS, Mut.) [7868WAS]

24990

42-1991-0

CunHApOM BpOXAEHHOW LieHTpanbHon runoBeHTunsaumm (CBLIM). MNMonck YyacTbix
myTauun B reHe PHOX2B, 4. m. (Congenital Central Hypoventilation
Syndrome, CCHS, Gene PHOX2B, Freq. Mut.) [7785PHOX2B]

7390

42-1992-0

CuHgpom NepmaHckun-Nygnaka (ANbOUHU3M rNaso-KOXHbIN C
reMopparM4eckvmM guaTesom v NUrMmeHTaumen peTukyno-aHaoTeNnuarnbHbIX
knetok). MNownck yacTtbix myTauun B reHe HPS1, 4. m. (Albinism
Oculocutaneous, Hermansky-Pudlak Type, Gene HPS1, Freq. Mut.) [7192]

11380

42-1993-0

CwuHppom [Mpeira (cemerHbin runeptenopuam). MNonck mytaumi B reHe GLI3,
M. (Greig Syndrome, Gene GLI3, Mut.) [7869GLI3]

60690

42-1994-0

CwuHgpom Mpucuennu. Mouck mytauun B reHe RAB27A, M. (Griscelli
Syndrome, Gene RAB27A, Mut.) [7737RAB27]

19690

42-1995-0

CwuHapom [DxekcoHa-Bewcca. MNonck mytaumii B ak3oHe 9 reHa FGFR2 u
3k30He 7A reHa FGFR1, m. (Jackson-Weiss Syndrome, JWS, Exon 9 Gene
FGFR2, Exon 7A Gene FGFR1, Mut.) [7738FGFR]

11390

42-1996-0

Cungpom OPMJIA, ATN1, y.m. [77703]

2490

A27.30.015

42-1997-0

Cunapom XKunbbepa (reH UGT1A1) (Gilbert's Syndrome (Gene UGT1A1))
[7003UGI]

2190

42-1998-0

CuHgpom XKybepa (CX). AHanus uncna konuin reHa NPHP1 (Joubert
Syndrome, Cerebelloparenchymal Disorder IV, CPD IV, Classic Joubert
Syndrome, Joubert Syndrome type A, Joubert-Boltshauser Syndrome, Pure
Joubert Syndrome, Gene NPHP1, Mut.) [7194]

16090

42-1999-0

CuHppom KapneHTepa (akpouedanononvcnHaakTunms BToporo tuna). MNMomck
myTauun B reHe RAB23, m. (Carpenter Syndrome, Gene RAB23, Mut.) [7195]

24990

42-2000-0

CuHapom kepatuta-nxtnosa-tyroyxoctn (KUO-cungpom). MNMounck mytauui B
reHe GJB2, m. (Keratitis-Ichthyosis-Deafness Syndrome, KID Syndrome,
Gene GJB2, Mut.) [7768GJB2]

11390




42-2001-0

Cungpom Knunnena-denns (CMHOPOM KOPOTKOM wen). Nonck myTtaumi B reHe
GDF®6, m. (Klippel-Feil Syndrome, Gene GDF6, Mut.) [7198]

14790

42-2002-0

Cunppom KokkernHa. MNonck mytaumi B reHe ERCC6, m. (Cockayne Syndrome,
Gene ERCC6, Mut.) [7739ERCC6]

66690

42-2003-0

Cungpom Koctenno. Mounck mytauun B reHe HRAS, m. (Costello Syndrome,
Gene HRAS, Mut.) [7199]

7990

42-2004-0

CuHapom Kodbduna-Noypu (CKIT). Mounck myTtaumii B reHe RPS6KA3, m.
(Coffin-Lowry Syndrome, Gene RPS6KA3, Mut.) [7202]

66690

42-2005-0

CuHapom KpaHuodaLmanbHON AMCMOPEUU-TYrOYXOCTU-YIbHAPHON AeBUaLIMM
kncten. MNonck mytaumi B reHe PAX3, m. (Craniofacial-Deafness-Hand
Syndrome, CDHS, Gene PAX3, Mut.) [7740PAX3]

27290

42-2006-0

IOnarHoctuka cungpoma Kpurnepa-Hamapa (CKH, cemenHas xxentyxa) (reH
UGT1A1). (Crigler-Najjer Syndrome, Gene UGT1, Mut.) [7010UGI]

9990

42-2007-0

CwuHapom KpysoHa ¢ YyepHbiM akaHTO30M. [onck myTaumi B ak3oHe 10 reHa
FGFR3, m. (Crouzon Syndrome with Acanthosis Nigrican, CAN, Exon 10
Gene FGFR3, Mut.) [7760FGFR3]

7990

42-2008-0

CwuHapom KpysoHa. MNonck myTtaumi B ak3oHax 7 n 9 reHa FGFR2, m. (Crouzon
Syndrome, Exons 7, 9 Gene FGFR2, Mut.) [7964F GFR2]

11390

42-2009-0

CunHApOM Nomkor X-XxpoMocoMbl ¢ TpeMopom/aTakcunen, FMR1, y.m. [77714]

2490

42-2010-0

CuHgpom Makna-Yannca NLRP3 m. (Muckle-Wells Syndrome, MWS, Gene
NLRP3, Mut.) [7794CIAS1]

40790

42-2011-0

Cungpom Makneoga. MNMouck mytauun B reHe XK, m. (McLeod Syndrome,
Gene XK, Mut.) [7204]

17590

42-2012-0

Cungpom MapTtuHa-benn (CMHgpom NIOMKOM X XpOMOCOMbI) [7643]

4290

42-2013-0

CUHAPOM MHOXECTBEHHOW 3HOOKPMHHOM Heonnasum 2A tuna (3k3oHbl 10, 11
reHa RET) (Multiple Endocrine Neoplasia Type 2A (Exons 10, 11 Gene RET))
[7006A2I]

12490

42-2014-0

CWHAPOM MHOXECTBEHHOW 3HOOKPMHHOM Heonnasum 2B Tuna (reH RET)
(Multiple Endocrine Neoplasia Type 2B (Gene RET)) [7005B2I]

8560

42-2015-0

CuHagpom MoyaT-BunbcoH. Monck mytaumi B reHe ZEB2, m. (Mowat-Wilson
Syndrome, Gene ZEB2, Mut.) [7743ZEB2]

50990

42-2016-0

CuHgpom HunmereH, NBN y.m. (Nijmegen Breakage Syndrome, NBS, Gene
NBN, Freq. Mut.) [7872NBS1I]

990

42-2017-0

CuHApOM HorTen-HagKoneHHuka (octeoHuxogmucnnasus). Novck mytaumn B
reHe LMX1B, m. (Nail-Patella Syndrome, NPS, Onychoosteodysplasia, Gene
LMX1B, Mut.) [7213]

24990

42-2018-0

Cungpom Ocnepa-PaHato-Bebepa (HacnencTtBeHHas remopparnyeckas
TeneaHrnakrasus). MNonck mytaumi B reHe ENG, m. (Rendu-Osler-Weber
Disease, Gene ENG, Mut.) [7215]

30590

42-2019-0

Cwungpom Mannuctepa-Xonna. Mouck mytauun B reHe GLI3, m. (Pallister-Hall
Syndrome, Gene GLI3, Mut.) [7744GLI3]

60690

42-2020-0

CwuHgpom Mannuctepa. Mownck mytaumn B reHe TBX3, m. (Pallister W
Syndrome, Gene TBX3, Mut.) [7874TBX3]

24990

42-2021-0

CuHapom nogkoneHHoro ntepurmyma. MNouck mytauun B reHe IRF6, m.
(Popliteal Pterygium Syndrome, PPS, Gene IRF6, Mut.) [7217]

30590

42-2022-0

Cunapom Mopandpdepa. MNMounck mytauuin B ak3oHax 7, 9 reHa FGFR2 n ak3oHe
7A reHa FGFR1, m. (Pfeiffer Syndrome, Exons 7, 9 Gene FGFR2, Exon 7A
Gene FGFR1, Mut.) [7745FGFR]

14790

42-2023-0

CwuHppom Petta. Mownck mytaumn B reHe MECP2, m. (Retts Syndrome, Gene
MECP2, Mut.) [7218MEI]

8590

42-2024-0

CuHgpom Cetpe-YHoTtaeHa. Nonck myTtaumii B reHe TWIST1, m. (Saethre-
Chotzen Syndrome, Gene TWIST1, Mut.) [7219]

14790

42-2025-0

CwuHapom Cunbaepa. Mounck mytaumn B reHe BSCL2, m. (Silver Syndrome,
Gene BSCL2, Mut.) [7220]

24990

42-2027-0

Cungpom Cmuta-Jlemnu-Onuua (CNOC). MNonck myTtaumii B reHe DHCR7, m.
(Smith-Lemli-Opitz Syndrome, Gene DHCR7, Mut.) [7877DHCR7]

30590

42-2028-0

CuHapom TectukynapHon gemumHusaumm (CTO, cuHgpom Moppuca). MNownck
myTauun B reHe AR, M. (Testicular Feminization Syndrome, Gene AR, Mut.)
[7879AR]

33890

42-2029-0

CuHgpom Tpuuepa-KonnuHsa-dpaHyeckettn (MaHanbyno-gpaunansHbIn
ansocto3). MNMouck mytaumn B reHe TCOF1, m. (Treacher-Collins Syndrome,
Franceschetti-Klein Syndrome, Mandibulofacial Dysostosis without Limb
Anomalies, Gene TCOF1, Mut.) [7747TCOF1]

66690

42-2031-0

Cungpom Xunnensa-fivHpay (uepebpo-peTUHO-BUCLEPANnbHbIA aHIMOMATO3).
Mounck mytaumn B rede VHL, m. (Von Hippel-Lindau Syndrome, VHL, Von
Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Mut.) [7984VHL]

14790




Cungpom Xunnensa-fivHpay (uepebpo-peTUHO-BUCLEPANnbHbIA aHIMOMATO3).
Onpepenenne yucna konun reHa VHL, m. (Von Hippel-Lindau Syndrome,
VHL, Von Hippel-Lindau Hereditary Cancer Syndrome, Gene VHL, Copy

42-2032-0 |Number Variation Gene VHL, Mut.) [7973VHL] 16090

42-2033-0 |Cungpom LAOACUI, reH NOTCH3 [7652] 8590
CuHppom WBaxmana-AdavimoHga. Mouck myTtauui B reHe SBDS, m.

42-2034-0 |(Shwachman-Diamond Syndrome, Gene SBDS, Mut.) [7223] 19690
CwuHgpom WBaxmaHa-AavimoHaa. MNMouck Yactbix MyTaummn B reHe SBDS1, u.

42-2035-0 |m. (Shwachman-Diamond Syndrome, Gene SBDS1, Freq. Mut.) [7224] 7990
CwuHgpom 3Anepca-Hanno, Tun VI. MNonck YyacTtbix myTauun B reHe PLOD, 4. m.

42-2036-0 |(Ehlers-Danlos Syndrome, Type VI, Gene PLOD, Freq. Mut.) [7911PLODI] 12490
CwuHgpom 3ckobapa. Mouck mytauuin B reHe CHRNG, m. (Escobar Syndrome,

42-2037-0 |Gene CHRNG, Mut.) [7750CHRNG] 27290
CuHgpom CumncoHa-Ionabu-bemens. Monck mytaumn B reHe GPC3, m.
(Simpson-Golabi-Behmel Syndrome, Type 1, SGBS1, Gene GPC3, Mut.)

42-2026-0 |[7221] 27290
42-2038-0 |Cnactuyeckas napannerus LTpiomnens, Tun 4, SPAST (SPG4), u.m. [77708] 5390
CnuHanbHast ammoTpodumsa ¢ napanuyom avadgparmel. Nonck mytauuin B reHe
IGHMBP2, m. (Spinal Muscular Atrophy (SMA) with Diaphragmatic Paralysis,

42-2039-0 |Gene IGHMBP2, Mut.) [7994IGHMB] 50990
CnuHanbHas amuoTpodumsa tTunel I, 11, 11, IV (c onpegeneHmem yncna konum
SMN2) (Spinal Muscular Atrophy, SMA, Type |, II, lll, IV (copy Number

42-2040-0 |Variation SMN2)) [7996AMU] 5490
CnuHanbHas amuoTpodmsa Tunel I, 11, 11, 1V. Monck mytaumn B reHe SMN1, m.

(TonbKO Npu HanNU4uu ogHow konum reHa) (Spinal Muscular Atrophy, SMA,

42-2041-0 |Type |, 11, 1, IV, Gene SMN1, Mut. (Only Presence One Gene Copy) ) [7228] 27290
CnuHanbHo-6ynbbapHas ammuotpodusa KenHeau. Nonck yacTteix myTauuin B
reHe AR, 4. M. (Kennedy Spinal and Bulbar Muscular Atrophy, Gene AR, Freq.

42-2042-0 |Mut.) [7976ARI] 2490
CnuHouepebennsapHas atakcus. MNouck yacTbix myTauui B reHe ATXN7, 4. M.

42-2043-0 |(Spinocerebellar Ataxia, Gene ATXN7 Freq. Mut.) [7788ATXN7] 7390
CnuHouepebennsapHas atakcus. MNonck yacTbix myTauui B reHe ATXNS, 4. m.

42-2044-0 |(Spinocerebellar Ataxia, Gene ATXNS, Freq. Mut.) [7787ATXN8] 7390

42-2045-0 |CnuHouepebennspHble atakcuu, pegkue opmel, Y4.M. [77712] 5890

42-2046-0 |CnuHouepebennspHble atakcun, Yactble POpMbl, Y.M. [77716] 5690
CnoHrnodopmHas aHuedanonaTns ¢ HeMPONCUXMHECKMMU NPOSIBIIEHNSMM.

Mounck mytaumn B reHe PRNP, M. (Spongiform Encephalopathy with

42-2047-0 |Neuropsychiatric Features, Gene PRNP, Mut.) [7978PRNP] 14790
CnoHaunokocTanbHbIn An3octos. Nonck myTtaunii B reHe DLL3, m.

42-2048-0 |(Spondylocostal Dysostosis, Gene DLL3, Mut.) [7230] 24990
CnoHaunoanudusapHasa gucnnasua (C3[). MNMouck mytaumn B reHe
TRAPPC2, M. (Spondyloepiphyseal Dysplasia Tarda, SEDT, Gene TRAPPC2,

42-2049-0 |Mut.) [7979TRAP] 17590
CynepaktnHocTb thoctopubosnnnupodocdar cnHteTasbl. [onck mytaumii B
reHe PRPS1, m. (Phosphoribosylpyrophosphate Synthetase Superactivity,

42-2050-0 |PRS Superactivity, Gene PRPS1, Mut.) [7980PRPS1] 24990

42-2051-0 |TopcuoHHas guctoHms, Tun 1, TOR1A (DYT1), u.m. [77711] 2290
TpuxopuHodanaHreanbHbIi cuHapoMm. MNMouck mytauun B reHe TRPS1, m.

42-2052-0 |(Trichorhinophalangeal Syndrome, TRPS, Gene TRPS1, Mut.) [7638TRPS] 33890
TpombouutoneHusa BpoxxaeHHas. Nounck mytaumi B reHe MPL, m. (Congenital

42-2053-0 |Amegakaryocytic Thrombocytopenia, CAMT, Gene MPL, Mut.) [7238] 27290
daTtanbHaa cemerHasa nHcomHums. MNMonck myTtaumii B reHe PRNP, m. (Fatal

42-2054-0 |Familial Insomnia, FFI, Gene PRNP, Mut.) [7885PRNP] 14790
deHunkeToHypus. Mouck mytauun B reHe PAH, m. (Phenylketonuria, PKU,

42-2055-0 |Gene PAH, Mut.) [7888PAH] 40790
deHunkeToHypus. MNMounck Yactbix MyTaumn B reHe PAH, 4. m.

42-2056-0 |(Phenylketonuria, PKU, Gene PAH, Freq. Mut.) [77811] 17190
dunbpogmcnnasusa occucuumpytoas nporpeccupytowas. lNovck mytaumn B
«ropsumx» ydactkax reHa ACVR1, «ropsad.» y4. M. (Fibrodysplasia Ossificans

42-2057-0 |Progressiva, FOP, Gene ACVR1, Hot-Point Mut.) [7240] 17155
dunbpogucnnasnsa occudpmumpytowasa nporpeccupytowad. NMouck mytauum 6e3
«ropsiumx» yvactkoB reHa ACVR1, 6e3 «ropsad.» yd. M. (Fibrodysplasia

42-2058-0 |Ossificans Progressiva, FOP, Gene ACVR1, without Hot-Point Mut.) [7241] 24990




42-2059-0

X-cuenneHHast arammarnodynuHemums. MNonck mytaumi B reHe BTK, m. (X-
Linked Agammaglobulinemia, XLA, Gene BTK, Mut.) [7891BTK]

60690

42-2060-0

X-cuenneHHbln numdonponudepaTnBHbI CUHAPOM (6onesHb [yHkaHa,
cuHagpom MypTtuneo), XIAP m. (X-Linked Lymphoproliferative Syndrome, XLP,
Gene XIAP, Mut.) [7981BIRC4]

27290

42-2061-0

X-cuenneHHbln numdonponudepaTnBHbIv CUHAPOM (6onesHb [yHkaHa,
cuHagpom MNypTtuneo). Mouck mytauun B reHe SH2D1A, m. (X-Linked
Lymphoproliferative Syndrome, XLP, Gene SH2D1A, Mut.) [7982SH2]

17590

42-2063-0

X-CUEeNnneHHbIN TSXeNbIi KOMOUHUPOBAHHBIN UMMYyHOAEUUNT. Mounck
myTauun B reHe IL2RG, m. (X-Linked Severe Combined Immunodeficiency,
Gene IL2RG, Mut.) [7983IL2RG]

17590

42-2064-0

XoHapoagucnnasua metadumsapHas, Tun Mak-Ketocuka. MNonck mytauui B reHe
RMRP, m. (Metaphyseal Chondrodysplasia, McKusick Type, Gene RMRP,
Mut.) [7786RMRP]

8310

42-2065-0

XoHapogucnnasua todeyHasa KoHpaau-XioHepmaHa. [Nonck myTtaumii B reHe
EBP, m. (Chondrodysplasia Punctata, CDP, Conradi-Hunermann Syndrome,
Gene EBP, Mut.) [7244]

17155

42-2066-0

XoHapokanbLmHo3. Mouck mytauun B reHe ANKH, m. (Chondrocalcinosis,
Calcium Pyrophosphate Dihydrate, CPPD, Gene ANKH, Mut.) [7245]

40790

42-2067-0

«[pobbeBnaHas» xopnopetmHonatus, TunuposaHne HLA-A29 (Birdshot
chorioretinopathy, HLA-A29) [77798]

1890

42-2068-0

Xopougepemus. MNMouck mytauun B reHe CHM, m. (Choroideremia, CHM, Gene
CHM, Mut.) [7889CHM]

50990

42-2069-0

XpoHu4yeckas rpaHynemartosHasa 6onesHb. Mouck mytauun B reHe CYBB, m.
(Chronic Granulomatous Disease, CGD, Gene CYBB, Mut.) [7890CYBB]

40790

42-2070-0

LlepebpookynodaumockeneTHeln cuHapom. MNonck mytaumi B reHe ERCCG,
M. (Cerebrooculofacioskeletal Syndrome, COFS Syndrome, Gene ERCCB,
Mut.) [7757ERCCB6]

66690

42-2071-0

OK30CTO3bl MHOXECTBEHHbIE. [onck myTtaumi B reHe EXT1, m. (Multiple
Exostoses, Gene EXT1, Mut.) [7896EXT1]

40790

42-2072-0

OK30CTO3bl MHOXECTBEHHbIE. [onck myTtaummi B reHe EXT2, m. (Multiple
Exostoses, Gene EXT2, Mut.) [7895EXT2]

50990

42-2073-0

OkccyaaTuBHas BUTpeoxopeopeTuHanbHas guctpodus. Mouck mytauuii B
reHe NDP, m. (Familial Exudative Vitreoretinopathy, FEVR, Gene NDP, Mut.)
[7758NDP]

11390

42-2074-0

OKTogepmanbHas aHrngpoTudeckas gucnnasus. MNMouck mytauun B reHe EDA,
M. (Anhidrotic Ectodermal Dysplasia, Gene EDA, Mut.) [7897EDA]

27290

42-2075-0

OkTogepmanbHas rmgpoTnydeckas ancnnasus. MNovck mytaumn B reHe GJBG6,
M. (Hidrotic Ectodermal Dysplasia, Gene GJB6, Mut.) [7883GJB6]

11390

42-2076-0

OnudmsapHas gucnnasmsl, MHoXecTBeHHas!. MNMonck YacTbIX MyTaumWii B reHe
COMP, 4. m. (Multiple Epiphysial Dysplasia, MED, Gene COMP, Freq. Mut.)
[7248]

7340

42-2077-0

OnndusapHasa gucnnasuns, MHoXXecTBeHHas. [onck mytauui B reHe
SLC26A2, m. (Multiple Epiphysial Dysplasia, MED, Gene SLC26A2, Mut.)
[7249]

21590

42-2078-0

OpuTpoaepmusa BpOXXAEHHaA NXTUO3Has (HebynnesHas). Nonck myTtaumn B
reHe ALOXES3, m. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene ALOXE3, Mut.) [7985ALOX]

50990

42-2079-0

OpuTpoaepmusa BpOXXAEHHaA NXTUO3Has (HebynnesHas). Nonck myTtaumn B
reHe LOX12B, M. (Nonbullous Congenital Ichthyosiform Erythroderma,
NBCIE, Gene LOX12B, Mut.) [7987L0X12]

33890

42-2080-0

OpuTpoaepmusa BpOXXAEHHaA NXTUO3Has (HebynnesHas). Nonck myTtaumn B
reHe TGM1, m. (Nonbullous Congenital Ichthyosiform Erythroderma, NBCIE,
Gene TGM1, Mut.) [7986TGM1]

33890

42-2081-0

OpuTtpokepatogepmus. MNMouck mytauun B reHe GJB3, m.
(Erythrokeratodermia, Gene GJB3, Mut.) [7901GJB3]

11390

42-2082-0

OpuTtpokepatogepmus. MNMouck mytauun B reHe GJB4, m.
(Erythrokeratodermia, Gene GJB4, Mut.) [7899GJB4]

11390

42-2083-0

OpUTPOLUTO3 peLeCcCUBHbIN (CEMEHas HacneacTBEHHAA NONNLUTEMUS).
Mounck mytaumn B reHe VHL, m. (Autosomal Recessive Erythrocytosis, Gene
VHL, Mut.) [7250]

14790

A27.05.053

42-2084-0

OpUTPOLUTO3 peLeCcCUBHbIN (CEMEHas HacneacTBEHHAA NONNLUTEMUS).
Mounck YacTbix myTaumi B reHe VHL, 4. M. (Autosomal Recessive
Erythrocytosis, Gene VHL, Freq. Mut.) [7900VHLI]

8515

42-2085-0

"eHogmarHocTuka 6eTta-Tanaccemuin n remornobuHonaTui (reHOTUNMPOBaHNE
HBB) (Molecular diagnosis of beta-thalassemia and hemoglobinopathies
(HBB gene)) [7021]

6990




OnarHoctuka TTR-amunongosa (cekseHmpoBaHue 2-4 ak3oHoB reHa TTR)
(Molecular diagnosis of ATTR-amyloidosis (sequencign of 2-4 exons of TTR

42-2086-0 |gene)) [7022] 6290
eHogmarHocTuka anbda-tanaccemun (HBA1, HBA2, HS-40) (Molecular
diagnosis of alpha-thalassemia (HBA1, HBA2 genes and HS-40 regulation
42-2087-0 |[locus)) [7023] 6990
HacnencrteeHHble hopMbl naHkpeaTmTa (reHbl PRSS1, SPINK1) (Hereditary
42-2088-0 |pancreatitis (PRSS1, SPINK1 genes)) [7620] 3690
®pykrosemus (reH ALDOB) (Hereditary fructose intolerance (ALDOB gene))
42-2089-0 |[7621] 3690
HacnepncrteeHHas aHgoTenuansHas AUCTPOUS porosuLibl - AUCTPODUS
42-2090-0 |®ykca (reH TCF4) (Fuchs endothelial dystrophy (gene TCF4)) [7658] 3690
KomnnekcHas anarHoctuka yseutos (HLA-B27, HLA-B51, HLA-A29)
42-2091-0 |(Diagnosis of uveitis (HLA-B27, HLA-B51, HLA-A29)) [7659] 6100
42-2092-0 |BonesHb MNomne (reH GAA) (Pompe disease (GAA gene)) [7660] 9390
24. ONPEAENEHUE BUOJTOTMHECKOIO POACTBA B CEMbE: OTLLOBCTBA U
MATEPUHCTBA
24.1. OnpepeneHne 6MONOrNYECKOro POACTBA B CEMbE: OTLLOBCTBA U
MaTepUHCTBA
Cpo4Hoe ycTaHoBneHne Guonormyeckoro poACTBa Ans 0gHOro U3 pogutenen
npn 6eccnopHoM poactee gpyroro (3 4en.) (Urgent Establishment of
Biological Relationship for One Parent at Indisputable Relationship of Another
42-2093-0 |(3 Persons)) [EP3/5] 28790
YcTtaHoBneHue 6ruonornyeckoro poacTea AN OAHOro U3 poautenen npu
6eccnopHom poactee gpyroro (3 ven.) (Establishment of Biological
Relationship for One Parent at Indisputable Relationship of Another (3
42-2094-0 |Persons)) [EP3/20] 19885
Cpo4Hoe ycTaHoBneHne 6uonormyeckoro PoACTea Ans ogHOro U3 poautenen
npw otcytcTBum gpyroro (2 ven.) (Urgent Establishment of Biological
42-2095-0 |Relationship for One Parent in Absence of Another (2 Persons)) [EP2/5] 28790
YcTtaHoBneHue 6ruonornyeckoro poacTea AN OAHOro U3 poautenen npu
otcytcTBum apyroro (2 ven.) (Establishment of Biological Relationship for One
B03.019.027 42-2096-0 |Parent in Absence of Another (2 Persons)) [BP2/20] 14790
[ononHMTEenNbHLIN y4acTHUK nccneaoBaHns (pebeHok nnm matb Unu oteL)
B03.019.027 42-2097-0 |(Additional research participant (child or mother or father)) [EP/0OIM] 6295
MpepBaputenbHbie U NnepuognYeckue meauLUHCKUE 0CMOTPbI
MeamuuHckoe ocBUOETENBCTBOBaHME BOAUTENEN (KAaHAMOATOB B BOAUTENN)
B04.033.002 43-001-0 TpaHcnopTHbIX cpeacTs kat. M; A; A1; B; B1; BE 600
B04.033.002 43-008-0 MpocpmnakTuyecknii npuem (OCMOTP, KOHCYNbTaLKMs) Bpada-npodnaronora 950
MenoumumHckoe ocBUOETENBCTBOBaHWE BOAUTENEN (KAaHAMOATOB B BOAMTENN)
B04.033.002 43-009-0 TpaHcnopTHbIX cpeacTs kat. C; C1; D; D1; CE; C1E; DE; D1E; Tm; Tb 1200
KomnnekcHoe meauumHckoe obcrneaoBaHve npu yCTPOMUCTBE Ha paboTy u
nepuoanyeckux MeauUmMHCKNX ocMoTpax (6e3 ocmMoTpa Hapkorora u
B04.033.002 43-010-0 ncuxmnatpa) Kudrucenn 1650
KomnnekcHoe meauumHckoe obcrneoBaHme nNpu yCTPOMUCTBE Ha paboTy u
nepuoanyeckux MeauUmMHCKNX ocMoTpax (6e3 ocmMoTpa Hapkorora u
B04.033.002 43-011-0 ncuxmnatpa) (keH) Kunrucenn 1850
KomnnekcHoe MeauumHckoe obcriefoBaHmne npy oopMIIEHUN MEONLIMHCKON
B04.033.002 43-012-0 KHWXKKM (keH) KuHrucenn (6e3 ocMoTpa Hapkonora u ncvuxuartpa) Kudrucenn 1850
KomnnekcHoe MeauumHckoe obcriefoBaHmne npy oopMIIEHUN MEONLIMHCKOM
B04.033.002 43-013-0 KHWXKKM (MyX) (6e3 ocmoTpa Hapkonora u ncuxuatpa) Knirucenn 1650
YnbTpa3ByKOBOE UCCMef0BaHNE MOJIOYHbIX Xere3 (B pamkax
A04.20.002 43-014-0 NPOUNaKTU4YECKNX OCMOTPOB) 110
43-020-0 Busyanusauus nsobpaxeHus (B pamkax npounakTmyeckmx OCMOTPOB) 270
KoHcynbTaums npodnaTtonora ¢ opopmMmrneHmeM MeanUnHCKON OKYMeHTaLumm
B04.033.002 43-031-0 (B pamkax NpohnnakTMyeckux 0CMOTPOB) 210
B04.047.002 43-033-0 OcmoTp Bpaya-TepaneBTa (B pamkax NpodunakTmieckmx oCMOTpOB) 160 150
B04.057.002 43-034-0 OcmoTp Bpaya-xvpypra (B pamkax npohnnakTmyeckux 0CMOTpPOB) 160 150
OcmoTp Bpaya-oToprHONapuHronora (B pamMmkax npounnakTuyeckux
B04.028.002 43-035-0 OCMOTPOB) 160 150
B04.029.002 43-036-0 OcmoTp Bpaya-otanbmornora (B pamkax npounakTmyeckmx OCMOTPOB) 270 150
OcmoTp Bpaya-gepmartoBeHeporiora (B pamkax npodunakTnyeckmx
B04.008.002 43-037-0 |ocmoTpoB) 160 150
B04.023.002 43-038-0 OcmoTp Bpaya-HeBpornora (B paMmkax npornakTMyecknx OCMOTPOB) 160 150




MpodunakTuyeckmin oCMOTp Bpaya ncuxmaTpa-Hapkosora (B pamkax

B04.036.002 43-039-0 MEeLMLMHCKMX OCMOTPOB) 160 200
KoHcynbTaums npodnaronora ¢ COCTaBneHneM 3akrniyeHns B cocTaBe
43-040-0 KOMMCcCun 150
MpodmnakTuyecknit ocMoTp Bpaya-ncuxmaTpa (B pamkax MegmumHCKUX
B04.035.002 43-041-0 |ocmoTpoB) 160
B04.065.006 43-042-0 OcmoTp Bpaya-ctomaTtonora B coctaBe komuccum (KuHrucenn) 100
B04.001.002 43-043-0 OcmoTp Bpaya-rmHekornora (B pamkax npoumnaktmyecknx 0CMOTPOB) 320 150
B04.047.002 43-044-0 OcmoTp Bpaya-TepanesTa B coctase komucun (KuHrmucenn) 150
B04.028.002 43-045-0 OcMmoTp Bpaya-oTopuHOnapuHronora B cocraee kommcceun (KuHrucenn) 150
B04.029.002 43-046-0 OcmoTp Bpaya--odTanbmonora B coctase komucenn (KuHrucenn) 150
B04.057.002 43-047-0 OcmoTp Bpaya-xmpypra B coctaBe kommceun (KuHrucenn) 150
B04.008.002 43-048-0 OcmoTp Bpaya-gepmartoBeHeponora B coctase komuccum (KuHrucenn) 150
B04.001.002 43-049-0 OcmoTp Bpaya-rmHekonora B coctaBe komuccum (KuHrncenn) 150
B04.023.002 43-050-0 OcmoTp Bpaya-HeBponora B coctaBe komucenn (KnuHrucenn) 150
Pervctpaums anektpokapamorpaMMbl C paclungpoBKor, onucaHnem (B
43-057-0 pamMmkax npogunakTM4ecknx 0CMOTPOB) 160 100
43-063-0 OcmoTp cneumanncToB npun yctponctee Ha paboty (KuHrncenn) 1086
43-064-0 OcmOTp cneumanmcToB Npy NEPUOaNYECKOM MEAULIMHCKOM OCMOTPE 1086
43-065-0 OcMmoTp cneumanucToB Npn oPopMNeHnn MeamLMHCKON KHKKN (KuHrucenn) 466
3abop matepunana ansa nabopaTopHOro nccnegoBaHus (B pamkax
A11.12.009 43-067-0 NpodUNAKTUHECKMX OCMOTPOB) 110 50
B04.035.002 43-068-0 OcmoTp Bpaya-ncuxmarpa B coctaBe komuceum (KuHrncenn) 200
B04.053.002 43-069-0 OcmoTp Bpaya-yponora (B paMmkax npopunakTuyecknx 0CMOTPOB) 160
43-072-0 OcmoTp cneumanncToB Npn NepuoaN4eckoMm MeanuLMHCKOM OCMOTPE MYXYMH 836
43-073-0 OcMOTp cneumanmcToB Npy NEPUOaNYECKOM MEAULIMHCKOM OCMOTPE JKEHLLMH 886
A26.19.008 43-109-0 MoceB kana Ha Ansrpynny (B pamkax NnpogunakTmM4ecknx 0CMOTpPOB) 180
LinTonornyeckoe nccnegosaHne MykponpenapaTa LepBuKanbHOro kaHana
(masok no ManaHwukonay, MAll-TecT, Npu NpoBegeHUN MEONLIMHCKMX
A08.20.017 43-112-0 OCMOTpPOB) 530
Onpegenenne OHK Bupycos nanunnomsl Yenoseka (Papilloma virus)
BbICOKOIO KaHLIepOreHHOro pucka B otaensiemom (cockobe) ns uepBukanbHoOro
kaHana meTtogom [NLP, konnyecTBeHHOe UccneaoBaHue (Npu NpoBeaeHnn
43-113-0 MEeLMLMHCKMX OCMOTPOB) 1050
A03.25.001 43-200-0 BecTtnbynomeTtpusa (B pamkax npodunakTmyeckmx ocMoTpoB) 270 220
A12.25.001 43-201-0 |AyavomeTpus (B pamkax npomnakTmyeckmux OCMOTPOB) 370 330
WccnepoBaHne gbixaTenbHbiX 00BbEMOB (CMMPOMETPUSA) B pamKax
A12.09.002.003 |43-202-0 NpoUNaKTUYECKNX OCMOTPOB 370 330
KomnnekcHoe ynbTpasBykoBOe 1ccrefoBaHve opraHoB 6proLlHON nonoctn (B
A04.16.001 43-203-0 pamMmkax npogunakTM4ecknx 0CMOTPOB) 440
PeHTreHorpadumsa nerkmx B 2 npoekumsax (B pamkax npomnakTtnyeckmx
A06.09.007 43-204-0 OCMOTpPOB) 690
A03.16.001 43-205-0 J3odaroracTpogyogeHockonus (B pamkax npodunakTn4ecknx 0CMoTpoB) 1890
43-206-0 BubpoTecT (B pamkax npounakrnyecknx oCMoTpoB) 110 66
43-207-0 |Xonopgosas npoba (B pamkax NpodnnakTuyecknx oCMoTpoB) 110 66
PeoBasorpacusa cocyaoB KOHEYHOCTEN (B paMKax NpounnakTU4eCckmx
A05.12.001 43-208-0 OCMOTpPOB) 950
OHuedanorpadusa (33IN) ¢ pawndpoBkon (B pamkax NpodunakTM4ecKkmx
A05.23.001 43-209-0 OCMOTpPOB) 1580
OpraHusaumsa paboTbl N0 NEPBUHHOMY OCHOPMITEHWNIO NINYHON MEOVNLNHCKON
KHUXKKN, MPOXOXOEHMWIO TMIMEHNYECKOro obydeHns n attectauum (B pamkax
43-210-0 NpoUNakTM4eCcKnx OCMOTPOB) 820
OpraHusaums paboTbl N0 NPOAMNEHMIO JIMYHON MEANLIMHCKON KHUKKN,
NPOXOXOEHMWIO TMIMEHNYECKOro 0By4eHNs u atTecTaumm (B pamkax
43-211-0 NpoUNakTM4eCcKnx OCMOTPOB) 700
OcmoTp Bpauom-CTOMaTONOromM-TepaneBToM B COCTaBe KOMUCCUM (B paMKax
B04.065.006 43-212-0 NpoUNakTM4eCcKnx OCMOTPOB) 320
YnbTpasBykoBOe UccriefoBaHve noyek, MoYeBoro ny3bips 1 Hagno4YeYHUKOB
A04.28.001 43-213-0 (komnnekcHoe, Npy NPoBeAEHUN MEANLMHCKUX OCMOTPOB) 720
YnbTpasBykoBOe UccregoBaHe opraHoB Manoro Tasa (KomMnnekcHoe, npu
A04.30.010 43-214-0 npoBeaeHnn MeaNLIMHCKMX OCMOTPOB) 720 200
Konbnockonus (paclwmpeHHas (C oKpackon), npu NnpoBegeHUN MeaULMHCKMX
A03.20.001 43-215-0 OCMOTpPOB) 450
YnbTpasBykoBOe 1ccrnefoBaHve npeacraTtenbHON Xenesbl TpaHcpeKkTansHoe
A04.21.001.001 |43-216-0 (npun npoBegeHUN MeANLIMHCKMX OCMOTPOB) 720




yJ'Ipra3ByKOBOG nccnenoBaHue WMTOBUAHOM Xenesbl napawmToBngHbIX

A04.22.001 43-217-0  |xenes (npv npoBeAeHUN MEANLNHCKUX OCMOTPOB) 360
YnbTpasBykoBoe nccnegosaHve numdaTnyeckmx ysnos (ogHa
A04.06.002 43-218-0 |aHaTOMMYecKas 30Ha, Npy NPOBEAEHUN MEANLMHCKMX OCMOTPOB) 250
YnbTpasBykoBOe 1ccrefoBaHe opraHoB HGPIOLLHON NOMOCTH (KOMMNIEKCHOe,
A04.16.001 43-219-0 npu NpoBefeHNN MegULIMHCKNMX OCMOTPOB) 720
YnbTpasBykoBOe MccrnefoBaHMe MOMNOYHbIX Xxenes (Mpu nposegeHun
A04.20.002 43-220-0 MEeLMLMHCKMX OCMOTPOB) 600
43-221-0 Mammorpadus B pamkax npounakTu4ecknx 0CMOTPOB 1370
Mcuxuartpua
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU
A13.29.008.001 |07-003-0 MuausumayansHas ncuxotepanus (50 MuH) 4110
A13.29.008.001 |07-004-0 WnausmayaneHas ncuxotepanus (40 30 MyH) 2100
A13.29.008 07-005-0 McuxoTtepanus (napHas, cynpyxeckas) (90 MuH) 5780
Mprem (ocMOTp, KOHCYNbTauus) Bpada-ncmxotepanesTa nepBuyHbin (4o 30
B01.036.001 44-001-0  |MUHYT) 2420 730
Mpuem (BkNoYaeT KOHCYNbTaLM0 1 OCMOTP) Bpayda ncuxmnatpa-Hapkonora Ha
B01.036.001 44-001-1 aomy B npegenax r. KuHrucenna 1000
Mpuem (BkNoYaeT KOHCYNbTaLM0 1 OCMOTP) Bpayda ncuxmnatpa-Hapkonora Ha
B01.036.001 44-001-2 aomy 3a npegenamu r. Kuirucenna 1460
B01.035.001 44-003-0 [Mpuem (ocMoOTp, KOHCYNbTaLMA) Bpada-ncmxmarpa nepemyHbIn (o 50 MUHYT) 4200
B01.035.002 44-004-0 [Mpuem (ocMOTp, KOHCYNbTaLUA) Bpada-ncmxmarpa noBTOPHbIN 1790
B04.035.002 44-007-0 MpocdpmnakTuyecknit npmem (0OCMOTP, KOHCYNbTaUKs) Bpada-ncuxmaTpa 950
Mpodunaktmuyeckmin npnem (0CMOTpP, KOHCYNbTaumsa) Bpada-neuxuarpa-
B04.036.002 44-008-0 Hapkonora 950
B01.034.002 44-032-0 [Mpuem (ocMOTp, KOHCYNbTaLUA) Bpada-ncmxorepanesTa NOBTOPHbLIN 1740
Mprem (KoHCcynbTauusa) Bpadya-ncMxotepanesTa NOBTOPHbIN (C MPUMEHEHMEM
B01.034.002 70-020-0 TEeNeMeanLUMHCKUX TEXHOITOMNI) 1390
MAHUNYNAUUU
A11.12.003.001 [44-010-1 MpepbiBaHWe 3anos Ha goMy B npegenax r. KuHrucenna 4660
A11.12.003.001 |44-010-2 lMpepbiBaHWe 3anos Ha gomy 3a npegenamu r. Kuirucenna 5320
A11.12.003.001 |44-011-0 KynupoBaHne abCTMHEHTHOrO CUHAPOMA NPW ankoronuame 3390
A11.02.002 44-012-0 Xumunyeckas 3awuta ot ankorons Ha 1 rog S 531 5320
A11.02.002 44-013-0 Xumuyeckas 3awuta oT ankorons Ha 2 roga S 531 5320
A11.02.002 44-014-0 Xnmmuyeckas 3alumra ot ankorons Ha 1 rog Ttopnega 2460
A11.02.002 44-015-0 Xnmunyeckasa 3alumra oT ankorons Ha 2 roga topnega 2730
A11.02.002 44-016-0 [Xummndyeckas 3alimTa OT ankoronsa Ha 3 mecsua - Kancyna 1330
A11.02.002 44-017-0 | Xummndeckas 3alimTa OT ankoronsa Ha 6 mecsdues - kancyna 2000
44-018-0 CHsiITMe XMMMYECKON 3almThl Ha 1 roa - Toprnega 1600
44-019-0 CHsITME XMMMYECKON 3alunThl Ha 2 roga - Topnega 1800
44-020-0 CHATME XMMUYeCKol 3almTbl Ha 3 Mecsaua - Kancyna 1200
44-021-0 CHATNE XMMUYECKoW 3allmTbl Ha 6 MecsaUEeB - Kkancyna 1330
A11.01.002 44-030-0 MmnnaHTauus npenapara "Ocnepanb” oT 1 roga oo 5 nert 6660
44-031-0 BbiBegeHue npenapara "Ocnepanb” 1820
[AucTaHUMOHHOE KOHCYIbTUPOBaHue
KoHcynbTaums Bpava-cneumanucta no OPBU B nepuoa anngemui (c
B01.026.002 70-021-0 NpYMEHEHMEM TeNeMeNLMHCKUX TEXHONOMNIA) 1390
Kocmetonorus
MAHUNYNAUUU
A21.01.002 37-076-0 Maccax nuua meguumHckui (1 eguHmua) 900
A24.01.005 37-050-0 Kpromaccax Koxu n ee obpasoBaHuin (KOXM CNUHBI 38 OOUH CeaHC) 1260
A21.01.003 37-077-0 Maccax weun megnumHckmn (1 eamHnua) 650
Okenpecc-yxog "lManypoHoBbIn NunnHr" (HakoxxHoe npumeHeHne
A11.01.014 37-069-0 |nekapCTBEHHbIX NpenapaToB) 1160
A16.01.024 37-047-0  |depmaTonornyeckuin NUuHr (nevyeHne rmnepnmurmeHTaunm, NocTakHe 1 1.n.) 2310
PemopenunpoBaHue KOXu 30HbI BOKPYT rras (HakoxHoe npumeHeHune
A11.01.014 37-070-0  |nekapCTBEHHbIX NpenapaToB) 1740
Kpnomaccax koxu n ee obpasoBaHuin (KOXn1 BONOCUCTOM YacTu rofnoBbI 3a
A24.01.005 37-048-0 OAVH CeaHc) 1040
BbesnHbekumoHHasa GnopesuTanmaauns (HakoxxHoe npumMeHeHune
A11.01.014 37-071-0  |nekapCTBEHHbLIX NpenapaToB) 2310
A24.01.005 37-049-0 Kpromaccax Koxu 1 ee obpasoBaHuin (KOXM nnua 3a OauH ceaHc) 580
Okcnpecc-yxoa "ButaMuHHbIN komnnekc" (HakoxxHoe npuMeHeHne
A11.01.014 37-072-0  |nekapCTBEHHbIX NpenapaToB) 1740
PemopenupoBaHue matpukca koxu (HakoxxHoe npuMeHeHne nekapCTBeHHbIX
A11.01.014 37-073-0 npenapaToB) 4620
37-107-0 MunuHr-maccax nuua v Wwem ra3oxXnakoCcTHbIN 2310




37-108-0 MunuHr-maccax nuua, Wew, 30Hbl AEKONbTE U KUCTEN ra3oXnaKOCTHbIN 2890

Mpoueaypa pekoHCTpyKUMn nunugHoro 6apbepa (HakoxHoe npumeHeHne

A11.01.014 37-113-0  |nekapcCTBEHHbIX NpenapaToB) 2520

A21.01.006 37-109-0 MunuHr-maccax BofIOCUCTON YacTu ronoBbl Fa30XKUAKOCTHbIN 2890

A21.01.006 37-110-0 MunuHr-maccax obnactu Tena (ogHa 30Ha) ra3oXnaKOCTHbIN 1740
MunuHr-maccax nuua rasoxnakoCTHbIN C UCMONb30BaHUEM fleKapCTBEHHbIX

A21.01.006 37-111-0 npenapaTos 2310
KomnnekcHbIn yxoa 3a npobrnemHomn koxen (HakoxHoe npumeHeHne

A11.01.014 37-112-0  |nekapCTBEHHbIX NpenapaToB) 3470
MAHUNYNALUUU HA ANNAPATE 3CMA

A17.01.004 37-121-0 [enHkpycTaumnsa Koxu 2890

A22.01.001.002 |37-122-0 |YnbTpa3ByKOBOW NWUMVHT (NULO) 2660

A22.01.001.002 |37-123-0 |YnbTpa3ByKOBOW NUMVHT (NMMUO+LLES+Trpyab) 3700

A22.01.001.002 |37-124-0 |YnbTpa3ByKOBOW NUMNWHT (O4HA 30HA Tena) 2310

A22.01.001.001 |37-125-0 Onektponopauus (ynbTpadoHoopes nekapCTBEHHbIN KOXW) 1740
Koppekuus oBana nuua (MUKPOTOKOBOE BO3ZENCTBME NpU 3aboneBaHnsx

A17.01.010 37-126-0 KOXW 1 NOJKOXHOWN KNeT4yaTKu) 2550
MporpaMmMa no ykpenneHuo n noaTsbkke nuua (MHTepdepeHuTepanus npu

A17.01.014 37-127-0  [3aboneBaHUsIX KOXM 1 NOLAKOXHO-XXMPOBOW KIeTyaTkn) 1740

A17.02.001 37-132-0  |[Maccax nep4aTku no 3oHam Tena (MMonudTUHr, 1 30Ha) 930
YnyJlieHve Typropa KOXu nuua, LWeun 1 30Hbl eKonbTe (MUKPOTOKOBOE
BO3enCcTBMNE Npy 3ab0oneBaHUSAX KOXN U NOJAKOXKHON KreTyaTku ¢

A17.01.010 37-128-0 ANEKTPOCTUMYTSALIMEN MbILLILL) 3470

A17.30.027 37-133-0 KBaHT-Tepanusa Ha annapate QCMA (nasepodopes) 1160

A17.30.027 37-129-0 JlasepHasa buopeBuTanusauus (nasepodopes ¢ rmanypoHOBOW KMCIIOTON) 3700
MporpaMmMa KOMMMEKCHOM koppekummn urypel Ha annapate OCMA (ogHa

A17.01.010 37-134-0  [3oHa Tena, 0o 25 MUHYT) 2080
YnbTpa3sBykoBas buopeBuTanm3auns (Bo3gencTame TokaMuy yrbTPaBbICOKOW

A17.01.008 37-130-0  [yacToTbl Ha KOXY) 2780
MporpaMmmMa KOMMMEKCHOM koppekummn urypel Ha annapate OCMA (ogHa

A17.01.010 37-135-0  [3oHa Tena, 0o 45 MuHyT) 3240

A17.02.001 37-131-0 Maccax nepyatku no nuuy (MMonMAQTUHN NnLa) 930
[MporpammMa KOMMNEKCHOW KOPPEKLUN PUrypbl 1 CHUXKEHNS BeCa Ha annaparte

A17.01.010 37-136-0 |OCMA 25/25 (go 1 yaca) 3470
[MporpammMa KOMNEKCHOW KOPPEKLUN PUrypbl 1 CHUXXEHNS BeCa Ha annapare

A17.01.010 37-137-0 |OCMA 25/45 (pgo 1,5 yacoB) 4620
MAHUNYNAUUU. BBEOEHUE NMPENAPATOB

A14.01.014 37-044-0 BTupaHve pacTBopoB B BOMIOCMCTYIO YaCTb rofioBbl (MEpPBLIV CeaHc) 4050

A14.01.014 37-045-0 BTupaHve pacTBopoB B BOMOCUCTYIO YaCTb rofioBbl (MOBTOPHbLIN CeaHc) 2310
BHyTpukoxxHOe BBEAEHME NeKkapCTBEHHbIX NpenapaToB (B BOMOCUCTYIO YacTb

A11.01.003 37-051-0 rofnoBbI) 5200

A11.01.003 37-052-0 BHyTpukoxXHOE BBEAEHME NeKkapCTBEHHbIX NpenapaTto(B B obnacTb nuua) 5780
BHyTpukoxxHOe BBEeAeHME nekapCTBEHHbIX NpenapaTtos (B obnacTe nuua,

A11.01.003 37-053-0 Leu, rpyam) 9820

A11.01.003 37-054-0 BHyTpukoXxXHOE BBEAEHME NeKkapCTBEHHbIX NpenapaTtos (B ogHy obnacTb Tena) 5200
BBegeHve 60TYyNnOTOKCMHA AN NeYeHns runepruaposa noaMbILLEYHON

A11.01.003 37-055-0 |obnacTtu (BHyTpukoxxHOE BBEAEHWE NeKkapCTBEHHbIX NpenapaToBs) 31190
BBegeHve 60TYyNOTOKCMHA ANS NeYeHus runepruaposa nagoHen

A11.01.003 37-056-0 (BHyTprKOXXHOE BBEAEHNE NeKapCTBEHHbLIX NpenapaToB) 31190
BBegeHuve 60TynoTOKCUMHA AN NeyveHus runeprugposa cron (BHyTpukoxHoe

A11.01.003 37-057-0 BBeJeHNe NnekapCcTBEHHbIX NpenapaToB) 31190
BeeneHune 6oTynoTtokcmMHa B obnactu nuua - anti-age tepanus

A11.01.003 37-058-0 (BHyTprKOXXHOE BBEAEHNE NeKapCTBEHHbLIX NpenapaToB) 27720
PRP-Tepanusa (nnasmonudTvHr nuua) - BHyTpUKoXXHOe BBEAEHNE

A11.01.003 37-059-0 |nekapcTBeHHbIX NpenapaToB 5780
PRP-Tepanusa (nnasmonmdTvHr 0g4HOM obnactu Tena uinm KOHEYHOCTH) -

A11.01.003 37-060-0 BHyTpukoXXHOE BBEAEHME NEKAPCTBEHHbIX NpenapaTos 5200
PRP-Tepanusa BONocUCTon Yactu ronosbl (BHYTPUKOXXHOE BBEAEHUE

A11.01.003 37-061-0  |nekapCTBEHHbIX NpenapaToB) 6360
BeeneHve npenapata KceamuH 3a ogHy ea. B obnactb nuua - anti-age

A11.01.003 37-066-0 |Tepanus (BHyTpuKoXHOE BBEAEHNE NeKapCTBEHHbIX NpenapaToB) 410
BeegeHuve npenapata boTokc 3a ogHy ea. B obnacTb nuua - anti-age Tepanus

A11.01.003 37-067-0 (BHYTprKOXHOE BBEAEHNE NeKapCTBEHHbLIX NpenapaToB) 420
BeeneHuve npenapata boTtynakc 3a ogHy eq. B obnacTtb nuua - anti-age

A11.01.003 37-068-0 |Tepanus (BHyTpuKoXHOE BBEAEHNE NeKapCTBEHHbIX NpenapaToB) 300
MNPUEMbI, OCMOTPbI, KOHCY/IbTALIUU

B01.008.003 37-001-1 IMpuem (oCMOTp, KOHCYMNbTaLMSA) Bpavya-KOCMEeTornora nepBuUYHbIv 2040

B01.008.004 37-002-1 IMpuem (0CMOTp, KOHCYMNbTaLMSA) Bpa4ya-KOCMETOnora NoBTOPHbIN 1700




Mprem (KoHCcynbTauusa) Bpava-koCMETOosiora NOBTOPHbLIN (C MPUMEHEHUEM

B01.008.004 70-019-1 TENeMeanLUMHCKUX TEXHOITOMNI) 1390
JNabopaTopHblie uccnenoBaHma aaa npodeccMoHaibHbIX OCMOTPOB
LinTonornyeckoe nccnegoBaHue npenapara Ha atunuio (OHkouuMTonorusl), B
43-051-0 pamMkax npodumnakTmyeckmx ocMoTpoB [517] 250 200

YporeHutanbHbi Ma3ok Ha GN u criopy (B pamkax npounakTu4eckmx

A12.20.001 43-052-0 |ocmoTpoB) [445] 250 180
KnuHuyeckuin aHann3 Movm Ha aHanusatope (B pamkax npounakTU4ecKmx

B03.016.006 43-053-0 |ocmoTpoB) [116] 150 136
KnuHnyeckuin aHanns KpoBm Ha aHanusaTope ¢ onpegeneHmem COJ (B

B03.016.003 43-054-0 pamMkax npounakTmyecknx ocmoTpoB) [1515] 170 146
WccnepoBaHve KpOBU Ha YypoOBEHb XonecTepuHa obulero (B pamkax

A09.05.026 43-055-0 nNpomnakTu4ecknx ocmoTpos) [31] 100 78
WccnenoBaHme KpOBU Ha YPOBEHB MOKO3bl (B paMkax NpodrnaKkTu4ecknx

A09.05.023 43-056-0 |ocmoTpoB) [16] 100 54
Mukpopeakuust Ha cudunuc (RW B pamkax npodunakTnieckmx oCMoTpOB)

A26.06.082.001.0/43-058-0 [69] 200 200
WccnepoBaHuve kana Ha renbMUHTbI (SiiLa rMUCTOB) B paMKax

A26.19.010 43-060-0 npodunakTn4ecknx ocmoTpoB [159A7] 200 150
Mukpockonumyeckoe uccnefoBaHne Ha 3HTepoburos (B pamkax

A26.01.017 43-061-0 npodunaktuyecknx ocmotpos) [16010CT] 150 90

A12.05.123 43-100-0 PeTtukynouuTsl (B pamkax npodpunaktuyecknx ocmotpos) [150] 150 143

A09.05.174 43-104-0 XonvHacTepasa (B pamkax npounakTuyeckmx ocMoTpoB) [34] 170 121

A09.05.281 43-105-0 CauHel, (B paMmkax NpodmnakTuyeckux ocmoTpos) [878] 930 605
KapbokcnreMornobuvH n metremornobuH (B pamkax npogunakTnyeckmx

A09.05.091 43-106-0 |ocmoTpoB) [7908DIA1] 780 650

A09.28.085 43-107-0 PTyTb B MOYe B pamkax npodeccroHansHoro MeguumHckoro ocmotpa [1042] 1280
MoceB maTepumana Ha CTahUIOKOKK U3 3eBa U Hoca (B pamkax

A26.30.010 43-110-0 npodunakTuyecknx ocmotpos) [459-11] 360

A26.06.077 43-111-0 PHI'A Ha GprowHom Tnd (B paMkax npodpmnaktuyecknx ocMoTpoB) [273] 300

A26.19.039 43-108-0 KomnnekcHoe uccrnegoBaHue (Rotavirus , Norovirus, Astrovirus) 1200

A08.08.003 43-114-0 |WccnepoBaHue mas3koB M3 HOCa M 3eBa Ha cTacunokokk (S.aureus) 440
KomnrnekcHoe nccrnegoBaHve Kana Ha An3eHTepuiiHo — Tdo-napaTndgosHyto
rpynny, NaToreHHbIe 3LLEePUXUMN , CEPONTOTMYECKOE NCCNEAOBAHME KPOBHU,

A26.19.002 43-115-0 PHI'A ¢ yHuTnonom (6ptoliHOTME03HOE HOCUTENBCTBO) 1155
KomnrnekcHoe nccrnegoBaHve Kana Ha An3eHTepuiiHo — Tdo-napaTndgosHyto
rpynny, NaToreHHble 3LLEepUXnUM , CePOrorMyeckoe NccreaoBaHe KpoBM,
PHIA ¢ yHuTOonom (6ptoHOTNO3HOE HOCUTENBCTBO), UCCNIeAoBaHMe

A26.19.002 43-116-0 |maskoB M3 Hoca M 3eBa Ha CTadMIOKOKK (S.aureus) 1650




